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NOVEL NUCLEIC ACIDS AND POLYPEPTIDES 

1. TECHNICAL FIELD 

4 The present invention provides novel polynucleotides and proteins encoded by such 

polynucleotides, along with uses for these polynucleotides and proteins, for example in 
therapeutic, diagnostic and research methods. 

8 2. BACKGROUND 

Technology aimed at the discovery of protein factors (including e.g., cytokines, such as 
lymphokines, interferons, CSFs, chemokines, and interleukins) has matured rapidly over the past 
decade. The now routine hybridization cloning and expression cloning techniques clone novel 

12 polynucleotides "directly" in the sense that they rely on information directly related to the 
discovered protein {i.e., partial DNA/amino acid sequence of the protein in the case of 
hybridization cloning; activity of the protein in the case of expression cloning). More recent 
"indirect" cloning techniques such as signal sequence cloning, which isolates DNA sequences 

16 based on the presence of a now well-recognized secretory leader sequence motif, as well as 

various PCR-based or low stringency hybridization-based cloning techniques, have advanced the 
state of the art by making available large numbers of DNA/amino acid sequences for proteins 
that are known to have biological activity, for example, by virtue of their secreted nature in the 

20 case of leader sequence cloning, by virtue of their cell or tissue source in the case of PCR-based 
techniques, or by virtue of structural similarity to other genes of known biological activity. 

Identified polynucleotide and polypeptide sequences have numerous applications in, for 
example, diagnostics, forensics, gene mapping; identification of mutations responsible for 

24 genetic disorders or other traits, to assess biodiversity, and to produce many other types of data 
and products dependent on DNA and amino acid sequences. 

3. SUMMARY OF THE INVENTION 

28 The compositions of the present invention include novel isolated polypeptides, novel 

isolated polynucleotides encoding such polypeptides, including recombinant DNA molecules, 
cloned genes or degenerate variants thereof, especially naturally occurring variants such as allelic 
variants, antisense polynucleotide molecules, and antibodies that specifically recognize one or more 

32 epitopes present on such polypeptides, as well as hybridomas producing such antibodies. 

The compositions of the present invention additionally include vectors, including expression 
vectors, containing the polynucleotides of the invention, cells genetically engineered to contain such 
polynucleotides and cells genetically engineered to express such polynucleotides. 
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The present invention relates to a collection or library of at least one novel nucleic acid 
sequence assembled from expressed sequence tags (ESTs) isolated mainly by sequencing by 
hybridization (SBH), and in some cases, sequences obtained from one or more public databases. 
4 The invention relates also to the proteins encoded by such polynucleotides, along with therapeutic, 
diagnostic and research utilities for these polynucleotides and proteins. 'ITiese nucleic acid 
sequences are designated as SEQ ID NOS: 1 - 1 3901 . The polypeptides sequences are designated 
SEQIDNOS: 13902-27802. The nucleic acids and polypeptides are provided in the Sequence 
8 Listing. In the nucleic acids provided in the Sequence Listing, A is adenosine; C is cytosine; G is 
guanine; T is thymine; and N is any of the four bases. In the amino acids provided in the Sequence 
Listing, * corresponds to the stop codon. 

The nucleic acid sequences of the present invention also include, nucleic acid sequences that 
1 2 hybridize to the complement of SEQ ID NO: 1 - 1 390 1 under stringent hybridizati on conditions; 
nucleic acid sequences which are allelic variants or species homologues of any of the nucleic acid 
sequences recited above, or nucleic acid sequences that encode a peptide comprising a specific 
domain or truncation of the peptides encoded by SEQ ID NOS: 1 -1 3901 . A polynucleotide 
1 6 comprising a nucleotide sequence having at least 90% identity to an identifying sequence of SEQ 
ID NO: 1 -1 3901 or a degenerate variant or fragment thereof. The identifying sequence can be 1 00 
base pairs in length. 

The nucleic acid sequences of the present invention also include the sequence information 

20 from the nucleic acid sequences of SEQ ID NO: 1 - 1 390 1 . The sequence information can be a 
segment of any one of SEQ ID NO: 1 - 1 390 1 that uniquely identifies or represents the sequence 
infonnationofSEQIDNOS: 1-13901. 

A collection as used in this application can be a collection of only one polynucleotide. The 

24 collection of sequence information or identifying information of each sequence can be provided on 
a nucleic acid array. In one embodiment, segments of sequence information is provided on a 
nucleic acid array to detect the polynucleotide that contains the segment. The array can be designed 
to detect full-match or mismatch to the polynucleotide that contains the segment. The collection 

28 can also be provided in a computer-readable format. 

This invention also includes the reverse or direct complement of any of the nucleic acid 
sequences recited above; cloning or expression vectors containing the nucleic acid sequences; and 
host cells or organisms transformed with these expression vectors. Nucleic acid sequences (or their 

32 reverse or direct complements) according to the invention have numerous applications in a variety 
of techniques known to those skilled in the art of molecular biology, such as use as hybridization 
probes, use as primers for PCR, use in an array, use in computer-readable media, use in sequencing 
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full-length genes, use for chromosome and gene mapping, use in the recombinant production of 
protein, and use in the generation of anti-sense DNA or RNA, their chemical analogs and the like. 
In a preferred embodiment, the nucleic acid sequencesof SEQ ID NO: 1-13901 or novel 

4 segments or parts of the nucleic acids of the invention are used as primers in expression assays that 
are well known in the art. In a particularly preferred embodiment, the nucleic acid sequences of 
SEQ ID NO: 1-13901 or novel segments or parts ofthe nucleic acids provided herein are used in 
diagnostics for identifying expressed genes or. as well known in the art and exemplified by Vollrath 

8 et al., Science 258:52-59 (1 992), as expressed sequence tags for physical mapping of the human 
genome. 

The isolated polynucleotides of the invention include, but are not limited to, a 
polynucleotide comprising any one of the nucleotide sequences set forth in SEQ ID NO: l-13901;a 

12 polynucleotide comprising any of the full length protein coding sequences of SEQ ID NOS: 1 - 
1 3901 ; and a polynucleotide comprising any of the nucleotide sequences ofthe mature protein 
coding sequences of SEQ ID NOS: 1-1 3901 . The polynucleotides of the present invention also 
include, but are not limited to, a polynucleotide that hybridizes under stringent hybridization 

1 6 conditions to (a) the complement of any one of the nucleotide sequences set forth in SEQ ID NO: 1- 
1 390 1 ; (b) a nucleotide sequence encoding any one of the amino acid sequences set forth in the 
Sequence Listing (e.g. , SEQ ID NOS: 1 3902-27802); (c) a polynucleotide which is an allelic variant 
of any polynucleotides recited above; (d) a polynucleotide which encodes a species homolog (e.g. 

20 orthologs) of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific domain or truncation of any ofthe polypeptides comprising an amino acid 
sequence set forth in the Sequence Listing. 

The isolated polypeptides of the invention include, but are not limited to, a polypeptide 

24 comprising any of the amino acid sequences set forth in the Sequence Listing; or the corresponding 
full length or mature protein. Polypeptides of the invention also include polypeptides with 
biological activity that are encoded by (a) any of the polynucleotides having a nucleotide sequence 
set forth in SEQ ID NO: 1-13901 ; or (b) polynucleotides that hybridize to the complement of the 

28 polynucleotides of (a) under stringent hybridization conditions. Biologically or immunologically 
active variants of any of the polypeptide sequences in the Sequence Listing, and "substantial 
equivalents" thereof (e.g., with at least about 65%, 70%, 75%, 80%, 85%, 90%, 95%, 98% or 99% 
amino acid sequence identity) that preferably retain biological activity are also contemplated. The 

32 polypeptides of the invention may be wholly or partially chemically synthesized but are preferably 
produced by recombinant means using the genetically engineered cells (e.g. host cells) of the 
invention. 
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The invention also provides compositions comprising a polypeptide of the invention. 
Polypeptide compositions of the invention may further comprise an acceptable carrier, such as a 
hydrophilic, e.g., pharmaceutical^ acceptable, carrier. 
4 The invention also provides host cells transformed or transfected with a polynucleotide of 

the invention. 

The invention also relates to methods for producing a polypeptide of the invention 
comprising growing a culture of the host cells of the invention in a suitable culture medium 
8 under conditions permitting expression of the desired polypeptide, and purifying the polypeptide 
from the culture or from the host cells. Preferred embodiments include those in which the 
protein produced by such process is a mature form of the protein. 

Polynucleotides according to the invention have numerous applications in a variety of 
12 techniques known to those skilled in the art of molecular biology. These techniques include use 
as hybridization probes, use as oligomers, or primers, for PCR, use for chromosome and gene 
mapping, use in the recombinant production of protein, and use in generation of anti-sense DNA 
or RNA, their chemical analogs and the like. For example, when the expression of an mRNA is 
16 largely restricted to a particular cell or tissue type, polynucleotides of the invention can be used 
as hybridization probes to detect the presence of the particular cell or tissue mRNA in a sample 
using, e.g., in situ hybridization. 

In other exemplary embodiments, the polynucleotides are used in diagnostics as 
20 expressed sequence tags for identifying expressed genes or, as well known in the art and 
exemplified by Vollrath et al., Science 258:52-59 (1992), as expressed sequence tags for 
physical mapping of the human genome. 

The polypeptides according to the invention can be used in a variety of conventional 
24 procedures and methods that are currently applied to other proteins. For example, a polypeptide 
of the invention can be used to generate an antibody that specifically binds the polypeptide. Such 
antibodies, particularly monoclonal antibodies, are useful for detecting or quantitating the 
polypeptide in tissue. The polypeptides of the invention can also be used as molecular weight 
28 markers, and as a food supplement. 

Methods are also provided for preventing, treating, or ameliorating a medical condition 
which comprises the step of administering to a mammalian subject a therapeutically effective 
amount of a composition comprising a polypeptide of the present invention and a 
32 pharmaceutical^ acceptable carrier. 

In particular, the polypeptides and polynucleotides of the invention can be utilized, for 
example, in methods for the prevention and/or treatment of disorders involving aberrant protein 
expression or biological activity. 
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The present invention further relates to methods for detecting the presence of the 
polynucleotides or polypeptides of the invention in a sample. Such methods can, for example, be 
utilized as part of prognostic and diagnostic evaluation of disorders as recited herein and for the 

4 identification of subjects exhibiting a predisposition to such conditions. The invention provides 
a method for detecting the polynucleotides of the invention in a sample, comprising contacting 
the sample with a compound that binds to and forms a complex with the polynucleotide of 
interest for a period sufficient to form the complex and under conditions sufficient to form a 

8 complex and detecting the complex such that if a complex is detected, the polynucleotide of 
interest is detected. The invention also provides a method for detecting the polypeptides of the 
invention in a sample comprising contacting the sample with a compound that binds to and forms 
a complex with the polypeptide under conditions and for a period sufficient to form the complex 
12 and detecting the formation of the complex such that if a complex is formed, the polypeptide is 
detected. 

The invention also provides kits comprising polynucleotide probes and/or monoclonal 
antibodies, and optionally quantitative standards, for carrying out methods of the invention. 
16 Furthermore, the invention provides methods for evaluating the efficacy of drugs, and 

monitoring the progress of patients, involved in clinical trials for the treatment of disorders as 
recited above. 

The invention also provides methods for the identification of compounds that modulate 

20 (i.e., increase or decrease) the expression or activity of the polynucleotides and/or polypeptides 
of the invention. Such methods can be utilized, for example, for the identification of compounds 
that can ameliorate symptoms of disorders as recited herein. Such methods can include, but are 
not limited to, assays for identifying compounds and other substances that interact with (e.g., 

24 bind to) the polypeptides of the invention. The invention provides a method for identifying a 
compound that binds to the polypeptides of the invention comprising contacting the compound 
with a polypeptide of the invention in a cell for a time sufficient to form a 
polypeptide/compound complex, wherein the complex drives expression of a reporter gene 

28 sequence in the cell; and detecting the complex by detecting the reporter gene sequence 

expression such that if expression of the reporter gene is detected the compound the binds to a 
polypeptide of the invention is identified. 

The methods of the invention also provides methods for treatment which involve the 

32 administration of the polynucleotides or polypeptides of the invention to individuals exhibiting 
symptoms or tendencies. In addition, the invention encompasses methods for treating diseases or 
disorders as recited herein comprising administering compounds and other substances that 
modulate the overall activity of the target gene products. Compounds and other substances can 
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effect such modulation either on the level of target gene/protein expression or target protein 
activity. 

The polypeptides of the present invention and the polynucleotides encoding them are also 
4 useful for the same functions known to one of skill in the art as the polypeptides and 

polynucleotides to which they have homology (set forth in Table 2). If no homology is set forth 
for a sequence, then the polypeptides and polynucleotides of the present invention are useful for 
a variety of applications, as described herein, including use in arrays for detection. 

8 

4. DETAILED DESCRIPTION OF THE INVENTION 

12 4.1 DEFINITIONS 

It must be noted that as used herein and in the appended claims, the singular forms "a", 
"an" and "the" include plural references unless the context clearly dictates otherwise. 

The term "active" refers to those forms of the polypeptide which retain the biologic 

16 and/or immunologic activities of any naturally occurring polypeptide. According to the 

invention, the terms "biologically active" or "biological activity" refer to a protein or peptide 
having structural, regulatory or biochemical functions of a naturally occurring molecule. 
Likewise "immunologically active" or "immunological activity" refers to the capability of the 

20 natural, recombinant or synthetic polypeptide to induce a specific immune response in 
appropriate animals or cells and to bind with specific antibodies. 

The term "activated cells" as used in this application are those cells which are engaged in 
extracellular or intracellular membrane trafficking, including the export of secretory or 

24 enzymatic molecules as part of a normal or disease process. 

The terms "complementary" or "complementarity" refer to the natural binding of 
polynucleotides by base pairing. For example, the sequence 5'-AGT-3' binds to the 
complementary sequence 3'-TCA-5\ Complementarity between two single-stranded molecules 

28 may be "partial" such that only some of the nucleic acids bind or it may be "complete" such that 
total complementarity exists between the single stranded molecules. The degree of 
complementarity between the nucleic acid strands has significant effects on the efficiency and 
strength of the hybridization between the nucleic acid strands. 

32 The term "embryonic stem cells (ES)" refers to a cell that can give rise to many 

differentiated cell types in an embryo or an adult, including the germ cells. The term "germ line 
stem cells (GSCs)" refers to stem cells derived from primordial stem cells that provide a steady 
and continuous source of germ cells for the production of gametes. The term "primordial germ 
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cells (PGCs)" refers to a small population of cells set aside from other cell lineages particularly 
from the yolk sac, mesenteries, or gonadal ridges during embryogenesis that have the potential to 
differentiate into germ cells and other cells. PGCs are the source from which GSCs and ES cells 
4 are derived The PGCs, the GSCs and the ES cells are capable of self-renewal. Thus these cells 
not only populate the germ line and give rise to a plurality of terminally differentiated cells that 
comprise the adult specialized organs, but are able to regenerate themselves. 

The term "expression modulating fragment," EMF, means a series of nucleotides which 
8 modulates the expression of an operably linked ORF or another EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 
sequence" when the expression of the sequence is altered by the presence of the EMF. EMFs 
include, but are not limited to, promoters, and promoter modulating sequences (inducible 

12 elements). One class of EMFs are nucleic acid fragments which induce the expression of an 
operably linked ORF in response to a specific regulatory factor or physiological event. 

The terms "nucleotide sequence" or "nucleic acid 35 or "polynucleotide" or 
"oligonculeotide" are used interchangeably and refer to a heteropolymer of nucleotides or the 

1 6 sequence of these nucleotides. These phrases also refer to DNA or RNA of genomic or synthetic 
origin which may be single-stranded or double-stranded and may represent the sense or the 
antisense strand, to peptide nucleic acid (PNA) or to any DNA-like or RNA-like material. In the 
sequences herein A is adenine, C is cytosine, T is thymine, G is guanine and N is A, C, G or T 

20 (U). It is contemplated that where the polynucleotide is RNA, the T (thymine) in the sequences 
provided herein is substituted with U (uracil). Generally, nucleic acid segments provided by this 
invention may be assembled from fragments of the genome and short oligonucleotide linkers, or 
from a series of oligonucleotides, or from individual nucleotides, to provide a synthetic nucleic 

24 acid which is capable of being expressed in a recombinant transcriptional unit comprising 
regulatory elements derived from a microbial or viral operon, or a eukaryotic gene. 

The terms "oligonucleotide fragment" or a "polynucleotide fragment", "portion," or 
"segment" or "probe" or "primer" are used interchangeably and refer to a sequence of nucleotide 

28 residues which are at least about 5 nucleotides, more preferably at least about 7 nucleotides, 
more preferably at least about 9 nucleotides, more preferably at least about 1 1 nucleotides and 
most preferably at least about 17 nucleotides. The fragment is preferably less than about 500 
nucleotides, preferably less than about 200 nucleotides, more preferably less than about 100 

32 nucleotides, more preferably less than about 50 nucleotides and most preferably less than 30 
nucleotides. Preferably the probe is from about 6 nucleotide's to about 200 nucleotides, 
preferably from about 1 5 to about 50 nucleotides, more preferably from about 1 7 to 30 
nucleotides and most preferably from about 20 to 25 nucleotides. Preferably the fragments can 
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be used in polymerase chain reaction (PCR), various hybridization procedures or microarray 
procedures to identify or amplify identical or related parts of mRNA or DNA molecules. A 
fragment or segment may uniquely identify each polynucleotide sequence of the present ' 
4 invention. Preferably the fragment comprises a sequence substantially similar to any one of SEQ 
IDNOs: 1-13901 . 

Probes may, for example, be used to determine whether specific mRNA molecules are 
present in a cell or tissue or to isolate similar nucleic acid sequences from chromosomal DNA as 
8 described by Walsh et ah (Walsh, P.S. et al., 1992, PCR Methods Appl 1 :24 1-250). They may 
be labeled by nick translation, Klenow fill-in reaction, PCR, or other methods well known in the 
art. Probes of the present invention, their preparation and/or labeling are elaborated in 
Sambrook, J. et al., 1 989, Molecular Cloning: A Laboratory Manual, Cold Spring Harbor 
12 Laboratory, NY; or Ausubel, F.M. et al., 1989, Current Protocols in Molecular Biology, John 
Wiley & Sons, New York NY, both of which are incorporated herein by reference in their 
entirety. 

The nucleic acid sequences of the present invention also include the sequence 

16 information from the nucleic acid sequences of SEQ ID NOS: 1-13901. The sequence 

information can be a segment of any one of SEQ ID NO.* 1-13901 that uniquely identifies or 
represents the sequence information of that sequence of SEQ ID NOS: 1 -1 3901 . One such 
segment can be a twenty-mer nucleic acid sequence because the probability that a twenty-mer is 

20 fully matched in the human genome is 1 in 300. In the human genome, there are three billion 
base pairs in one set of chromosomes. Because 4 20 possible twenty-mers exist, there are 300 
times more twenty-mers than there are base pairs in a set of human chromosomes. Using the 
same analysis, the probability for a seventeen-mer to be fully matched in the human genome is 

24 approximately 1 in 5. When these segments are used in arrays for expression studies, fifteen- 
mer segments can be used. The probability that the fifteen-mer is fully matched in the expressed 
sequences is also approximately one in five because expressed sequences comprise less than 
approximately 5% of the entire genome sequence. 

28 Similarly, when using sequence information for detecting a single mismatch, a segment can 

be a twenty-five mer. The probability that the twenty-five mer would appear in a human genome 
with a single mismatch is calculated by multiplying the probability for a full match (1h-4 25 ) times the 
increased probability for mismatch at each nucleotide position (3 x 25). The probability that an 

32 eighteen mer with a single mismatch can be detected in an array for expression studies is 
approximately one in five. The probability that a twenty-mer with a single mismatch can be 
detected in a human genome is approximately one in five. 
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The term "open reading frame," ORF, means a series of nucleotide triplets coding for 
amino acids.without any termination codons and is a sequence translatable into protein. 

The terms "operably linked" or "operably associated" refer to functionally related nucleic 
4 acid sequences. For example, a promoter is operably associated or operably linked with a coding 
sequence if the promoter controls the transcription of the coding sequence. While operably 
linked nucleic acid sequences can be contiguous and in the same reading frame, certain genetic 
elements e.g. repressor genes are not contiguously linked to the coding sequence but still control 
8 transcription/translation of the coding sequence. 

The term "pluripotent" refers to the capability of a cell to differentiate into a number of 
differentiated cell types that are present in an adult organism. A pluripotent cell is restricted in its 
differentiation capability in comparison to a totipotent cell. 
12 The terms "polypeptide" or "peptide" or "amino acid sequence" refer to an oligopeptide, 

peptide, polypeptide or protein sequence or fragment thereof and to naturally occurring or 
synthetic molecules. A polypeptide "fragment," "portion," or "segment" is a stretch of amino 
acid residues of at least about 5 amino acids, preferably at least about 7 amino acids, more 
1 6 preferably at least about 9 amino acids and most preferably at least about 1 7 or more amino 
acids. The peptide preferably is not greater than about 200 amino acids, more preferably less 
than 150 amino acids and most preferably less than 100 amino acids. Preferably the peptide is 
from about 5 to about 200 amino acids. To be active, any polypeptide must have sufficient 
20 length to display biological and/or immunological activity. 

The term "naturally occurring polypeptide" refers to polypeptides produced by cells that 
have not been genetically engineered and specifically contemplates various polypeptides arising 
from post-translational modifications of the polypeptide including, but not limited to, 
24 acetylation, carboxylation, glycosylation, phosphorylation, lipidation and acylation. 

The term "translated protein coding portion" means a sequence which encodes for the full 
length protein which may include any leader sequence or any processing sequence. 

The term "mature protein coding sequence" means a sequence which encodes a peptide 
28 or protein without a signal or leader sequence. The "mature protein portion" means that portion 
of the protein which does not include a signal or leader sequence. The peptide may have been 
produced by processing in the cell which removes any leader/signal sequence. The mature 
protein portion may or may not include the initial methionine residue. The methionine residue 
32 may be removed from the protein during processing in the cell. The peptide may be produced 
synthetically or the protein may have been produced using a polynucleotide only encoding for 
the mature protein coding sequence. 
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The term "derivative" refers to polypeptides chemically modified by such techniques as 
ubiquitination, labeling (e.g., with radionuclides or various enzymes), covalent polymer 
attachment such as pegylation (derivatization with polyethylene glycol) and insertion or 
4 substitution by chemical synthesis of amino acids such as ornithine, which do not normally occur 
in human proteins. 

The term "variant"(or "analog") refers to any polypeptide differing from naturally 
occurring polypeptides by amino acid insertions, deletions, and substitutions, created using, e g., 
8 recombinant DNA techniques. Guidance in determining which amino acid residues may be 
replaced, added or deleted without abolishing activities of interest, may be found by comparing 
the sequence of the particular polypeptide with that of homologous peptides and minimizing the 
number of amino acid sequence changes made in regions of high homology (conserved regions) 

12 or by replacing amino acids with consensus sequence. 

Alternatively, recombinant variants encoding these same or similar polypeptides may be 
synthesized or selected by making use of the "redundancy" in the genetic code. Various codon 
substitutions, such as the silent changes which produce various restriction sites, may be 

16 introduced to optimize cloning into a plasmid or viral vector or expression in a particular 

prokaryotic or eukaryotic system. Mutations in the polynucleotide sequence may be reflected in 
the polypeptide or domains of other peptides added to the polypeptide to modify the properties of 
any part of the polypeptide, to change characteristics such as ligand-binding affinities, interchain 

20 affinities, or degradation/turnover rate. 

Preferably, amino acid "substitutions" are the result of replacing one amino acid with 
another amino acid having similar structural and/or chemical properties, conservative amino 
acid replacements. "Conservative" amino acid substitutions may be made on the basis of 

24 similarity in polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic 
nature of the residues involved. For example, nonpolar (hydrophobic) amino acids include 
alanine, leucine, isoleucine, valine, proline, phenylalanine, tryptophan, and methionine; polar 
neutral amino acids include glycine, serine, threonine, cysteine, tyrosine, asparagine, and 

28 glutamine; positively charged (basic) amino acids include arginine, lysine, and histidine; and 
negatively charged (acidic) amino acids include aspartic acid and glutamic acid. "Insertions" or 
"deletions" are preferably in the range of about 1 to 20 amino acids, more preferably 1 to 10 
amino acids. The variation allowed may be experimentally determined by systematically making 

32 insertions, deletions, or substitutions of amino acids in a polypeptide molecule using 

recombinant DNA techniques and assaying the resulting recombinant variants for activity. 

Alternatively, where alteration of function is desired, insertions, deletions or 
non-conservative alterations can be engineered to produce altered polypeptides. Such alterations 
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can, for example, alter one or more of the biological functions or biochemical characteristics of 
the polypeptides of the invention. For example, such alterations may change polypeptide 
characteristics such as ligand-binding affinities, interchain affinities, or degradation/turnover 
4 rate. Further, such alterations can be selected so as to generate polypeptides that are better suited 
for expression, scale up and the like in the host cells chosen for expression. For example, 
cysteine residues can be deleted or substituted with another amino acid residue in order to 
eliminate disulfide bridges. 
8 The terms "purified" or "substantially purified" as used herein denotes that the indicated 

nucleic acid or polypeptide is present in the substantial absence of other biological 
macromolecules, e.g., polynucleotides, proteins, and the like. In one embodiment, the 
polynucleotide or polypeptide is purified such that it constitutes at least 95% by weight, more 

12 preferably at least 99% by weight, of the indicated biological macromolecules present (but water, 
buffers, and other small molecules, especially molecules having a molecular weight of less than 
1000 daltons, can be present). 

The term "isolated" as used herein refers to a nucleic acid or polypeptide separated from 

16 at least one other component (e.g. , nucleic acid or polypeptide) present with the nucleic acid or 
polypeptide in its natural source. In one embodiment, the nucleic acid or polypeptide is found in 
the presence of (if anything) only a solvent, buffer, ion, or other component normally present in a 
solution of the same. The terms "isolated" and "purified" do not encompass nucleic acids or 

20 polypeptides present in their natural source. 

The term "recombinant," when used herein to refer to a polypeptide or protein, means 
that a polypeptide or protein is derived from recombinant (e.g., microbial, insect, or mammalian) 
expression systems. "Microbial" refers to recombinant polypeptides or proteins made in 

24 bacterial or fungal (e.g., yeast) expression systems. As a product, "recombinant microbial" 
defines a polypeptide or protein essentially free of native endogenous substances and 
unaccompanied by associated native glycosylation. Polypeptides or proteins expressed in most 
bacterial cultures, e.g., E. coli, will be free of glycosylation modifications; polypeptides or 

28 proteins expressed in yeast will have a glycosylation pattern in general different from those 
expressed in mammalian cells. 

The term "recombinant expression vehicle or vector" refers to a plasrnid or phage or virus 
or vector, for expressing a polypeptide from a DNA (RNA) sequence. An expression vehicle can 

32 comprise a transcriptional unit comprising an assembly of (1) a genetic element or elements 

having a regulatory role in gene expression, for example, promoters or enhancers, (2) a structural 
or coding sequence which is transcribed into mRNA and translated into protein, and (3) 
appropriate transcription initiation and termination sequences. Structural units intended for use 
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in yeast or eukaryotic expression systems preferably include a leader sequence enabling 
extracellular secretion of translated protein by a host cell. Alternatively, where recombinant 
protein is expressed without a leader or transport sequence, it may include an amino terminal 
4 methionine residue. This residue may or may not be subsequently cleaved from the expressed 
recombinant protein to provide a final product. 

The term "recombinant expression system" means host cells which have stably integrated 
a recombinant transcriptional unit into chromosomal DNA or carry the recombinant 
8 transcriptional unit extrachromosomally. Recombinant expression systems as defined herein will 
express heterologous polypeptides or proteins upon induction of the regulatory elements linked 
to the DNA segment or synthetic gene to be expressed. This term also means host cells which 
have stably integrated a recombinant genetic element or elements having a regulatory role in 

12 gene expression, for example, promoters or enhancers. Recombinant expression systems as 

defined herein will express polypeptides or proteins endogenous to the cell upon induction of the 
regulatory elements linked to the endogenous DNA segment or gene to be expressed. The cells 
can be prokaryotic or eukaryotic. 

16 The term "secreted" includes a protein that is transported across or through a membrane, 

including transport as a result of signal sequences in its amino acid sequence when it is 
expressed in a suitable host cell. "Secreted" proteins include without limitation proteins secreted 
wholly (e.g., soluble proteins) or partially {e.g., receptors) from the cell in which they are 

20 expressed. "Secreted" proteins also include without limitation proteins that are transported 
across the membrane of the endoplasmic reticulum. "Secreted" proteins are also intended to 
include proteins containing non-typical signal sequences (e.g. Interleukin-1 Beta, see Krasney, 
P.A. and Young, P.R. (1992) Cytokine 4(2):134 -143) and factors released from damaged cells 

24 (e.g. Interleukin-1 Receptor Antagonist, see Arend, W.P. et. al. (1998) Annu. Rev. Immunol. 
16:27-55) 

Where desired, an expression vector may be designed to contain a "signal or leader 
sequence" which will direct the polypeptide through the membrane of a cell. Such a sequence 

28 may be naturally present on the polypeptides of the present invention or provided from 
heterologous protein sources by recombinant DNA techniques. 

The term "stringent" is used to refer to conditions that are commonly understood in the 
art as stringent. Stringent conditions can include highly stringent conditions (i.e., hybridization 

32 to filter-bound DNA in 0.5 M NaHP0 4 , 7% sodium dodecyl sulfate (SDS), 1 mM EDTA at 

65°C, and washing in 0.1X SSC/0.1% SDS at 68°C), and moderately stringent conditions (/.<?., 
washing in 0.2X SSC/0.1% SDS at 42°C). Other exemplary .hybridization conditions are 
described herein in the examples. 
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In instances of hybridization of deoxy oligonucleotides, additional exemplary stringent 
hybridization conditions include washing in 6X SSC/0.05% sodium pyrophosphate at 37°C (for 
14-base oligonucleotides), 48°C (for 17-base oligos), 55°C (for 20-base oligonucleotides), and 
4 60°C (for 23-base oligonucleotides). 

As used herein, "substantially equivalent" can refer both to nucleotide and amino acid 
sequences, for example a mutant sequence, that varies from a reference sequence by one or more 
substitutions, deletions, or additions, the net effect of which does not result in an adverse 
8 functional dissimilarity between the reference and subject sequences. Typically, such a 

substantially equivalent sequence varies from one of those listed herein by no more than about 
35% (i.e., the number of individual residue substitutions, additions, and/or deletions in a 
substantially equivalent sequence, as compared to the corresponding reference sequence, divided 

12 by the total number of residues in the substantially equivalent sequence is about 0.35 or less). 
Such a sequence is said to have 65% sequence identity to the listed sequence.. In one 
embodiment, a substantially equivalent, e.g., mutant, sequence of the invention varies from a 
listed sequence by no more than 30% (70% sequence identity); in a variation of this 

16 embodiment, by no more than 25% (75% sequence identity); and in a further variation of this 
embodiment, by no more than 20% (80% sequence identity) and in a further variation of this 
embodiment, by no more than 10% (90% sequence identity) and in a further variation of this 
embodiment, by no more that 5% (95% sequence identity). Substantially equivalent, e.g., 

20 mutant, amino acid sequences according to the invention preferably have at least 80% sequence 
identity with a listed amino acid sequence, more preferably at least 85% sequence identity, more 
preferably at least 90% sequence identity, more preferably at least 95% identity, more preferably 
at least 98% identity, and most preferably at least 99% identity. Substantially equivalent 

24 nucleotide sequences of the invention can have lower percent sequence identities, taking into 
account, for example, the redundancy or degeneracy of the genetic code. Preferably, nucleotide 
sequence has at least about 65% identity, more preferably at least about 75% identity, more 
preferably at least about 80% sequence identity, more preferably at least about 85% sequence 

28 identity, more preferably at least about 90% sequence identity, and most preferably at least about 
95% identity, more preferably at least about 98% sequence identity, and most preferably at least 
about 99% sequence identity. For the purposes of the present invention, sequences having 
substantially equivalent biological activity and substantially equivalent expression characteristics 

32 are considered substantially equivalent. For the purposes of determining equivalence, truncation 
of the mature sequence (e.g., via a mutation which creates a spurious stop codon) should be 
disregarded. Sequence identity may be determined, e.g., using the Jotun Hein method (Hein, J. 
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(1990) Methods Enzymol. 1 83:626-645). Identity between sequences can also be determined by 
other methods known in the art, e.g. by varying hybridization conditions. 

The term "totipotent" refers to the capability of a cell to differentiate into all of the cell 
4 types of an adult organism. 

The term "transformation" means introducing DNA into a suitable host cell so that the 
DNA is replicable, either as an extrachromosomal element, or by chromosomal integration. The 
term "transfection" refers to the taking up of an expression vector by a suitable host cell, whether 
8 or not any coding sequences are in fact expressed. The term "infection" refers to the introduction 
of nucleic acids into a suitable host cell by use of a virus or viral vector. 

As used herein, an "uptake modulating fragment," UMF, means a series of nucleotides 
which mediate the uptake of a linked DNA fragment into a cell. UMFs can be readily identified 
12 using known UMFs as a target sequence or target motif with the computer-based systems 
described below. The presence and activity of a UMF can be confirmed by attaching the 
suspected UMF to a marker sequence. The resulting nucleic acid molecule is then incubated 
with an appropriate host under appropriate conditions and the uptake of the marker sequence is 
16 determined. As described above, a UMF will increase the frequency of uptake of a linked 
marker sequence. 

Each of the above terms is meant to encompass all that is described for each, unless the 
context dictates otherwise. 

20 

4.2 NUCLEIC ACIDS OF THE INVENTION 

Nucleotide sequences of the invention are set forth in the Sequence Listing. 

The isolated polynucleotides of the invention include a polynucleotide comprising the 

24 nucleotide sequences of SEQ ID NO: 1-13901 ; a polynucleotide encoding any one of the 
peptide sequences of SEQ ID NOS: 13902-27802; and a polynucleotide comprising the 
nucleotide sequence encoding the mature protein coding sequence of the polypeptides of any one 
of SEQ ID NOS : 1 3 902-27802. The polynucleotides of the present invention also include, but 

28 are not limited to, a polynucleotide that hybridizes under stringent conditions to (a) the 
complement of any of the nucleotides sequences of SEQ ID NO: 1-13901 ; (b) nucleotide 
sequences encoding any one of the amino acid sequences set forth in the Sequence Listing; (c) a 
polynucleotide which is an allelic variant of any polynucleotide recited above; (d) a 

32 polynucleotide which encodes a species homolog of any of the proteins recited above; or (e) a 
polynucleotide that encodes a polypeptide comprising a specific domain or truncation of the 
polypeptides of SEQ ID NOS: 1 3902-27802. Domains of interest may depend on the nature of 
the encoded polypeptide; e.g., domains in receptor-like polypeptides include ligand-binding, 
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extracellular, transmembrane, or cytoplasmic domains, or combinations thereof; domains in 
immunoglobulin-like proteins include the variable immunoglobulin-like domains; domains in 
enzyme-like polypeptides include catalytic and substrate binding domains; and domains in ligand 
4 polypeptides include receptor-binding domains. 

The polynucleotides of the invention include naturally occurring or wholly or partially 
synthetic DNA, e.g., cDNA and genomic DNA, and RNA, e.g., mRNA. The polynucleotides 
may include all of the coding region of the cDNA or may represent a portion of the coding 
8 region of the cDNA. 

The present invention also provides genes correspondingto the cDNA sequences disclosed 
herein. The corresponding genes can be isolated in accordance with known methods using the 
sequence information disclosed herein. Such methods include the preparation of probes or primers 

1 2 from the disclosed sequence information for identification and/or ampl ificati on of genes in 

appropriate genomic libraries or other sources of genomic materials. Further 5' and 3' sequence can 
be obtained using methods known in the art. For example, full length cDN A or genomic DNA that 
corresponds to any of the polynucleotides of SEQ ID NO: 1-13901 can be obtained by screening 

1 6 appropriate cDNA or genomic DNA libraries under suitable hybridization conditions using any of 
the polynucleotides of SEQ ID NO: 1-13901 or a portion thereof as a probe. Alternatively, the 
polynucleotides of SEQ ID NO: 1-13901 may be used as the basis for suitable primer(s) that allow 
identification and/or amplification of genes in appropriate genomic DNA or cDNA libraries. 

20 The nucleic acid sequences of the invention can be assembled from ESTs and sequences 

(including cDNA and genomic sequences) obtained from one or more public databases, such as 
dbEST, gbpri, and UniGene. The EST sequences can provide identifying sequence information, 
representative fragment or segment information, or novel segment information for the full-length 

24 gene. 

The polynucleotides of the invention also provide polynucleotides including nucleotide 
sequences that are substantially equivalent to the polynucleotides recited above. Polynucleotides 
according to the invention can have, e.g., at least about 65%, at least about 70%, at least about 

28 75%, at least about 80%, 81%, 82%, 83%, 84%, more typically at least about 85%, 86%, 87%, 
88%, 89%, more typically at least about 90%, 91%, 92%, 93%, 94%, and even more typically at 
least about 95%, 96%, 97%, 98%, 99%, sequence identity to a polynucleotide recited above. 

Included within the scope of the nucleic acid sequences of the invention are nucleic acid 

32 sequence fragments that hybridize under stringent conditions to any of the nucleotide sequences 
of SEQ ID NO: 1-1 3901 , or complements thereof, which fragment is greater than about 5 
nucleotides, preferably 7 nucleotides, more preferably greater than 9 nucleotides and most 
preferably greater than 17 nucleotides. Fragments of, e.g. 15, 17, or 20 nucleotides or more that 
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are selective for (i.e. specifically hybridize to any one of the polynucleotides of the invention) 
are contemplated. Probes capable of specifically hybridizing to a polynucleotide can 
differentiate polynucleotide sequences of the invention from other polynucleotide sequences in 
4 the same family of genes or can differentiate human genes from genes of other species, and are 
preferably based on unique nucleotide sequences. 

The sequences falling within the scope of the present invention are not limited to these 
specific sequences, but also include allelic and species variations thereof. Allelic and species 
8 variations can be routinely determined by comparing the sequence provided SEQ ID NO: 1-13901, 
a representative fragment thereof, or a nucleotide sequence at least 90% identical, preferably 95% 
identical, to SEQ ID NO: 1-13901 with a sequence from another isolate of the same species. 
Furthermore, to accommodate codon variability, the invention includes nucleic acid molecules 

12 coding for the same amino acid sequences as do the specific ORFs disclosed herein. In other words, 
in the coding region of an ORF, substitution of one codon for another codon that encodes the same 
amino acid is expressly contemplated. 

The nearest neighbor or homology result for the nucleic acids of the present invention, 

1 6 including SEQ ID NO: 1-13901 can be obtained by searching a database using an algorithm or a 
program. Preferably, a BLAST which stands for Basic Local Alignment Search Tool is used to 
search for local sequence alignments (Altshul, S.F. J Mol. Evol. 36 290-300 (1 993) and Altschul 
S.F. et al. J. Mol. Biol. 21 :403-410(1990)). Alternatively a FASTA version 3 search against 

20 Genpept, using Fastxy algorithm. 

Species homologs (or orthologs) of the disclosed polynucleotides and proteins are also 
provided by the present invention. Species homologs may be isolated and identified by making 
suitable probes or primers from the sequences provided herein and screening a suitable nucleic 

24 acid source from the desired species. 

The invention also encompasses allelic variants of the disclosed polynucleotides or 
proteins; that is, naturally-occurring alternative forms of the isolated polynucleotide which also 
encode proteins which are identical, homologous or related to that encoded by the 

28 polynucleotides. 

The nucleic acid sequences of the invention are further directed to sequences which 
encode variants of the described nucleic acids. These amino acid, sequence variants may be 
prepared by methods known in the art by introducing appropriate nucleotide changes into a 

32 native or variant polynucleotide. There are two variables in the construction of amino acid 
sequence variants: the location of the mutation and the nature of the mutation. Nucleic acids 
encoding the amino acid sequence variants are preferably constructed by mutating the 
polynucleotide to encode an amino acid sequence that does not occur in nature. These nucleic 
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acid alterations can be made at sites that differ in the nucleic acids from different species 
(variable positions) or in highly conserved regions (constant regions). Sites at such locations 
will typically be modified in series, e.g., by substituting first with conservative choices (e.g., 
4 hydrophobic amino acid to a different hydrophobic amino acid) and then with more distant 

choices (e.g., hydrophobic amino acid to a charged amino acid), and then deletions or insertions 
may be made at the target site. Amino acid sequence deletions generally range from about 1 to 
30 residues, preferably about 1 to 10 residues, and are typically contiguous. Amino acid 
8 insertions include amino- and/or carboxyl-terminal fusions ranging in length from one to one 
hundred or more residues, as well as intrasequence insertions of single or multiple amino acid 
residues. Intrasequence insertions may range generally from about 1 to 10 amino residues, 
preferably from 1 to 5 residues. Examples of terminal insertions include the heterologous signal 

12 sequences necessary for secretion or for intracellular targeting in different host cells and 

sequences such as FLAG or poly-histidine sequences useful for purifying the expressed protein. 

In a preferred method, polynucleotides encoding the novel amino acid sequences are 
changed via site-directed mutagenesis. This method uses' oligonucleotide sequences to alter a 

1 6 polynucleotide to encode the desired amino acid variant, as well as sufficient adjacent 

nucleotides on both sides of the changed amino acid to form a stable duplex on either side of the 
site of being changed. In general, the techniques of site-directed mutagenesis are well known to 
those of skill in the art and this technique is exemplified by publications such as, Edelman et al., 

20 DNA 2:1 S3 (1983). A versatile and efficient method for producing site-specific changes in a 
polynucleotide sequence was published by Zoller and Smith, Nucleic Acids Res. 1 0:6487-6500 
(1982). PCR may also be used to create amino acid sequence variants of the novel nucleic acids. 
When small amounts of template DNA are used as starting material, primer(s) that differs 

24 slightly in sequence from the corresponding region in the template DNA can generate the desired 
amino acid variant. PCR amplification results in a population of product DNA fragments that 
differ from the polynucleotide template encoding the polypeptide at the position specified by the 
primer. The product DNA fragments replace the corresponding region in the plasmid and this 

28 gives a polynucleotide encoding the desired amino acid variant. 

A further technique for generating amino acid variants is the cassette mutagenesis 
technique described in Wells et al., Gene 34:315 (1985); and other mutagenesis techniques well 
known in the art, such as, for example, the techniques in Sambrook et al., supra, and Current 

32 Protocols in Molecular Biology, Ausubel et al. Due to the inherent degeneracy of the genetic 
code, other DNA sequences which encode substantially the same or a functionally equivalent 
amino acid sequence may be used in the practice of the invention for the cloning and expression 
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of these novel nucleic acids. Such DNA sequences include those which are capable of 
hybridizing to the appropriate novel nucleic acid sequence under stringent conditions. 

Polynucleotides encoding preferred polypeptide truncations of the invention can be used 
4 to generate polynucleotides encoding chimeric or fusion proteins comprising one or more 
domains of the invention and heterologous protein sequences. 

The polynucleotides of the invention additionally include the complement of any of the 
polynucleotides recited above. The polynucleotide can be DNA (genomic, cDNA. amplified, or 
8 synthetic) or RNA. Methods and algorithms for obtaining such polynucleotides are well known 
to those of skill in the art and can include, for example, methods for determining hybridization 
conditions that can routinely isolate polynucleotides of the desired sequence identities. 

In accordance with the invention, polynucleotide sequences comprising the mature 

12 protein coding sequences corresponding to any one of SEQ ID NO: 1 -1 3901 , or functional 
equivalents thereof, may be used to generate recombinant DNA molecules that direct the 
expression of that nucleic acid, or a functional equivalent thereof, in appropriate host cells. Also 
included are the cDNA inserts of any of the clones identified herein. 

16 A polynucleotide according to the invention can be joined to any of a variety of other 

nucleotide sequences by well-established recombinant DNA techniques (see Sambrook J et al. 
(1989) Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Laboratory. NY). Useful 
nucleotide sequences for joining to polynucleotides include an assortment of vectors, e.g., 

20 plasmids, cosmids, lambda phage derivatives, phagemids, and the like, that are well known in the 
art. Accordingly, the invention also provides a vector including a polynucleotide of the 
invention and a host cell containing the polynucleotide. In general, the vector contains an origin 
of replication functional in at least one organism, convenient restriction endonuclease sites, and a 

24 selectable marker for the host cell. Vectors according to the invention include expression 
vectors, replication vectors, probe generation vectors, and sequencing vectors. A host cell 
according to the invention can be a prokaryotic or eukaryotic cell and can be a unicellular 
organism or part of a multicellular organism. 

28 The present invention further provides recombinant constructs comprising a nucleic acid 

having any of the nucleotide sequences of SEQ ID NO: 1-13901 or a fragment thereof or any 
other polynucleotides of the invention. In one embodiment, the recombinant constructs of the 
present invention comprise a vector, such as a plasmid or viral vector, into which a nucleic acid 

32 having any of the nucleotide sequences of SEQ ID NO: 1-13901 or a fragment thereof is 

inserted, in a forward or reverse orientation. In the case of a vector comprising one of the ORFs 
of the present invention, the vector may further comprise regulatory sequences, including for 
example, a promoter, operably linked to the ORF. Large numbers of suitable vectors and 
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promoters are known to those of skill in the art and are commercially available for generating the 
recombinant constructs of the present invention. The following vectors are provided by way of 
example. Bacterial: pBs, phagescript, PsiX174, pBluescript SK, pBs KS, pNHSa, pNH16a, 
4 pNHl 8a, pNH46a (Stratagene); P Trc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (Pharmacia). 
Eukaryotic: pWLneo, pSV2cat, pOG44, PXTI, pSG (Stratagene) pSVK3, pBPV. pMSG, pSVL 
(Pharmacia). 

The isolated polynucleotide of the invention may be operably linked to an expression 
8 control sequence such as the pMT2 or pED expression vectors disclosed in Kaufman et al., 

Nucleic Acids Res. 1 9, 4485-4490 (1 991), in order to produce the protein recombinantly. Many 
suitable expression control sequences are known in the art. General methods of expressing 
recombinant proteins are also known and are exemplified in R. Kaufman, Methods in 

12 Enzymology 185, 537-566 (1990). As defined herein "operably linked" means that the isolated 
polynucleotide of the invention and an expression control sequence are situated within a vector 
or cell in such a way that the protein is expressed by a host cell which has been transformed 
(transfected) with the ligated polynucleotide/expression control sequence. 

16 Promoter regions can be selected from any desired gene using CAT (chloramphenicol 

transferase) vectors or other vectors with selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters include lad, lacZ, T3, T7, gpt, 
lambda PR, and trc. Eukaryotic promoters include CMV immediate early, HSV thymidine 

20 kinase, early and late SV40, LTRs from retrovirus, and mouse metallothionein-I. Selection of 
the appropriate vector and promoter is well within the level of ordinary skill in the art. 
Generally, recombinant expression vectors will include origins of replication and selectable 
markers permitting transformation of the host cell, e.g., the ampicillin resistance gene of E. coli 

24 and S. cerevisiae TRP1 gene, and a promoter derived from a highly-expressed gene to direct 

transcription of a downstream structural sequence. Such promoters can be derived from operons 
encoding glycolytic enzymes such as 3 -phosphogly cerate kinase (PGK), a-factor, acid 
phosphatase, or heat shock proteins, among others. The heterologous structural sequence is 

28 assembled in appropriate phase with translation initiation and termination sequences, and 
preferably, a leader sequence capable of directing secretion of translated protein into the 
periplasmic space or extracellular medium. Optionally, the heterologous sequence can encode a 
fusion protein including an amino terminal identification peptide imparting desired 

32 characteristics, e.g. , stabilization or simplified purification of expressed recombinant product. 
Useful expression vectors for bacterial use are constructed by inserting a structural DNA 
sequence encoding a desired protein together with suitable translation initiation and termination 
signals in operable reading phase with a functional promoter. The vector will comprise one or 
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more phenotypic selectable markers and an origin of replication to ensure maintenance of the 
vector and to, if desirable, provide amplification within the host. Suitable prokaryotic hosts for 
transformation include E. coli> Bacillus subtilis, Salmonella typhimurium and various species 
4 within the genera Pseudomonas, Streptomyces, and Staphylococcus, although others may also be 
employed as a matter of choice. 

As a representative but non-limiting example, useful expression vectors for bacterial use 
can comprise a selectable marker and bacterial origin of replication derived from commercially 
8 available plasmids comprising genetic elements of the well known cloning vector pBR322 
(ATCC 37017). Such commercial vectors include, for example, pKK223-3 (Pharmacia Fine 
Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotech, Madison, WI, USA). These 
pBR322 "backbone" sections are combined with an appropriate promoter and the structural 

12 sequence to be expressed. Following transformation of a suitable host strain and growth of the 
host strain to an appropriate cell density, the selected promoter is induced or derepressed by 
appropriate means (e.g., temperature shift or chemical induction) and cells are cultured for an 
additional period. Cells are typically harvested by centrifugation, disrupted by physical or 

16 chemical means, and the resulting crude extract retained for further purification. 

Polynucleotides of the invention can also be used to induce immune responses. For 
example, as described in Fan et aL, Nat. Biotech. 17:870-872 (1999), incorporated herein by 
reference, nucleic acid sequences encoding a polypeptide may be used to generate antibodies 

20 against the encoded polypeptide following topical administration of naked plasmid DNA or 
following injection, and preferably intramuscular injection of the DNA. The nucleic acid 
sequences are preferably inserted in a recombinant expression vector and may be in the form of. 
naked DNA. 

24 

43 ANTISENSE 

Another aspect of the invention pertains to isolated antisense nucleic acid molecules that 
are hybridizable to or complementary to the nucleic acid molecule comprising the nucleotide 

28 sequence of SEQ ID NO: 1-13901 , or fragments, analogs or derivatives thereof. An "antisense" 
nucleic acid comprises a nucleotide sequence that is complementary to a "sense" nucleic acid 
encoding a protein, e.g., complementary to the coding strand of a double-stranded cDNA 
molecule or complementary to an mRNA sequence. In specific aspects, antisense nucleic acid 

32 molecules are provided that comprise a sequence complementary to at least about 10 5 25, 50, 

1 00, 250 or 500 nucleotides or an entire coding strand, or to only a portion thereof Nucleic acid 
molecules encoding fragments, homologs, derivatives and analogs of a protein of any of SEQ ID 
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NOS: 13902-27802 or antisense nucleic acids complementary to a nucleic acid sequence of SEQ 
ID NO: 1-13901 are additionally provided. 

In one embodiment, an antisense nucleic acid molecule is antisense to a "coding region" 
4 of the coding strand of a nucleotide sequence of the invention. The term "coding region" refers 
to the region of the nucleotide sequence comprising codons which are translated into amino acid 
residues. In another embodiment, the antisense nucleic acid molecule is antisense to a 
"noncoding region" of the coding strand of a nucleotide sequence of the invention. The term 
8 "noncoding region" refers to 5' and 3' sequences which flank the coding region that are not 
translated into amino acids (i.e., also referred to as 5' and 3' untranslated regions). 

Given the coding strand sequences encoding a nucleic acid disclosed herein (e.g., SEQ 
. ID NO: 1-13901 ), antisense nucleic acids of the invention can be designed according to the rules 

12 of Watson and Crick or Hoogsteen base pairing. The antisense nucleic acid molecule can be 

complementary to the entire coding region of a mRNA, but more preferably is an oligonucleotide 
that is antisense to only a portion of the coding or noncoding region of a mRNA. For example, 
the antisense oligonucleotide can be complementary to the region surrounding the translation 

16 start site of a mKNA. An antisense oligonucleotide can be, for example, about 5, 1 0, 1 5, 20, 25, 
30, 35, 40, 45 or 50 nucleotides in length. An antisense nucleic acid of the invention can be 
constructed using chemical synthesis or enzymatic ligation reactions using procedures known in 
the art. For example, an antisense nucleic acid (e.g., an antisense oligonucleotide) can be 

20 chemically synthesized using naturally occurring nucleotides or variously modified nucleotides 
designed to increase the biological stability of the molecules or to increase the physical stability 
of the duplex formed between the antisense and sense nucleic acids, e.g., phosphorothioate 
derivatives and acridine substituted nucleotides can be used. 

24 Examples of modified nucleotides that can be used to generate the antisense nucleic acid 

include: 5-fluorouracil, 5-bromouracil, 5-chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 
4-acetylcytosine, 5-(carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl- 
2-thiouridine, 5-carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, 

28 inosine, N6-isopentenyladenine, 1-methylguanine, 1-methylinosine, 2,2-dimethylguanine, 

2- methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 
7-methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, 
beta-D-mannosylqueosine, S'-methoxycarboxymethyluracil, 5-methoxyuracil, 

32 2-methylthio-N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5-methyluracil, 
uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl-2-thiouracil, 

3- (3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2.6-diaminopurine. Alternatively, the 
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antisense nucleic acid can be produced biologically using an expression vector into which a 
nucleic acid has been subcloned in an antisense orientation (la, RNA transcribed from the 
inserted nucleic acid will be of an antisense orientation to a target nucleic acid of interest, 
4 described further in the following subsection). 

The antisense nucleic acid molecules of the invention are typically administered to a 
subject or generated in situ such that they hybridize with or bind to cellular mRNA and/or 
genomic DNA encoding a protein according to the invention to thereby inhibit expression of the 
8 protein, e.g. , by inhibiting transcription and/or translation. The hybridization can be by 

conventional nucleotide complementarity to form a stable duplex, or, for example, in the case of 
an antisense nucleic acid molecule that binds to DNA duplexes, through specific interactions in 
the major groove of the double helix. An example of a route of administration of antisense 

12 nucleic acid molecules of the invention includes direct injection at a tissue site. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then administered 
systemically. For example, for systemic administration, antisense molecules can be modified 
such that they specifically bind to receptors or antigens expressed on a selected cell surface, e.g. , 

16 by Unking the antisense nucleic acid molecules to peptides or antibodies that bind to cell surface 
receptors or antigens. The antisense nucleic acid molecules can also be delivered to cells using 
the vectors described herein. To achieve sufficient intracellular concentrations of antisense 
molecules, vector constructs in which the antisense nucleic acid molecule is placed under the 

20 control of a strong pol II or pol III promoter are preferred. 

In yet another embodiment, the antisense nucleic acid molecule of the invention is an 
-a n omeric nucleic acid molecule. An -a nomeric nucleic acid molecule forms specific 
double-stranded hybrids with complementary RNA in which, contrary to the usual -uni ts, the 

24 strands run parallel to each other (Gaultier et ah (1987) Nucleic Acids Res 15: 6625-6641). The 
antisense nucleic acid molecule can also comprise a 2-o-methylribonucleotide (Inoue et ah 
(1987) Nucleic Acids Res 15: 6131-6148) or a chimeric RNA -DNA analogue (Inoue et ah (1987) 
FEBSLett 215: 327-330). 

28 

4.4 R1BOZYMES AND PNA MOIETIES 

In still another embodiment, an antisense nucleic acid of the invention is a ribozyme. 
Ribozymes are catalytic RNA molecules with ribonuclease activity that are capable of cleaving a 
32 single-stranded nucleic acid, such as a mRNA, to which they have a complementary region. 
Thus, ribozymes (e.g., hammerhead ribozymes (described in Haselhoff and Gerlach (1988) 
Nature 334:585-591)) can be used to catalytically cleave a mRNA transcripts to thereby inhibit 
translation of a mRNA. A ribozyme having specificity for a nucleic acid of the invention can be 
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designed based upon the nucleotide sequence of a DNA disclosed herein {i.e., SEQ ID NO: 1- 
13901 ). For example, a derivative of a Tetrahymena L-19 IVS RNA can be constructed in 
which the nucleotide sequence of the active site is complementary to the nucleotide sequence to 
4 be cleaved in a SECX-encoding mRNA. See, e.g., Cech et al U.S. Pat. No. 4,987,071 ; and 
Cech et ah U.S. Pat. No. 5,1 16,742. Alternatively, SECX mRNA can be used to select a 
catalytic RNA having a specific ribonuclease activity from a pool of RNA molecules. See, e.g., 
Bartele/ al., (1993) Science 261:141 1-1418. 
8 Alternatively, gene expression can be inhibited by targeting nucleotide sequences 

complementary to the regulatory region (e.g., promoter and/or enhancers) to form triple helical 
structures that prevent transcription of the gene in target cells. See generally, Helene. (1991) 
Anticancer Drug Des. 6: 569-84; Helene. et ah (1992) Ann, N. Y. Acad Sci. 660:27-36; and 

12 Maher (1992) Bioassays 14: 807-15. 

In various embodiments, the nucleic acids of the invention can be modified at the base 
moiety, sugar moiety or phosphate backbone to improve, e.g., the stability, hybridization, or 
solubility of the molecule. For example, the deoxyribose phosphate backbone of the nucleic 

16 acids can be modified to generate peptide nucleic acids (see Hyrup et aL (1 996) Bioorg Med 

Chem 4: 5-23). As used herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid 
mimics, e.g., DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 
pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 

20 backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA under 
conditions of low ionic strength. The synthesis of PNA oligomers can be performed using 
standard solid phase peptide synthesis protocols as described in Hyrup et al. (1996) above; 
Perry-O'Keefe et al (1 996) PNAS 93: 14670-675. 

24 PNAs of the invention can be used in therapeutic and diagnostic applications. For 

example, PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting replication. 
PNAs of the invention can also be used, e.g., in the analysis of single base pair mutations in a 

28 gene by, e.g., PNA directed PCR clamping; as artificial restriction enzymes when used in 

combination with other enzymes, e.g., SI nucleases (Hyrup B. (1996) above); or as probes or 
primers for DNA sequence and hybridization (Hyrup et al (1996), above; Perry-O'Keefe (1996), 
above). 

32 In another embodiment, PNAs of the invention can be modified, e.g., to enhance their 

stability or cellular uptake, by attaching lipophilic or other helper groups to PNA, by the 
formation of PNA-DNA chimeras, or by the use of liposomes or other techniques of drug 
deliver)' known in the art. For example, PNA-DNA chimeras can be generated that may 
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combine the advantageous properties of PNA and DNA. Such chimeras allow DNA recognition 
enzymes, e.g., RNase H and DNA polymerases, to interact with the DNA portion while the PNA 
portion would provide high binding affinity and specificity. PNA-DNA chimeras can be linked 
4 using linkers of appropriate lengths selected in terms of base stacking, number of bonds between 
the nucleobases, and orientation (Hyrup (1996) above). The synthesis of PNA-DNA chimeras 
can be performed as described in Hyrup (1996) above and Finn et al (1996) Nucl Acids Res 24: 
3357-63. For example, a DNA chain can be synthesized on a solid support using standard 
8 phosphoramidite coupling chemistry, and modified nucleoside analogs, e.g., 

5'-(4-methoxytrityl)amino-5'-deoxy-thymidine phosphoramidite, can be used between the PNA 
and the 5 1 end of DNA (Mag et al (1989) Nucl Acid Res 17: 5973-88). PNA monomers are then 
coupled in a stepwise manner to produce a chimeric molecule with a 5' PNA segment and a 3* 
12 DNA segment (Finn et al (1996) above). Alternatively, chimeric molecules can be synthesized 
with a 5' DNA segment and a 3' PNA segment. See, Petersen et al (1975) BioorgMed Chem 
Lett5: 1119-11124. 

In other embodiments, the oligonucleotide may include other appended groups such as 
16 peptides (e.g., for targeting host cell receptors in vivo), or agents facilitating transport across the 
cell membrane (see, e.g., Letsinger et al, 1989, Proc. Natl Acad. Set U.S.A. 86:6553-6556; 
Lemaitre et al, 1987, Proc. Natl Acad. Set 84:648-652; PCX Publication No. W088/09810) or 
the blood-brain barrier (see, e.g. , PCT Publication No. W089/1 01 34). In addition, 
20 oligonucleotides can be modified with hybridization triggered cleavage agents (See, e.g., Krol et 
al, 1988, BioTechniques 6:958-976) or intercalating agents. (See, e.g., Zon, 1988, Pharm. Res. 
5: 539-549). To this end, the oligonucleotide may be conjugated to another molecule, e.g., a 
peptide, a hybridization triggered cross-linking agent, a transport agent, a hybridization-triggered 
24 cleavage agent, etc. 

4.5 HOSTS 

The present invention further provides host cells genetically engineered to contain the 
28 polynucleotides of the invention. For example, such host cells may contain nucleic acids of the 
invention introduced into the host cell using known transformation, transfection or infection 
methods. The present invention still further provides host cells genetically engineered to express 
the polynucleotides of the invention, wherein such polynucleotides are in operative association 
32 with a regulatory sequence heterologous to the host cell which drives expression of the 
polynucleotides in the cell. 

Knowledge of nucleic acid sequences allows for modification of cells to permit, or 
increase, expression of endogenous polypeptide. Cells can be modified (e.g., by homologous 
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recombination) to provide increased polypeptide expression by replacing, in whole or in part, the 
naturally occurring promoter with all or part of a heterologous promoter so that the cells express 
the polypeptide at higher levels. The heterologous promoter is inserted in such a manner that it 
4 is operatively linked to the encoding sequences. See, for example, PCT International Publication 
No. WO94/12650, PCT International Publication No. WO92/20808, and PCT International 
Publication No. W09 1/09955. It is also contemplated that, in addition to heterologous promoter 
DNA, amplifiable marker DNA {e.g., ada, dhfr, and the multifunctional CAD gene which 
8 encodes carbamyl phosphate synthase, aspartate transcarbamylase, and dihydroorotase) and/or 
intron DNA may be inserted along with the heterologous promoter DNA. If linked to the coding 
sequence, amplification of the marker DNA by standard selection methods results in co- 
amplification of the desired protein coding sequences in the cells. 

12 The host cell can be a higher eukaryotic host cell, such as a mammalian cell, a lower 

eukaryotic host cell, such as a yeast cell, or the host cell can be a prokaryotic cell, such as a 
bacterial cell. Introduction of the recombinant construct into the host cell can be effected by 
calcium phosphate transfection, DEAE, dextran mediated transfection, or electroporation (Davis, 

16 L. et al., Basic Methods in Molecular Biology (1 986)). The host cells containing one of the 
polynucleotides of the invention, can be used in conventional manners to produce the gene 
product encoded by the isolated fragment (in the case of an ORF) or can be used to produce a 
heterologous protein under the control of the EMF. 

20 Any host/vector system can be used to express one or more of the ORFs of the present 

invention. These include, but are not limited to, eukaryotic hosts such as HeLa cells, Cv-1 cell, 
COS cells, 293 cells, and Sf9 cells, as well as prokaryotic host such as E. coli and B. subtilis. 
The most preferred cells are those which do not normally express the particular polypeptide or 

24 protein or which expresses the polypeptide or protein at low natural level. Mature proteins can 
be expressed in mammalian cells, yeast, bacteria, or other cells under the control of appropriate 
promoters. Cell-free translation systems can also be employed to produce such proteins using 
RNAs derived from the DNA constructs of the present invention. Appropriate cloning and 

28 expression vectors for use with prokaryotic and eukaryotic hosts are described by Sambrook, et 
al., in Molecular Cloning: A Laboratory Manual. Second Edition, Cold Spring Harbor, New 
York (1989), the disclosure of which is hereby incorporated by reference. 

Various mammalian cell culture systems can also be employed to express recombinant 

32 protein. Examples of mammalian expression systems include the COS-7 lines of monkey kidney 
fibroblasts, described by Gluzman, Cell 23:175 (1981). Other cell lines capable of expressing a 
compatible vector are, for example, the CI 27, monkey COS cells, Chinese Hamster Ovary 
(CHO) cells, human kidney 293 cells, human epidermal A431 cells, human Colo205 cells, 3T3 
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cells, CV-1 cells, other transformed primate cell lines, normal diploid cells, cell strains derived 
from in vitro culture of primary tissue, primary explants, HeLa cells, mouse L cells, BHK, 
HL-60, U937, HaK or Jurkat cells. Mammalian expression vectors will comprise an origin of 

4 replication, a suitable promoter and also any necessary ribosome binding sites, polyadenylation 
site, splice donor and acceptor sites, transcriptional termination sequences, and 5' flanking 
nontranscribed sequences. DNA sequences derived from the SV40 viral genome, for example, 
SV40 origin, early promoter, enhancer, splice, and polyadenylation sites may be used to provide 

8 the required nontranscribed genetic elements. Recombinant polypeptides and proteins produced 
in bacterial culture are usually isolated by initial extraction from cell pellets, followed by one or 
more salting-out, aqueous ion exchange or size exclusion chromatography steps. Protein 
refolding steps can be used, as necessary, in completing configuration of the mature protein. 
12 Finally, high performance liquid chromatography (HPLC) can be employed for final purification 
steps. Microbial cells employed in expression of proteins can be disrupted by any convenient 
method, including freeze-thaw cycling, sonication, mechanical disruption, or use of cell Iysing 
agents. 

16 Alternatively, it may be possible to produce the protein in lower eukaryotes such as yeast 

or insects or in prokaryotes such as bacteria. Potentially suitable yeast strains include 
Saccharomyces cerevisiae, Schizosaccharomyces pombe, Kluyveromyces strains, Candida, or 
any yeast strain capable of expressing heterologous proteins. Potentially suitable bacterial 

20 strains include Escherichia coli, Bacillus subtilis, Salmonella typhimurium, or any bacterial 

strain capable of expressing heterologous proteins. If the protein is made in yeast or bacteria, it 
may be necessary to modify the protein produced therein, for example by phosphorylation or 
glycosylation of the appropriate sites, in order to obtain the functional protein. Such covalent 

24 attachments may be accomplished using known chemical or enzymatic methods. 

In another embodiment of the present invention, cells and tissues may be engineered to 
express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene 

28 may be replaced by homologous recombination. As described herein, gene targeting can be used 
to replace a gene's existing regulatory region with a regulatory sequence isolated from a different 
gene or a novel regulatory sequence synthesized by genetic engineering methods. Such 
regulatory sequences may be comprised of promoters, enhancers, scaffold-attachment regions, 

32 negative regulatory elements, transcriptional initiation sites, regulatory protein binding sites or 
combinations of said sequences. Alternatively, sequences which affect the structure or stability 
of the RNA or protein produced may be replaced, removed, added, or otherwise modified by 
targeting. These sequence include polyadenylation signals, mRNA stability elements, splice 
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sites, leader sequences for enhancing or modifying transport or secretion properties of the 
protein, or other sequences which alter or improve the function or stability of protein or RNA 
molecules. 

. 4 The targeting event may be a simple insertion of the regulatory sequence, placing the 

gene under the control of the new regulatory sequence, e.g., inserting a new promoter or 
enhancer or both upstream of a gene. Alternatively, the targeting event may be a simple deletion 
of a regulatory element, such as the deletion of a tissue-specific negative regulatory element. 
8 Alternatively, the targeting event may replace an existing element; for example, a tissue-specific 
enhancer can be replaced by an enhancer that has broader or different cell-type specificity than 
the naturally occurring elements. Here, the naturally occurring sequences are deleted and new 
sequences are added. In all cases, the identification of the targeting event may be facilitated by 

12 the use of one or more selectable marker genes that are contiguous with the targeting DNA, 

allowing for the selection of cells in which the exogenous DNA has integrated into the host cell 
genome. The identification of the targeting event may also be facilitated by the use of one or 
more marker genes exhibiting the property of negative selection, such that the negatively 

16 selectable marker is linked to the exogenous DNA, but configured such that the negatively 
selectable marker flanks the targeting sequence, and such that a correct homologous 
recombination event with sequences in the host cell genome does not result in the stable 
integration of the negatively selectable marker. Markers useful for this purpose include the 

20 Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial xanthine-guanine 
phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with 
this aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to 

24 Chappel; U.S. Patent No. 5,578,461 to Sherwin et ah; International Application No. 
PCT/US92/09627 (WO93/09222) by Selden et a].; and International Application No. 
PCT/US90/06436 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference 
herein in its entirety. 

28 

4.6 POLYPEPTIDES OF THE INVENTION 

The isolated polypeptides of the invention include, but are not limited to, a polypeptide 
comprising: the amino acid sequences set forth as any one of SEQ ID NOS: 13902-278Q2 or an 
32 amino acid sequence encoded by any one of the nucleotide sequences SEQ ID NO: 1-13901 or 
the corresponding full length or mature protein. Polypeptides of the invention also include 
polypeptides preferably with biological or immunological activity that are encoded by: (a) a 
polynucleotide having any one of the nucleotide sequences set forth in SEQ ID NO: 1-13901 or 
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(b) polynucleotides encoding any one of the amino acid sequences set forth as SEQ ID NOS: 
13902-27802 or (c) polynucleotides that hybridize to the complement of the polynucleotides of 
either (a) or (b) under stringent hybridization conditions. The invention also provides 
4 biologically active or immunologically active variants of any of the amino acid sequences set 
forth as SEQ ID NOS: 13902-27802 or the corresponding foil length or mature protein; and 
"substantial equivalents" thereof (e.g., with at least about 65%, at least about 70%, at least about 
75%, at least about 80%, at least about 85%, 86%, 87%, 88%, 89%, at least about 90% 5 91%, 
8 92%, 93%, 94%, typically at least about 95%, 96%, 97%, more typically at least about 98%, or 
most typically at least about 99% amino acid identity) that retain biological activity. 
Polypeptides encoded by allelic variants may have a similar, increased, or decreased activity 
compared to polypeptides comprising SEQ ID NOS: 1 3902-27802. 

12 Fragments of the proteins of the present invention which are capable of exhibiting 

biological activity are also encompassed by the present invention. Fragments of the protein may 
be in linear form or they may be cyclized using known methods, for example, as described in H. 
U. Saragovi, et aL, Bio/Technology 10, 773-778 (1992) and in R. S. McDowell, et aL, J. Amer. 

16 Chem. Soc. 1 14, 9245-9253 (1992), both of which are incorporated herein by reference. Such 
fragments may be fused to carrier molecules such as immunoglobulins for many purposes, 
including increasing the valency of protein binding sites. 

The present invention also provides both full-length and mature forms (for example, 

20 without a signal sequence or precursor sequence) of the disclosed proteins. The protein coding 
sequence is identified in the sequence listing by translation of the disclosed nucleotide 
sequences. The mature form of such protein may be obtained by expression of a full-length 
polynucleotide in a suitable mammalian cell or other host cell The sequence of the mature form 

24 of the protein is also determinable from the amino acid sequence of the full-length form. Where 
proteins of the present invention are membrane bound, soluble forms of the proteins are also 
provided. In such forms, part or all of the regions causing the proteins to be membrane bound 
are deleted so that the proteins are fully secreted from the cell in which they are expressed. 

28 Protein compositions of the present invention may further comprise an acceptable carrier, 

such as a hydrophilic, e.g., pharmaceutical^ acceptable, carrier. 

The present invention further provides isolated polypeptides encoded by the nucleic acid 
fragments of the present invention or by degenerate variants of the nucleic acid fragments of the 

32 present invention. By "degenerate variant" is intended nucleotide fragments which differ from a 
nucleic acid fragment of the present invention {e.g., an ORF) by nucleotide sequence but, due to 
the degeneracy of the genetic code, encode an identical polypeptide sequence. Preferred nucleic 
acid fragments of the present invention are the ORFs that encode proteins. 
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A variety of methodologies known in the art can be utilized to obtain any one of the 
isolated polypeptides or proteins of the present invention. At the simplest level, the amino acid 
sequence can be synthesized using commercially available peptide synthesizers. The 
4 synthetically-constructed protein sequences, by virtue of sharing primary, secondary or tertiary 
structural and/or conformational characteristics with proteins may possess biological properties 
in common therewith, including protein activity. This technique is particularly useful in 
producing small peptides and fragments of larger polypeptides. Fragments are useful, for 
8 example, in generating antibodies against the native polypeptide. Thus, they may be employed 
as biologically active or immunological substitutes for natural, purified proteins in screening of 
therapeutic compounds and in immunological processes for the development of antibodies. 

The polypeptides and proteins of the present invention can alternatively be purified from 

12 cells which have been altered to express the desired polypeptide or protein. As used herein, a 

cell is said to be altered to express a desired polypeptide or protein when the cell, through genetic 
manipulation, is made to produce a polypeptide or protein which it normally does not produce or 
which the cell normally produces at a lower level. One skilled in the art can readily adapt 

16 procedures for introducing and expressing either recombinant or synthetic sequences into 

eukaryotic or prokaryotic cells in order to generate a cell which produces one of the polypeptides 
or proteins of the present invention. 

The invention also relates to methods for producing a polypeptide comprising growing a 

20 culture of host cells of the invention in a suitable culture medium, and purifying the protein from 
the cells or the culture in which the cells are grown. For example, the methods of the invention 
include a process for producing a polypeptide in which a host cell containing a suitable 
expression vector that includes a polynucleotide of the invention is cultured under conditions that 

24 allow expression of the encoded polypeptide. The polypeptide can be recovered from the 

culture, conveniently from the culture medium, or from a lysate prepared from the host cells and 
further purified. Preferred embodiments include those in which the protein produced by such 
process is a full length or mature form of the protein. 

28 In an alternative method, the polypeptide or protein is purified from bacterial cells which 

naturally produce the polypeptide or protein. One skilled in the art can readily follow known 
methods for isolating polypeptides and proteins in order to obtain one of the isolated 
polypeptides or proteins of the present invention. These include, but are not limited to, 

32 immunochromatography, HPLC, size-exclusion chromatography, ion-exchange chromatography, 
and immuno-affinity chromatography. See, e.g.. Scopes, Protein Purification: Principles and 
Practice, Springer-Verlag (1994); Sambrook, et al., in Molecular Cloning: A Laboratory 
Manual; Ausubel et al., Current Protocols in Molecular Biology. Polypeptide fragments that 
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retain biological/immunological activity include fragments comprising greater than about 100 
amino acids, or greater than about 200 amino acids, and fragments that encode specific protein 
domains. 

4 The purified polypeptides can be used in in vifro binding assays which are well known in 

the art to identify molecules which bind to the polypeptides. These molecules include but are not 
limited to, for e.g., small molecules, molecules from combinatorial libraries, antibodies or other 
proteins. The molecules. identified in the binding assay are then tested for antagonist or agonist 
8 activity in in vivo tissue culture or animal models that are well known in the art. In brief, the 
molecules are titrated into a plurality of cell cultures or animals and then tested for either 
cell/animal death or prolonged survival of the animal/cells. 

In addition, the peptides of the invention or molecules capable of binding to the peptides 

12 may be complexed with toxins, e.g., ricin or cholera, or with other compounds that are toxic to 
cells. The toxin-binding molecule complex is then targeted to a tumor or other cell by the 
specificity of the binding molecule for SEQ 1DNOS: 13902-27802. 

The protein of the invention may also be expressed as a product of transgenic animals, 

16 e.g., as a component of the milk of transgenic cows, goats, pigs, or sheep which are characterized 
by somatic or germ cells containing a nucleotide sequence encoding the protein. 

The proteins provided herein also include proteins characterized by amino acid sequences 
similar to those of purified proteins but into which modification are naturally provided or 

20 deliberately engineered. For example, modifications, in the peptide or DNA sequence, can be 
made by those skilled in the art using known techniques. Modifications of interest in the protein 
sequences may include the alteration, substitution, replacement, insertion or deletion of a 
selected amino acid residue in the coding sequence. For example, one or more of the cysteine 

24 residues may be deleted or replaced with another amino acid to alter the conformation of the 
molecule. Techniques for such alteration, substitution, replacement, insertion or deletion are 
well known to those skilled in the art (see, e.g., U.S. Pat. No. 4,518,584). Preferably, such 
alteration, substitution, replacement, insertion or deletion retains the desired activity of the 

28 protein. Regions of the protein that are important for the protein function can be determined by 
various methods known in the art including the alanine-scanning method which involved 
systematic substitution of single or strings of amino acids with alanine, followed by testing the 
resulting alanine-containing variant for biological activity. This type of analysis determines the 

32 importance of the substituted amino acid(s) in biological activity. Regions of the protein that are 
important for protein function may be determined by the eMATRIX program. 

Other fragments and derivatives of the sequences of proteins which would be expected to 
retain protein activity in whole or in part and are useful for screening or other immunological 
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methodologies may also be easily made by those skilled in the art given the disclosures herein. 
Such modifications are encompassed by the present invention. 

The protein may also be produced by operably linking the isolated polynucleotide of the 
4 invention to suitable control sequences in one or more insect expression vectors, and employing 
an insect expression system. Materials and methods for baculovirus/insect cell expression 
systems are commercially available in kit form from, e.g., Invitrogen, San Diego, Calif., U.S.A. 
(the MaxBat™ kit), and such methods are well known in the art, as described in Summers and 
8 Smith, Texas Agricultural Experiment Station Bulletin No. 1555 (1987), incorporated herein by 
reference. As used herein, an insect cell capable of expressing a polynucleotide of the present 
invention is "transformed/ 1 

The protein of the invention may be prepared by culturing transformed host cells under 

12 culture conditions suitable to express the recombinant protein. The resulting expressed protein 
may then be purified from such culture (i.e., from culture medium or cell extracts) using known 
purification processes, such as gel filtration and ion exchange chromatography. The purification 
of the protein may also include an affinity column containing agents which will bind to the 

16 protein; one or more column steps over such affinity resins as concanavalin A-agarose, 
heparin-toyopearl™ or Cibacrom blue 3GA Sepharose™; one or more steps involving 
hydrophobic interaction chromatography using such resins as phenyl ether, butyl ether, or propyl 
ether; or immunoaffinity chromatography. 

20 Alternatively, the protein of the invention may also be expressed in a form which will 

facilitate purification. For example, it may be expressed as a fusion protein, such as those of 
maltose binding protein (MBP), glutathione-S-transferase (GST) or thioredoxin (TRX), or as a 
His tag. Kits for expression .and purification of such fusion proteins are commercially available 

24 from New England BioLab (Beverly, Mass.), Pharmacia (Piscataway, N.J.) and Invitrogen, 

respectively. The protein can also be tagged with an epitope and subsequently purified by using 
a specific antibody directed to such epitope. One such epitope ("FLAG®") is commercially 
available from Kodak (New Haven, Conn.). 

28 Finally, one or more reverse-phase high performance liquid chromatography (RP- HPLC) 

steps employing hydrophobic RP-HPLC media, e.g., silica gel having pendant methyl or other 
aliphatic groups, can be employed to further purify the protein. Some or all of the foregoing 
purification steps, in various combinations, can also be employed to provide a substantially 

32 homogeneous isolated recombinant protein. The protein thus purified is substantially free of 

other mammalian proteins and is defined in accordance with the present invention as an "isolated 
protein." 



31 



WO 01/64835 



PCT/US01/04927 



The polypeptides of the invention include analogs (variants). This embraces fragments, 
as well as peptides in which one or more amino acids has been deleted, inserted, or substituted. 
Also, analogs of the polypeptides of the invention embrace fusions of the polypeptides or 
4 modifications of the polypeptides of the invention, wherein the polypeptide or analog is fused to 
another moiety or moieties, e.g. , targeting moiety or another therapeutic agent. Such analogs 
may exhibit improved properties such as activity and/or stability. Examples of moieties which 
may be fused to the polypeptide or an analog include, for example, targeting moieties which 
8 provide for the delivery of polypeptide to pancreatic cells, e.g. , antibodies to pancreatic cells, 
antibodies to immune cells such as T-cells, monocytes, dendritic cells, granulocytes, etc., as well 
as receptor and ligands expressed on pancreatic or immune cells. Other moieties which may be 
fused to the polypeptide include therapeutic agents which are used for treatment, for example, 
12 immunosuppressive drugs such as cyclosporin, SK506, azathioprine. CD3 antibodies and 

steroids. Also, polypeptides may be fused to immune modulators, and other cytokines such as 
alpha or beta interferon. 

1 6 4.6.1 DETERMINING POLYPEPTIDE AND POLYNUCLEOTIDE IDENTITY 

AND SIMILARITY 

Preferred identity and/or similarity are designed to give the largest match between the 
sequences tested. Methods to determine identity and similarity are codified in computer 

20 programs including, but are not limited to, the GCG program package, including GAP 

(Devereux, J., et ah, Nucleic Acids Research 12(1):387 (1984); Genetics Computer Group, 
University of Wisconsin, Madison, WI), BLASTP, BLASTN, BLASTX, FASTA (Altschul, S.F. 
et al., J. Molec. Biol. 215:403-410 (1990), PSI-BLAST (Altschul S.F. et al., Nucleic Acids Res. 

24 vol. 25, pp. 3389-3402, herein incorporated by reference), eMatrix software (Wu et al., J. Comp. 
Biol., Vol. 6, pp. 219-235 (1999), herein incorporated by reference), eMotif software (Nevill- 
Manning et al, ISMB-97, Vol. 4, pp. 202-209, herein incorporated by reference), pFam software 
(Sonnhammer et al., Nucleic Acids Res., Vol. 26(1), pp. 320-322 (1998), herein incoiporated by 

28 reference) and the Kyte-Doolittle hydrophobocity prediction algorithm (J. Mol Biol, 157, pp. 
105-31 (1982), incorporated herein by reference). The BLAST programs are publicly available 
from the National Center for Biotechnology Information (NCBI) and other sources (BLAST 
Manual, Altschul, S., et al. NCB NLM NIH Bethesda, MD 20894; Altschul, S., et al., J. Mol. 

32 Biol. 215:403-410 (1990). 

4.7 CHIMERIC AND FUSION PROTEINS 

The invention also provides chimeric or fusion proteins. As used herein, a ,! chimeric 

protein" or "fusion protein" comprises a polypeptide of the invention operatively linked to 
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another polypeptide. Within a fusion protein the polypeptide according to the invention can 
correspond to all or a portion of a protein according to the invention. In one embodiment, a 
fusion protein comprises at least one biologically active portion of a protein according to the 

4 invention. In another embodiment, a fusion protein comprises at least two biologically active 
portions of a protein according to the invention. Within the fusion protein, the term "operatively 
linked" is intended to indicate that the polypeptide according to the invention and the other 
polypeptide are fused in-frame to each other. The polypeptide can be fused to the N-terminus or 

8 C-terminus. 

For example, in one embodiment a fusion protein comprises a polypeptide according to 
the invention operably linked to the extracellular domain of a second protein. 

In another embodiment, the fusion protein is a GST-fusion protein in which the 

12 polypeptide sequences of the invention are fused to the C-terminus of the GST (i.e. , glutathione 
S-transferase) sequences. 

In another embodiment, the fusion protein is an immunoglobulin fusion protein in which 
the polypeptide sequences according to the invention comprises one or more domains are fused 

16 to sequences derived from a member of the immunoglobulin protein family. The 

immunoglobulin fusion proteins of the invention can be incorporated into pharmaceutical 
compositions and administered to a subject to inhibit an interaction between a ligand and a 
protein of the invention on the surface of a cell, to thereby suppress signal transduction in vivo. 

20 The immunoglobulin fusion proteins can be used to affect the bioavailability of a cognate ligand. 
Inhibition of the ligand/protein interaction may be useful therapeutically for both the treatment of 
proliferative and differentiative disorders, e.g., cancer as well as modulating (e.g., promoting or 
inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of the invention can be 

24 used as immunogens to produce antibodies in a subject, to purify ligands, and in screening assays 
to identify molecules that inhibit the interaction of a polypeptide of the invention with a ligand. 

A chimeric or fusion protein of the invention can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide sequences 

28 are ligated together in-frame in accordance with conventional techniques, e.g., by employing 
blunt-ended or stagger-ended termini for ligation, restriction enzyme digestion to provide for 
appropriate termini, filling-in of cohesive ends as appropriate, alkaline phosphatase treatment to 
avoid undesirable joining, and enzymatic ligation. In another embodiment, the fusion gene can 

32 be synthesized by conventional techniques including automated DNA synthesizers. 

Alternatively, PCR amplification of gene fragments can be carried out using anchor primers that 
give rise to complementary overhangs between two consecutive gene fragments that can 
subsequently be annealed and reamplified to generate a chimeric gene sequence (see, for 
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example, Ausubel et al. (eds.) Current Protocols in Molecular Biology, John Wiley & 
Sons, 1992). Moreover, many expression vectors are commercially available that already encode 
a fusion moiety {e.g., a GST polypeptide). A nucleic acid encoding a polypeptide of the 
4 invention can be cloned into such an expression vector such that the fusion moiety is linked 
in-frame to the protein of the invention. 

4.8 GENE THERAPY 
8 Mutations in the polynucleotides of the invention gene may result in loss of normal 

function of the encoded protein. The invention thus provides gene therapy to restore normal 
activity of the polypeptides of the invention; or to treat disease states involving polypeptides of 
the invention. Delivery of a functional gene encoding polypeptides of the invention to 

12 appropriate cells is effected ex vivo, in situ, or in vivo by use of vectors, and more particularly 
viral vectors {e.g., adenovirus, adeno-associated virus, or a retrovirus), or ex vivo by use of 
physical DNA transfer methods {e.g. liposomes or chemical treatments). See, for example, 
Anderson, Nature, supplement to vol. 392, no. 6679, pp.25-20 (1998). Fof additional reviews of 

16 gene therapy technology see Friedmann, Science, 244: 1275-1281 (1989); Verma, Scientific 
American: 68-84 (1990); and Miller, Nature, 357: 455-460 (1 992). Introduction of any one of 
the nucleotides of the present invention or a gene encoding the polypeptides of the present 
invention can also be accomplished with extrachromosomal substrates (transient expression) or 

20 artificial chromosomes (stable expression). Cells may also be cultured ex vivo in the presence of 
proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 
Alternatively, it is contemplated that in other human disease states, preventing the expression of 

24 or inhibiting the activity of polypeptides of the invention will be useful in treating the disease 
states. It is contemplated that antisense therapy or gene therapy could be applied to negatively 
regulate the expression of polypeptides of the invention. 

Other methods inhibiting expression of a protein include the introduction of antisense 

28 molecules to the nucleic acids of the present invention, their complements, or their translated RNA 
sequences, by methods known in the art. Further, the polypeptides of the present invention can be 
inhibited by using targeted deletion methods, or the insertion of a negative regulatory element such 
as a silencer, which is tissue specific. 

32 The present invention still further provides cells genetically engineered in vivo to express the 

polynucleotidesof the invention, wherein such polynucleotides are in operative association with a 
regulatory sequence heterologous to the host cell which drives expression of the polynucleotides in 
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the cell. These methods can be used to increase or decrease the expression of the polynucleotides of 
the present invention. 

Knowledge of DNA sequences provided by the invention allows for modification of cells to 

4 permit, increase, or decrease, expression of endogenous polypeptide. Cells can be modified (e.g. , by 
homologous recombination) to provide increased polypeptide expression by replacing, in whole or 
in part, the naturally occurring promoter with all or part of a heterologous promoter so that the cells 
express the protein at higher levels. The heterologous promoter is inserted in such a manner that it is 
8 operatively linked to the desired protein encoding sequences. See, for example, PCT International 
Publication No. WO 94/12650, PCT International PublicationNo. WO 92/20808, and PCT 
International Publication No. WO 91/09955. It is also contemplated that, in addition to heterologous 
promoter DNA, amplifiable marker DNA (e.g., ada, dhfr, and the multifunctional CAD gene which 

12 encodes carbamyl phosphate synthase, aspartate transcarbamylase, and dihydroorotase) and7or 
intron DNA may be inserted along with the heterologous promoter DNA. If linked to the desired 
protein coding sequence, amplification of the marker DNA by standard selection methods results in 
co-amplification of the desired protein coding sequences in the cells. 

16 In another embodiment of the present invention, cells and tissues may be engineered to 

express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene may 
be replaced by homologous recombination. As described herein, gene targeting can be used to 

20 replace a gene's existing regulatory region with a regulatory sequence isolated from a different gene 
or a novel regulatory sequence synthesized by genetic engineeringmethods. Such regulatory 
sequences may be comprised of promoters, enhancers, scaffold-attachment regions, negative 
regulatory elements, transcriptional initiation sites, regulatory protein binding sites or combinations 

24 of said sequences. Alternatively, sequences which affect the structure or stability of the RNA or 
protein produced may be replaced, removed, added, or otherwise modified by targeting. These 
sequences include polyadenylation signals, mRNA stability elements, splice sites, leader sequences 
for enhancing or modifying transport or secretion properties of the protein, or other sequences 

28 which alter or improve the function or stability of protein or RNA molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the gene 
under the control of the new regulatory sequence, e.g., inserting a new promoter or enhancer or both 
upstream of a gene. Alternatively, the targeting event may be a simple deletion of a regulatory 

32 element, such as the deletion of a tissue-specific negative regulatory element. Alternatively, the 
targeting event may replace an existing element; for example, a tissue-specific enhancer can be 
replaced by an enhancer that has broader or different cell-type specificity than the naturally 
occurring elements. Here, the naturally occurring sequences are deleted and new sequences are 
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added. In all cases, the identification of the targeting event may be facilitated by the use of one or 
more selectable marker genes that are contiguous with the targeting DNA, allowing for the selection 
of cells in which the exogenous DNA has integrated into the cell genome. The identification of the 

4 targeting event may also be facilitated by the use of one or more marker genes exhibiting the 

property of negative selection, such that the negatively selectable marker is linked to the exogenous 
DNA, but configured such that the negatively selectable marker flanks the targeting sequence, and 
such that a correct homologous recombination event with sequences in the host cell genome does 

8 not result in the stable integration of the negatively selectable marker. Markers useful for this 
purpose include the Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial 
xanthine-guanine phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with this 
1 2 aspect of the invention are more particularly described in U.S. Patent No. 5,272,07 1 to Chappel; 
U.S. Patent No. 5^578,461 to Sherwin et al.; International ApplicationNo. PCT/US92/09627 
(WO93/09222)by Seldenet al.; and International ApplicationNo. PCT/US90/06436 
(W09 1 /06667) by Skoultchi et al each of which is incorporated by reference herein in its entirety. 

16 

4.9 TRANSGENIC ANIMALS 

In preferred methods to determine biological functions of the polypeptides of the 
invention in vivo, one or more genes provided by the invention are either over expressed or 

20 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 

24 referred to as "knockout' 1 animals. Knockout animals, preferably non-human mammals, can be 
prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. Transgenic 
animals are useful to determine the roles polypeptides of the invention play in biological 
processes, and preferably in disease states. Transgenic animals are useful as model systems to 

28 identify compounds that modulate lipid metabolism. Transgenic animals, preferably non-human 
mammals, are produced using methods as described in U.S. Patent No 5,489,743 and PCT 
Publication No. W094/28122, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of a promoter of the 

32 polynucleotides of the invention is either activated or inactivated to alter the level of expression 
of the polypeptides of the invention. Inactivation can be carried out using homologous 
recombination methods described above. Activation can be achieved by supplementing or even 
replacing the homologous promoter to provide for increased protein expression. The homologous 
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promoter can be supplemented by insertion of one or more heterologous enhancer elements 
known to confer promoter activation in a particular tissue. 

The polynucleotides of the present invention also make possible the development, 

4 through, e.g.. homologous recombination or knock out strategies, of animals that fail to express 
polypeptides of the invention or that express a variant polypeptide. Such animals are useful as 
models for studying the in vivo activities of polypeptide as well as for studying modulators of the 
polypeptides of the invention. 
8 In preferred methods to determine biological functions of the polypeptides of the 

invention in v/vo, one or more genes provided by the invention are either over expressed or 
inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed., under the regulatory 

12 control of exogenous or endogenous promoter elements, are known as transgenic animals. 

Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 
prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. Transgenic 

1 6 animals are useful to determine the roles polypeptides of the invention play in biological 

processes, and preferably in disease states. Transgenic animals are useful as model systems to 
identify compounds that modulate lipid metabolism. Transgenic animals, preferably non-human 
mammals, are produced using methods as described in U.S. Patent No 5,489,743 and PCT 

20 Publication No. W094/28 1 22, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of the polynucleotides of the 
invention promoter is either activated or inactivated to alter the level of expression of the 
polypeptides of the invention. Inactivation can be carried out using homologous recombination 

24 methods described above. Activation can be achieved by supplementing or even replacing the 
homologous promoter to provide for increased protein expression. The homologous promoter 
can be supplemented by insertion of one or more heterologous enhancer elements known to 
confer promoter activation in a particular tissue. 

28 

4.10 USES AND BIOLOGICAL ACTIVITY 

The polynucleotides and proteins of the present invention are expected to exhibit one or 
more of the uses or biological activities (including those associated with assays cited herein) 
32 identified herein. Uses or activities described for proteins of the present invention may be 

provided by administration or use of such proteins or of polynucleotides encoding such proteins 
(such as, for example, in gene therapies or vectors suitable for introduction of DNA). The 
mechanism underlying the particular condition or pathology will dictate whether the 
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polypeptides of the invention, the polynucleotides of the invention or modulators (activators or 
inhibitors) thereof would be beneficial to the subject in need of treatment. Thus, "therapeutic 
compositions of the invention" include compositions comprising isolated polynucleotides 

4 (including recombinant DNA molecules, cloned genes and degenerate variants thereof) or 
polypeptides of the invention (including full length protein, mature protein and truncations or 
domains thereof), or compounds and other substances that modulate the overall activity of the 
target gene products, either at the level of target gene/protein expression or target protein 

8 activity. Such modulators include polypeptides, analogs, (variants), including fragments and 
fusion proteins, antibodies and other binding proteins; chemical compounds that directly or 
indirectly activate or inhibit the polypeptides of the invention (identified, e.g., via drug screening 
assays as described herein); antisense polynucleotides and polynucleotides suitable for triple 
12 helix formation; and in particular antibodies or other binding partners that specifically recognize 
one or more epitopes of the polypeptides of the invention. 

The polypeptides of the present invention may likewise be involved in cellular activation 
or in one of the other physiological pathways described herein. 

16 

4.10.1 RESEARCH USES AND UTILITIES 

The polynucleotides provided by the present invention can be used by the research 
community for various purposes. The polynucleotides can be used to express recombinant 

20 protein for analysis, characterization or therapeutic use; as markers for tissues in which the 

corresponding protein is preferentially expressed (either constitutively or at a particular stage of 
tissue differentiation or development or in disease states); as molecular weight markers on gels; 
as chromosome markers or tags (when labeled) to identify chromosomes or to map related gene 

24 positions; to compare with endogenous DNA sequences in patients to identify potential genetic 
disorders; as probes to hybridize and thus discover novel, related DNA sequences; as a source of 
information to derive PCR primers for genetic fingerprinting; as a probe to !l subtract-out M known 
sequences in the process of discovering other novel polynucleotides; for selecting and making 

28 oligomers for attachment to a "gene chip" or other support, including for examination of 

expression patterns; to raise anti-protein antibodies using DNA immunization techniques; and as 
an antigen to raise anti-DNA antibodies or elicit another immune response. Where the 
polynucleotide encodes a protein which binds or potentially binds to another protein (such as, for 

32 example, in a receptor-ligand interaction), the polynucleotide can also be used in interaction trap 
assays (such as, for example, that described in Gyuris et ah, Cell 75:791-803 (1993)) to identify 
polynucleotides encoding the other protein with which binding occurs or to identify inhibitors of 
the binding interaction. 
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The polypeptides provided by the present invention can similarly be used in assays to 
determine biological activity, including in a panel of multiple proteins for high-throughput 
screening; to raise antibodies or to elicit another immune response; as a reagent (including the 
4 labeled reagent) in assays designed to quantitatively determine levels of the protein (or its 
receptor) in biological fluids; as markers for tissues in which the corresponding polypeptide is 
preferentially expressed (either constitutively or at a particular stage of tissue differentiation or 
development or in a disease state); and, of course, to isolate correlative receptors or ligands. 
8 Proteins involved in these binding interactions can also be used to screen for peptide or small 
molecule inhibitors or agonists of the binding interaction. 

Any or all of these research utilities are capable of being developed into reagent grade or 
kit format for commercialization as research products. 
12 Methods for performing the uses listed above are well known to those skilled in the art. 

References disclosing such methods include without limitation "Molecular Cloning: A 
Laboratory Manual", 2d ed., Cold Spring Harbor Laboratory Press, Sambrook, J., E. F. Fritsch 
and T. Maniatis eds., 1989, and "Methods in Enzymology: Guide to Molecular Cloning 
16 Techniques", Academic Press, Berger, S. L. and A. R. Kimmel eds., 1 987. 

4.10.2 NUTRITIONAL USES 

Polynucleotides and polypeptides of the present invention can also be used as nutritional 
20 sources or supplements. Such uses include without limitation use as a protein or amino acid 

supplement, use as a carbon source, use as a nitrogen source and use as a source of carbohydrate. In 
such cases the polypeptide or polynucleotide of the invention can be added to the feed of a 
particular organism or can be administered as a separate solid or liquid preparation, such as in the 
24 form of powder, pills, solutions, suspensions or capsules. In the case of microorganisms ; the 
polypeptide or polynucleotide of the invention can be added to the medium in or on which the 
microorganism is cultured. 

28 4.10.3 CYTOKINE AND CELL PROLIFERATION/DIFFERENTIATION 

ACTIVITY 

A polypeptide of the present invention may exhibit activity relating to cytokine, cell 
proliferation (either inducing or inhibiting) or cell differentiation (either inducing or inhibiting) 
32 activity or may induce production of other cytokines in certain cell populations. A 

polynucleotide of the invention can encode a polypeptide exhibiting such attributes. Many 
protein factors discovered to date, including all known cytokines, have exhibited activity in one 
or more factor-dependent cell proliferation assays, and hence the assays serve as a convenient 
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confirmation of cytokine activity. The activity of therapeutic compositions of the present 
invention is evidenced by any one of a number of routine factor dependent cell proliferation 
assays for cell lines including, without limitation, 32D, DA2, DA1G, T10, B9, B9/1 1, BaF3, 
4 MC9/G, M+(preB M+), 2ES, RB5, DAI, 123, Tl 165, HT2, CTLL2, TF-1, Mo7e, CMK, 
HUVEC, and Caco. Therapeutic compositions of the invention can be used in the following: 

Assays for T-cell or thymocyte proliferation include without limitation those described 
in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 
8 M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 
In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 
Humans); Takai et aL, J. Immunol. 137:3494-3500, 1986; Bertagnolli et aL, J. Immunol. 
145:1706-1712, 1990; Bertagnolli et aL, Cellular Immunology 133:327-341, 1991; Bertagnolli, 

12 et aL, I. Immunol. 149:3778-3783, 1992; Bowman et aL, I. Immunol. 152:1756-1761, 1994. 

Assays for cytokine production and/or proliferation of spleen cells, lymph node cells or 
thymocytes include, without limitation, those described in: Polyclonal T cell stimulation, 
Kruisbeek, A. M. and Shevach, E. M. In Current Protocols in Immunology. J. E. e.a. Coligan 

16 eds. Vol 1 pp. 3.12.1-3.12.14, John Wiley and Sons, Toronto. 1994; and Measurement of mouse 
and human interleukin-y, Schreiber, R. D. In Current Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 6.8.1-6.8.8, John Wiley and Sons, Toronto. 1994. 

Assays for proliferation and differentiation of hematopoietic and lymphopoietic cells 

20 include, without limitation, those described in: Measurement of Human and Murine Interleukin 2 
and Interleukin 4, Bottomly, K., Davis, L. S. and Lipsky, P. E. In Current Protocols in 
Immunology. J. E. e.a. Coligan eds. Vol 1 pp. 6.3.1-6.3.12, John Wiley and Sons, Toronto. 1991; 
deVries et aL, J. Exp. Med. 173:1205-1211, 1991; Moreau et aL, Nature 336:690-692, 1988; 

24 Greenberger et aL, Proc. Natl. Acad. Sci. U.S.A. 80:2931-2938, 1983; Measurement of mouse 
and human interleukin 6— Nordan, R. In Current Protocols in Immunology. J. E. Coligan eds. Vol 
1 pp. 6.6.1-6.6.5, John Wiley and Sons, Toronto. 1991; Smith et aL, Proc. Natl. Aced. Sci. 
U.S.A. 83:1857-1 861, 1986; Measurement of human Interleukin 1 l~Bennett, F., Giannotti, J., 

28 Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. J. E. Coligan eds. Vol 1 pp. 
6.15.1 John Wiley and Sons, Toronto. 1991; Measurement of mouse and human Interleukin 
9— Ciarletta, A., Giannotti, J., Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. 
J. E. Coligan eds. Vol 1 pp. 6.13.1, John Wiley and Sons, Toronto. 1 991 . 

32 Assays for T-cell clone responses to antigens (which will identify, among others, proteins 

that affect APC-T cell interactions as well as direct T-cell effects by measuring proliferation and 
cytokine production) include, without limitation, those described in: Current Protocols in 
Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. Shevach, W Strober, 
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Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, In Vitro assays for Mouse 
Lymphocyte Function; Chapter 6, Cytokines and their cellular receptors; Chapter 7, 
Immunologic studies in Humans); Weinberger et al., Proc. Natl. Acad. Sci. USA 77:6091-6095, 
4 1980; Weinberger et al., Eur. J. Immun. 11:405-411, 1981; Takai et al., J. Immunol. 
137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 1988. 

4.10.4 STEM CELL GROWTH FACTOR ACTIVITY 

8 A polypeptide of the present invention may exhibit stem cell growth factor activity and 

be involved in the proliferation, differentiation and survival of pluripotent and totipotent stem 
cells including primordial germ cells, embryonic stem cells, hematopoietic stem cells and/or 
germ line stem cells. Administration of the polypeptide of the invention to stem cells in vivo or 

12 ex vivo is expected to maintain and expand cell populations in a totipotential or pluripotential 
state which would be useful for re-engineering damaged or diseased tissues, transplantation, 
manufacture of bio-pharmaceuticals and the development of bio-sensors. The ability to produce 
large quantities of human cells has important working applications for the production of human 

16 proteins which currently must be obtained from non-human sources or donors, implantation of 
cells to treat diseases such as Parkinson's, Alzheimer's and other neurodegenerative diseases; 
tissues for grafting such as bone marrow, skin, cartilage, tendons, bone, muscle (including 
cardiac muscle), blood vessels, cornea, neural cells, gastrointestinal cells and others; and organs 

20 for transplantation such as kidney, liver, pancreas (including islet cells), heart and lung. 

It is contemplated that multiple different exogenous growth factors and/or cytokines may 
be administered in combination with the polypeptide of the invention to achieve the desired 
effect, including any of the growth factors listed herein, other stem cell maintenance factors, and 

24 specifically including stem cell factor (SCF), leukemia inhibitory factor (LIF), Flt-3 ligand (Flt- 
3L), any of the interleukins, recombinant soluble IL-6 receptor fused to IL-6, macrophage 
inflammatory protein 1 -alpha (MIP-1 -alpha), G-CSF, GM-CSF, thrombopoietin (TPO), platelet 
factor 4 (PF-4), platelet-derived growth factor (PDGF), neural growth factors and basic 

28 fibroblast growth factor (bFGF). 

Since totipotent stem cells can give rise to virtually any mature cell type, expansion of 
these cells in culture will facilitate the production of large quantities of mature cells. Techniques 
for culturing stem cells are known in the art and administration of polypeptides of the invention, 

32 optionally with other growth factors and/or cytokines, is expected to enhance die survival and 
proliferation of the stem cell populations. This can be accomplished by direct administration of 
the polypeptide of the invention to the culture medium. Alternatively, stroma cells transfected 
with a polynucleotide that encodes for the polypeptide of the invention can be used as a feeder 
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layer for the stem cell populations in culture or in vivo. Stromal support cells for feeder layers 
may include embryonic bone marrow fibroblasts, bone marrow stromal cells, fetal liver cells, or 
cultured embryonic fibroblasts (see U.S. Patent No. 5,690,926). 
4 Stem cells themselves can be transfected with a polynucleotide of the invention to induce 

autocrine expression of the polypeptide of the invention. This will allow for generation of 
undifferentiated totipotential/pluripotential stem cell lines that are useful as is or that can then be 
differentiated into the desired mature cell types. These stable cell lines can also serve as a source 
8 of undifferentiated totipotential/pluripotential mRNA to create cDNA libraries and templates for 
polymerase chain reaction experiments. These studies would allow for the isolation and 
identification of differentially expressed genes in stem cell populations that regulate stem cell 
proliferation and/or maintenance. 

12 Expansion and maintenance of totipotent stem cell populations will be useful in the 

treatment of many pathological conditions. For example, polypeptides of the present invention 
may be used to manipulate stem cells in culture to give rise to neuroepithelial cells that can be 
used to augment or replace cells damaged by illness, autoimmune disease, accidental damage or 

16 genetic disorders. The polypeptide of the invention may be useful for inducing the proliferation 
of neural cells and for the regeneration of nerve and brain tissue, i.e. for the treatment of central 
and peripheral nervous system diseases and neuropathies, as well as mechanical and traumatic 
disorders which involve degeneration, death or trauma to neural cells or nerve tissue. In addition, 

20 the expanded stem cell populations can also be genetically altered for gene therapy purposes and 
to decrease host rejection of replacement tissues after grafting or implantation. 

Expression of the polypeptide of the invention and its effect on stem cells can also be 
manipulated to achieve controlled differentiation of the stem cells into more differentiated cell 

24 types. A broadly applicable method of obtaining pure populations of a specific differentiated 
cell type from undifferentiated stem cell populations involves the use of a cell-type specific 
promoter driving a selectable marker. The selectable marker allows only cells of the desired type 
to survive. For example, stem cells can be induced to differentiate into cardiomyocytes (Wobus 

28 et al., Differentiation, 48: 173-182, (1991); Klug et al., J. Clin. Invest., 98(1): 216-224, (1998)) 
or skeletal muscle cells (Browder, L. W. In: Principles of Tissue Engineering eds. Lanza et al., 
Academic Press (1997)). Alternatively, directed differentiation of stem cells can be 
accomplished by culturing the stem cells in the presence of a differentiation factor such as 

32 retinoic acid and an antagonist of the polypeptide of the invention which would inhibit the 
effects of endogenous stem cell factor activity and allow differentiation to proceed. 

In vitro cultures of stem cells can be used to determine if the polypeptide of the invention 
exhibits stem cell growth factor activity. Stem cells are isolated from any one of various cell 
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sources (including hematopoietic stem cells and embryonic stem cells) and cultured on a feeder 
layer, as described by Thompson et al. Proc. Natl. Acad. Sci, U.S.A., 92: 7844-7848 (1995), in 
the presence of the polypeptide of the invention alone or in combination with other growth 
4 factors or cytokines. The ability of the polypeptide of the invention to induce stem cells 
proliferation is determined by colony formation on semi-solid support e.g. as described by 
Bernstein et al., Blood, 77: 2316-2321 (1991). 

8 4.10.5 HEMATOPOIESIS REGULATING ACTIVITY 

A polypeptide of the present invention may be involved in regulation of hematopoiesis 
and, consequently, in the treatment of myeloid or lymphoid cell disorders. Even marginal 
biological activity in support of colony forming cells or of factor-dependent cell lines indicates 

12 involvement in regulating hematopoiesis, e.g. in supporting the growth and proliferation of 
erythroid progenitor cells alone or in combination with other cytokines, thereby indicating 
utility, for example, in treating various anemias or for use in conjunction with 
irradiation/chemotherapy to stimulate the production of erythroid precursors and/or erythroid 

16 cells; in supporting the growth and proliferation of myeloid cells such as granulocytes and 

monocytes/macrophages (i.e., traditional CSF activity) useful, for example,. in conjunction with 
chemotherapy to prevent or treat consequent myelo-suppression; in supporting the growth and 
proliferation of megakaryocytes and consequently of platelets thereby allowing prevention or 

20 treatment of various platelet disorders such as thrombocytopenia, and generally for use in place 
of or complimentary to platelet transfusions; and/or in supporting the growth and proliferation of 
hematopoietic stem cells which are capable of maturing to any and all of the above-mentioned 
hematopoietic cells and therefore find therapeutic utility in various stem cell disorders (such as 

24 those usually treated with transplantation, including, without limitation, aplastic anemia and 
paroxysmal nocturnal hemoglobinuria), as well as in repopulating the stem cell compartment 
post irradiation/chemotherapy, either w-v/vo or ex-vivo (i.e., in conjunction with bone marrow 
transplantation or with peripheral progenitor cell transplantation (homologous or heterologous)) 

28 as normal cells or genetically manipulated for gene therapy. 

Therapeutic compositions of the invention can be used in the following: 
Suitable assays for proliferation and differentiation of various hematopoietic lines are 
cited above. 

32 Assays for embryonic stem cell differentiation (which will identify, among others, 

proteins that influence embryonic differentiation hematopoiesis) include, without limitation, 
those described in: Johansson et al. Cellular Biology 15:141-151, 1995; Keller et al, Molecular 
and Cellular Biology 13:473^186, 1993; McClanahan et al., Blood 81:2903-2915, 1993. 
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Assays for stem cell survival and differentiation (which will identify, among others, 
proteins that regulate lympho-hematopoiesis) include, without limitation, those described in: 
Methylcellulose colony forming assays, Freshney, M. G. In Culture of Hematopoietic Cells. R. 1. 
4 Freshney, et al. eds. Vol pp. 265-268, Wiley-Liss, Inc 3 New York, N.Y. 1994; Hirayama et al., 
Proc. Natl. Acad. Sci. USA 89:5907-591 1, 1992; Primitive hematopoietic colony forming cells 
with high proliferative potential, McNiece, I. K. and Briddell, R. A. In Culture of Hematopoietic 
Cells. R. I. Freshney, et al. eds. Vol pp. 23-39, Wiley-Liss, Inc., New York, N.Y. 1994; Neben et 
8 al., Experimental Hematology 22:353-359, 1994; Cobblestone area forming cell assay, 

Ploemacher, R. E. In Culture of Hematopoietic Cells. R. I. Freshney, et al. eds. Vol pp. 1-21, 
Wiley-Liss, Inc., New York, N.Y. 1994; Long term bone marrow cultures in the presence of 
stromal cells, Spooncer, E., Dexter, M. and Allen, T. In Culture of Hematopoietic Cells. R. I. 
12 Freshney, et al. eds. Vol pp. 163-179, Wiley-Liss, Inc., New York, N.Y. 1994; Long term culture 
initiating cell assay, Sutherland, H. J. In Culture of Hematopoietic Cells. R. I. Freshney, et al. 
eds. Vol pp. 139-162, Wiley-Liss, Inc., New York, N.Y. 1994. 

4.10.6 TISSUE GROWTH ACTIVITY 

A polypeptide of the present invention also may be involved in bone, cartilage, tendon, 
ligament and/or nerve tissue growth or regeneration, as well as in wound healing and tissue 
repair and replacement, and in healing of burns, incisions and ulcers. 

A polypeptide of the present invention which induces cartilage and/or bone growth in 
circumstances where bone is not normally formed, has application in the healing of bone 
fractures and cartilage damage or defects in humans and other animals. Compositions of a 
polypeptide, antibody, binding partner, or other modulator of the invention may have 
prophylactic use in closed as well as open fracture reduction and also in the improved fixation of 
artificial joints. De novo bone formation induced by an osteogenic agent contributes to the 
repair of congenital, trauma induced, or oncologic resection induced craniofacial defects, and 
also is useful in cosmetic plastic surgery. 

A polypeptide of this invention may also be involved in attracting bone-forming cells, 
stimulating growth of bone-forming cells, or inducing differentiation of progenitors of 
bone-forming cells. Treatment of osteoporosis, osteoarthritis, bone degenerative disorders, or 
periodontal disease, such as through stimulation of bone and/or cartilage repair or by blocking 
inflammation or processes of tissue destruction (collagenase activity, osteoclast activity, etc.) 
mediated by inflammatory processes may also be possible using the composition of the 
invention. 
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Another category of tissue regeneration activity that may involve the polypeptide of the 
present invention is tendon/ligament formation. Induction of tendon/ligament-like tissue or 
other tissue formation in circumstances where such tissue is not normally formed, has 
4 application in the healing of tendon or ligament tears, deformities and other tendon or ligament 
defects in humans and other animals. Such a preparation employing a tendon/ligament-like 
tissue inducing protein may have prophylactic use in preventing damage to tendon or ligament 
tissue, as well as use in the improved fixation of tendon or ligament to bone or other tissues, and 
8 in repairing defects to tendon or ligament tissue. De novo tendon/ligament-like tissue formation 
induced by a composition of the present invention contributes to the repair of congenital, trauma 
induced, or other tendon or ligament defects of other origin, and is also useful in cosmetic plastic 
surgery for attachment or repair of tendons or ligaments. The compositions of the present 

12 invention may provide environment to attract tendon- or ligament-forming cells, stimulate 

growth of tendon- or ligament-forming cells, induce differentiation of progenitors of tendon- or 
ligament-forming cells, or induce growth of tendon/ligament cells or progenitors ex vivo for 
return in vivo to effect tissue repair. The compositions of the invention may also be useful in the 

16 treatment of tendinitis, carpal tunnel syndrome and other tendon or ligament defects. The 

compositions may also include an appropriate matrix and/or sequestering agent as a carrier as is 
well known in the art. 

The compositions of the present invention may also be useful for proliferation of neural 

20 cells and for regeneration of nerve and brain tissue, Le. for the treatment of central and peripheral 
nervous system diseases and neuropathies, as well as mechanical and traumatic disorders, which 
involve degeneration, death or trauma to neural cells or nerve tissue. More specifically, a 
composition may be used in the treatment of diseases of the peripheral nervous system, such as 

24 peripheral nerve injuries, peripheral neuropathy and localized neuropathies, and central nervous 
system diseases, such as Alzheimer's, Parkinson's disease, Huntington's disease, amyotrophic 
lateral sclerosis, and Shy-Drager syndrome. Further conditions which may be treated in 
accordance with the present invention include mechanical and traumatic disorders, such as spinal 

28 cord disorders, head trauma and cerebrovascular diseases such as stroke. Peripheral neuropathies 
resulting from chemotherapy or other medical therapies may also be treatable using a 
composition of the invention. 

Compositions of the invention may also be useful to promote better or faster closure of 

32 non-healing wounds, including without limitation pressure ulcers, ulcers associated with vascular 
insufficiency, surgical and traumatic wounds, and the like. 

Compositions of the present invention may also be involved in the generation or 
regeneration of other tissues, such as organs (including, for example, pancreas, liver, intestine, 
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kidney, skin, endothelium), muscle (smooth, skeletal or cardiac) and vascular (including vascular 
endothelium) tissue, or for promoting the growth of cells comprising such tissues. Part of the 
desired effects may be by inhibition or modulation of fibrotic scarring may allow normal tissue 
4 to regenerate. A polypeptide of the present invention may also exhibit angiogenic activity. 
A composition of the present invention may also be useful for gut protection or 
regeneration and treatment of lung or liver fibrosis, reperfusion injury in various tissues, and 
conditions resulting from systemic cytokine damage. 
8 A composition of the present invention may also be useful for promoting or inhibiting 

differentiation of tissues described above from precursor tissues or cells; or for inhibiting the 
growth of tissues described above. 

Therapeutic compositions of the invention can be used in the following: 
12 Assays for tissue generation activity include, without limitation, those described in: 

International Patent Publication No. WO95/16035 (bone, cartilage, tendon); International Patent 
Publication No. WO95/05846 (nerve, neuronal); International Patent Publication No. 
WO91/07491 (skin, endothelium). 
16 Assays for wound healing activity include, without limitation, those described in: Winter, 

Epidermal Wound Healing, pps. 71-112 (Maibach, H. I. and Rovee, D. T., eds.), Year Book 
Medical Publishers, Inc., Chicago, as modified by Eaglstein and Mertz, J. Invest. Dermatol 
71:382-84 (1978). 

20 

4.10.7 IMMUNE STIMULATING OR SUPPRESSING ACTIVITY 

A polypeptide of the present invention may also exhibit immune stimulating or immune 
suppressing activity, including without limitation the activities for which assays are described 

24 herein. A polynucleotide of the invention can encode a polypeptide exhibiting such activities. A 
protein may be useful in the treatment of various immune deficiencies and disorders (including 
severe combined immunodeficiency (SCID)), e.g., in regulating (up or down) growth and 
proliferation of T and/or B lymphocytes, as well as effecting the cytolytic activity of NK cells 

28 and other cell populations. These immune deficiencies may be genetic or be caused by viral (e.g., 
HIV) as well as bacterial or fungal infections, or may result from autoimmune disorders. More 
specifically, infectious diseases causes by viral, bacterial, fungal or other infection may be 
treatable using a protein of the present invention, including infections by HIV, hepatitis viruses, 

32 herpes viruses, mycobacteria, Leishmania spp., malaria spp. and various fungal infections such 
as candidiasis. Of course, in this regard, proteins of the present invention may also be useful 
where a boost to the immune system generally may be desirable, i.e., in the treatment of cancer. 
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Autoimmune disorders which may be treated using a protein of the present invention 
include, for example, connective tissue disease, multiple sclerosis, systemic lupus erythematosus, 
rheumatoid arthritis, autoimmune pulmonary inflammation, Guillain-Barre syndrome, 
4 autoimmune thyroiditis, insulin dependent diabetes mellitis, myasthenia gravis, graft-versus-host 
disease and autoimmune inflammatory eye disease. Such a protein (or antagonists thereof, 
including antibodies) of the present invention may also to be useful in the treatment of allergic 
reactions and conditions (e.g., anaphylaxis, serum sickness, drug reactions, food allergies, insect 
8 venom allergies, mastocytosis, allergic rhinitis, hypersensitivity pneumonitis, urticaria, 
angioedema, eczema, atopic dermatitis, allergic contact dermatitis, erythema multiforme, 
Stevens-Johnson syndrome, allergic conjunctivitis, atopic keratoconjunctivitis, venereal 
keratoconjunctivitis, giant papillary conjunctivitis and contact allergies), such as asthma 
. 12 (particularly allergic asthma) or other respiratory problems. Other conditions, in which immune 
suppression is desired (including, for example, organ transplantation), may also be treatable 
using a protein (or antagonists thereof) of the present invention. The therapeutic effects of the 
polypeptides or antagonists thereof on allergic reactions can be evaluated by in vivo animals 

16 models such as the cumulative contact enhancement test (Lastbom et al., Toxicology 125: 59-66, 
1998), skin prick test (Hoffmann et al., Allergy 54: 446-54, 1999), guinea pig skin sensitization 
test (Vohr et al., Arch. Toxocol. 73: 501-9), and murine local lymph node assay (Kimber et al., 
J. Toxicol. Environ. Health 53: 563-79). 

20 Using the proteins of the invention it may also be possible to modulate immune 

responses, in a number of ways. Down regulation may be in the form of inhibiting or blocking an 
immune response already in progress or may involve preventing the induction of an immune 
response. The functions of activated T cells may be inhibited by suppressing T cell responses or 

24 by inducing specific tolerance in T cells, or both. Immunosuppression of T cell responses is 
generally an active, non-antigen-specific, process which requires continuous exposure of the T 
cells to the suppressive agent. Tolerance, which involves inducing non-responsiveness or anergy 
in T cells, is distinguishable from immunosuppression in that it is generally antigen-specific and 

28 persists after exposure to the tolerizing agent has ceased. Operationally, tolerance can be 

demonstrated by the lack of a T cell response upon reexposure to specific antigen in the absence 
of the tolerizing agent. 

Down regulating or preventing one or more antigen functions (including without 

32 limitation B lymphocyte antigen functions (such as, for example, B7)), e.g., preventing high 
level lymphokine synthesis by activated T cells, will be useful in situations of tissue, skin and 
organ transplantation and in graft-versus-host disease (GVHD). For example, blockage of T cell 
function should result in reduced tissue destruction in tissue transplantation. Typically, in tissue 
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transplants, rejection of the transplant is initiated through its recognition as foreign by T cells, 
followed by an immune reaction that destroys the transplant. The administration of a therapeutic 
composition of the invention may prevent cytokine synthesis by immune cells, such as T cells, 
4 and thus acts as an immunosuppressant. Moreover, a lack of costimulation may also be sufficient 
to anergize the T cells, thereby inducing tolerance in a subject. Induction of long-term tolerance 
by B lymphocyte antigen-blocking reagents may avoid the necessity of repeated administration 
of these blocking reagents. To achieve sufficient immunosuppression or tolerance in a subject, it 
8 may also be necessary to block the function of a combination of B lymphocyte antigens. 

The efficacy of particular therapeutic compositions in preventing organ transplant 
rejection or GVHD can be assessed using animal models that are predictive of efficacy in 
humans. Examples of appropriate systems which can be used include allogeneic cardiac grafts in 

12 rats and xenogeneic pancreatic islet cell grafts in mice, both of which have been used to examine 
the immunosuppressive effects of CTLA4Ig fusion proteins in vivo as described in Lenschow et 
al, Science 257:789-792 (1992) and Turka et al., Proc. Natl. Acad. Sci USA, 89:1 1 102-1 1 105 
(1992). In addition, murine models of GVHD (see Paul ed., Fundamental Immunology, Raven 

16 Press, New York, 1989, pp. 846-847) can be used to determine the effect of therapeutic 
compositions of the invention on the development of that disease. 

Blocking antigen function may also be therapeutically useful for treating autoimmune 
diseases. Many autoimmune disorders are the result of inappropriate activation of T cells that are 

20 reactive against self tissue and which promote the production of cytokines and autoantibodies 
involved in the pathology of the diseases. Preventing the activation of autoreactive T cells may 
reduce or eliminate disease symptoms. Administration of reagents which block stimulation of T 
cells can be used to inhibit T cell activation and prevent production of autoantibodies or T 

24 cell-derived cytokines which may be involved in the disease process. Additionally, blocking 
reagents may induce antigen-specific tolerance of autoreactive T cells which could lead to 
long-term relief from the disease. The efficacy of blocking reagents in preventing or alleviating 
autoimmune disorders can be determined using a number of well-characterized animal models of 

28 human autoimmune diseases. Examples include murine experimental autoimmune encephalitis, 
systemic lupus erythmatosis in MRL/lpr/lpr mice orNZB hybrid mice, murine autoimmune 
collagen arthritis, diabetes raellitus in NOD mice and BB rats, and murine experimental 
myasthenia gravis (see Paul ed., Fundamental Immunology, Raven Press, New York, 1989, pp. 

32 840-856). 

Upregulation of an antigen function (e.g., a B lymphocyte antigen function), as a means 
of up regulating immune responses, may also be useful in therapy. Upregulation of immune 
responses may be in the form of enhancing an existing immune response or eliciting an initial 
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immune response. For example, enhancing an immune response may be useful in cases of viral 
infection, including systemic viral diseases such as influenza, the common cold, and 
encephalitis. 

4 Alternatively, anti-viral immune responses may be enhanced in an infected patient by 

removing T cells from the patient, costimulating the T cells in vitro with viral antigen-pulsed 
APCs either expressing a peptide of the present invention or together with a stimulatory form of 
a soluble peptide of the present invention and reintroducing the in vitro activated T cells into the 
8 patient. Another method of enhancing anti-viral immune responses would be to isolate infected 
cells from a patient, transfect them with a nucleic acid encoding a protein of the present 
invention as described herein such that the cells express all or a portion of the protein on their 
surface, and reintroduce the transfected cells into the patient. The infected cells would now be 

12 capable of delivering a costimulatory signal to, and thereby activate, T cells in vivo. 

A polypeptide of the present invention may provide the necessary stimulation signal to T 
cells to induce a T cell mediated immune response against the transfected tumor cells. In 
addition, tumor cells which lack MHC class I or MHC class II molecules, or which fail to 

16 reexpress sufficient mounts of MHC class I or MHC class II molecules, can be transfected with 
nucleic acid encoding all or a portion of (e.g. , a cytoplasmic-domain truncated portion) of an 
MHC class I alpha chain protein and p 2 microglobulin protein or an MHC class II alpha chain 
protein and an MHC class II beta chain protein to thereby express MHC class I or MHC class II 

20 proteins on the cell surface. Expression of the appropriate class I or class II MHC in conjunction 
with a peptide having the activity of a B lymphocyte antigen (e.g., B7-1, B7-2, B7-3) induces a T 
cell mediated immune response against the transfected tumor cell. Optionally, a gene encoding 
an antisense construct which blocks expression of an MHC class II associated protein, such as 

24 the invariant chain, can also be cotransfected with a DNA encoding a peptide having the activity 
of a B lymphocyte antigen to promote presentation of tumor associated antigens and induce 
tumor specific immunity. Thus, the induction of a T cell mediated immune response in a human 
subject may be sufficient to overcome tumor-specific tolerance in the subject. 

28 The activity of a protein of the invention may, among other means, be measured by the 

following methods: 

Suitable assays for thymocyte or splenocyte cytotoxicity include, without limitation, 
those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. 
32 H. Margulies, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates and 

Wiley-Interscience (Chapter 3, In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; 
Chapter 7, Immunologic studies in Humans); Herrmann et al., Proc. Natl. Acad. Sci. USA 
78:2488-2492, 1981; Hemnann et al., J. Immunol. 128:1968-1974, 1982; Handa et al., J. 
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Immunol. 135:1564-1572, 1985; Takai et al., I. Immunol. 137:3494-3500, 1986; Takai et al., J. 
Immunol. 140:508-512, 1988; Bowman et al., J. Virology 61:1992-1998; Bertagnolli et al., 
Cellular Immunology 133:327-341, 1991; Brown et al., J. Immunol. 153:3079-3092, 1994. 
4 Assays for T-cell -dependent immunoglobulin responses and isotype switching (which 

will identify, among others, proteins that modulate T-cell dependent antibody responses and that 
affect Thl/Th2 profiles) include, without limitation, those described in: Maliszewski, J. 
Immunol. 144:3028-3033, 1990; and Assays for B cell function: In vitro antibody production, 
8 Mond, J. J. and Brunswick, M. In Current Protocols in Immunology. J. E. e.a. Coligan eds. Vol 1 
pp. 3.8.1-3.8.16, John Wiley and Sons, Toronto. 1994. 

Mixed lymphocyte reaction (MLR) assays (which will identify, among others, proteins 
that generate predominantly Thl and CTL responses) include, without limitation, those described 

12 in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 
M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 
In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 
Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 

16 1988; Bertagnolli et al., J. Immunol. 149:3778-3783, 1992. 

Dendritic cell-dependent assays (which will identify, among others, proteins expressed 
by dendritic cells that activate naive T-cells) include, without limitation, those described in: 
Guery et al., J. Immunol. 1 34:536-544, 1 995; Inaba et al., Journal of Experimental Medicine 

20 173:549-559, 1991 ; Macatonia et ah, Journal of Immunology 154:5071-5079, 1995; Porgador et 
al., Journal of Experimental Medicine 1 82:255-260, 1995; Nair et al, Journal of Virology 
67:4062-4069, 1 993 ; Huang et al, Science 264:96 1 -965, 1 994; Macatonia et al., Journal of 
Experimental Medicine 169:1255-1264, 1989; Bhardwaj et al., Journal of Clinical Investigation 

24 94:797-807, 1994; and Inaba et al., Journal of Experimental Medicine 172:631-640, 1990. 

Assays for lymphocyte survival/apoptosis (which will identify, among others, proteins 
that prevent apoptosis after superantigen induction and proteins that regulate lymphocyte 
homeostasis) include, without limitation, those described in: Darzynkiewicz et al., Cytometry 

28 13:795-808, 1992; Gorczyca et al., Leukemia 7:659-670, 1993; Gorczyca et al., Cancer Research 
53:1945-1951, 1993; Itoh et al., Cell 66:233-243, 1991; Zacharchuk, Journal of Immunology 
145:4037-4045, 1990; Zamai et al., Cytometry 14:891-897, 1993; Gorczyca et al., International 
Journal of Oncology 1:639-648, 1992. 

32 Assays for proteins that influence early steps of T-cell commitment and development 

include, without limitation, those described in: Antica et al., Blood 84:1 11-117, 1994; Fine et al., 
Cellular Immunology 155:1 1 1-122, 1994; Galy et al., Blood 85:2770-2778, 1995; Toki et al., 
Proc. Nat. Acad Sci. USA 88:7548-7551, 1991. 
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4.10.8 ACTTV1N/INH1BIN ACTIVITY 

A polypeptide of the present invention may also exhibit activin- or inhibin-related 
4 activities. A polynucleotide of the invention may encode a polypeptide exhibiting such 
characteristics. Inhibins are characterized by their ability to inhibit the release of follicle 
stimulating hormone (FSH), while activins and are characterized by their ability to stimulate the 
release of follicle stimulating hormone (FSH). Thus, a polypeptide of the present invention, 
8 alone or in heterodimers with a member of the inhibin family, may be useful as a contraceptive 
based on the ability of inhibins to decrease fertility in female mammals and decrease 
spermatogenesis in male mammals. Administration of sufficient amounts of other inhibins can 
induce infertility in these mammals. Alternatively, the polypeptide of the invention, as a 
12 homodimer or as a heterodimer with other protein subunits of the inhibin group, may be useful as 
a fertility inducing therapeutic,, based upon the ability of activin molecules in stimulating FSH 
release from cells of the anterior pituitary. See, for example, U.S. Pat. No. 4,798,885. A 
polypeptide of the invention may also be useful for advancement of the onset of fertility in 
16 sexually immature mammals, so as to increase the lifetime reproductive performance of domestic 
animals such as, but not limited to, cows, sheep and pigs. 

The activity of a polypeptide of the invention may, among other means, be measured by 
the following methods. 

20 Assays for activin/inhibin activity include, without limitation, those described in: Vale et 

al., Endocrinology 91 :562-572, 1972; Ling et aL, Nature 321 :779-782, 1986; Vale et ah, Nature 
321:776-779, 1986; Mason et al., Nature 318:659-663, 1985; Forage et al., Proc. Natl. Acad. Sci. 
USA 83:3091-3095, 1986. 

24 

4.10.9 CHEMOTACTIC/CHEMOKINETIC ACTIVITY 

A polypeptide of the present invention may be involved in chemotactic or chemokinetic 
activity for mammalian cells, including, for example, monocytes, fibroblasts, neutrophils, 

28 T-cells, mast cells, eosinophils, epithelial and/or endothelial cells. A polynucleotide of the 

invention can encode a polypeptide exhibiting such attributes. Chemotactic and chemokinetic 
receptor activation can be used to mobilize or attract a desired cell population to a desired site of 
action. Chemotactic or chemokinetic compositions (e.g. proteins, antibodies, binding partners, or 

32 modulators of the invention) provide particular advantages in treatment of wounds and other 
trauma to tissues, as well as in treatment of localized infections. For example, attraction of 
lymphocytes, monocytes or neutrophils to tumors or sites of infection may result in improved 
immune responses against the tumor or infecting agent. 
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A protein or peptide has chemotactic activity for a particular cell population if it can 
stimulate, directly or indirectly, the directed orientation or movement of such cell population. 
Preferably, the protein or peptide has the ability to directly stimulate directed movement of cells. 
4 Whether a particular protein has chemotactic activity for a population of cells can be readily 
determined by employing such protein or peptide in any known assay for cell chemotaxis. 
Therapeutic compositions of the invention can be used in the following: 
Assays for chemotactic activity (which will identify proteins that induce or prevent 
8 chemotaxis) consist of assays that measure the ability of a protein to induce the migration of 
cells across a membrane as well as the ability of a protein to induce the adhesion of one cell 
population to another cell population. Suitable assays for movement and adhesion include, 
without limitation, those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. 
12 M. Kruisbeek, D. H. Marguiles, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates 
and Wiley-Interscience (Chapter 6.12, Measurement of alpha and beta Chemokines 
6.12.1-6.12.28; Taub et al. I Clin. Invest. 95:1370-1376, 1995; Lind et al. APMIS 103:140-146, 
1995; Muller et al Eur. J. Immunol. 25:1744-1748; Gruber et al. J. of Immunol. 152:5860-5867, 
16 1994; Johnston et al. J. of Immunol. 153:1762-1768, 1994. 

4.10.10 HEMOSTATIC AND THROMBOLYTIC ACTIVITY 

A polypeptide of the invention may also be involved in hemostatis or thrombolysis or 
20 thrombosis. A polynucleotide of the invention can encode a polypeptide exhibiting such 

attributes. Compositions may be useful in treatment of various coagulation disorders (including 

hereditary disorders, such as hemophilias) or to enhance coagulation and other hemostatic events 

in treating wounds resulting from trauma, surgery or other causes. A composition of the 
24 invention may also be useful for dissolving or inhibiting formation of thromboses and for 

treatment and prevention of conditions resulting therefrom (such as, for example, infarction of 

cardiac and central nervous system vessels (e.g., stroke). 

Therapeutic compositions of the invention can be used in the following: 
28 Assay for hemostatic and thrombolytic activity include, without limitation, those 

described in: Linet et al., J. Clin. Pharmacol. 26:131-140, 1986; Burdick et al., Thrombosis Res. 

45:413-419, 1987; Humphrey et al., Fibrinolysis 5:71-79 (1991); Schaub, Prostaglandins 

35:467-474, 1988. 

32 

4.10.11 CANCER DIAGNOSIS AND THERAPY 

Polypeptides of the invention may be involved in cancer cell generation, proliferation or 
metastasis. Detection of the presence or amount of polynucleotides or polypeptides of the 
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invention may be useful for the diagnosis and/or prognosis of one or more types of cancer. For 
example, the presence or increased expression of a polynucleotide/polypeptide of the invention 
may indicate a hereditary risk of cancer, a precancerous condition, or an ongoing malignancy. 
4 Conversely, a defect in the gene or absence of the polypeptide may be associated with a cancer 
condition. Identification of single nucleotide polymorphisms associated with cancer or a 
predisposition to cancer may also be useful for diagnosis or prognosis. 

Cancer treatments promote tumor regression by inhibiting tumor cell proliferation, 
8 inhibiting angiogenesis (growth of new blood vessels that is necessary to support tumor growth) 
and/or prohibiting metastasis by reducing tumor cell motility or invasiveness. Therapeutic 
compositions of the invention may be effective in adult and pediatric oncology including in solid 
phase tumors/malignancies, locally advanced tumors, human soft tissue sarcomas, metastatic 

12 cancer, including lymphatic metastases, blood cell malignancies including multiple myeloma, 
acute and chronic leukemias, and lymphomas, head and neck cancers including mouth cancer, 
larynx cancer and thyroid cancer, lung cancers including small cell carcinoma and non-small cell 
cancers, breast cancers including small cell carcinoma and ductal carcinoma, gastrointestinal 

16 cancers including esophageal cancer, stomach cancer, colon cancer, colorectal cancer and polyps 
associated with colorectal neoplasia, pancreatic cancers,, liver cancer, urologic cancers including 
bladder cancer and prostate cancer, malignancies of the female genital tract including ovarian 
carcinoma, uterine (including endometrial) cancers, and solid tumor in the ovarian follicle, 

20 kidney cancers including renal cell carcinoma, brain cancers including intrinsic brain tumors, 
neuroblastoma, astrocytic brain tumors, gliomas, metastatic tumor cell invasion in the central 
nervous system, bone cancers including osteomas, skin cancers including malignant melanoma, 
tumor progression of human skin keratinocytes, squamous cell carcinoma, basal cell carcinoma, 

24 hemangiopericytoma and Karposi's sarcoma. 

Polypeptides, polynucleotides, or modulators of polypeptides of the invention (including 
inhibitors and stimulators of the biological activity of the polypeptide of the invention) may be 
administered to treat cancer. Therapeutic compositions can be administered in therapeutically 

28 effective dosages alone or in combination with adjuvant cancer therapy such as surgery. 

chemotherapy, radiotherapy, thermotherapy, and laser therapy, and may provide a beneficial 
effect, e.g. reducing tumor size, slowing rate of tumor growth, inhibiting metastasis, or otherwise 
improving overall clinical condition, without necessarily eradicating the cancer. 

32 The composition can also be administered in therapeutically effective amounts as a 

portion of an anti-cancer cocktail. An anti-cancer cocktail is a mixture of the polypeptide or 
modulator of the invention with one or more anti-cancer drugs in addition to a pharmaceutically 
acceptable carrier for delivery. The use of anti-cancer cocktails as a cancer treatment is routine. 
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Anti-cancer drugs that are well known in the art and can be used as a treatment in combination 
with the polypeptide or modulator of the invention include: Actinomycin D, Aminoglutethimide, 
Asparaginase, Bleomycin, Busulfan, Carboplatin, Carmustine, Chlorambucil, Cisplatin (cis- 
4 DDP), Cyclophosphamide, Cytarabine HC1 (Cytosine arabinoside), Dacarbazine, Dactinomycin, 
Daunorubicin HC1, Doxorubicin HC1, Estramustine phosphate sodium, Etoposide (VI 6-2] 3), 
Floxuridine, 5-Fluorouracil (5-Fu), Flutamide, Hydroxyurea (hydroxycarbamide), Ifosfamide, 
Interferon AIpha-2a, Interferon Alpha-2b, Leuprolide acetate (LHRH-releasing factor analog), 
8 Lomustine, Mechlorethamine HC1 (nitrogen mustard), Melphalan, Mercaptopurine, Mesna, 

Methotrexate (MTX), Mitomycin, Mitoxantrone HC1, Octreotide, Plicamycin, Procarbazine HC1, 
Streptozocin, Tamoxifen citTate, Thioguanine, Thiotepa, Vinblastine sulfate, Vincristine sulfate, 
Amsacrine, Azacitidine, Hexamethylmelamine, Interleukin-2, Mitoguazone, Pentostatin, 

12 Semustine, Teniposide, and Vindesine sulfate. 

In addition, therapeutic compositions of the invention may be used for prophylactic 
treatment of cancer. There are hereditary conditions and/or environmental situations (e.g. 
exposure to carcinogens) known in the art that predispose an individual to developing cancers. 

16 Under these circumstances, it may be beneficial to treat these individuals with therapeutically 
effective doses of the polypeptide of the invention to reduce the risk of developing cancers. 

In vitro models can be used to determine the effective doses of the polypeptide of the 
invention as a potential cancer treatment. These in vitro models include proliferation assays of 

20 cultured tumor cells, growth of cultured tumor cells in soft agar (see Freshney, (1987) Culture of 
Animal Cells: A Manual of Basic Technique, Wily-Liss, New York, NY Ch 18 and Ch 21), 
tumor systems in nude mice as described in Giovanella et al., J. Natl. Can. Inst, 52: 921-30 
(1974), mobility and invasive potential of tumor cells in Boyden Chamber assays as described in 

24 Pilkington et al., Anticancer Res., 17: 4107-9 (1997), and angiogenesis assays such as induction 
of vascularization of the chick chorioallantoic membrane or induction of vascular endothelial 
cell migration as described in Ribatta et al., Intl. J. Dev. Biol., 40: 11 89-97 (1999) and Li et al., 
Clin. Exp. Metastasis, 17:423-9 (1999), respectively. Suitable tumor cells lines are available, 

28 e.g. from American Type Tissue Culture Collection catalogs. 

4.10.12 RECEPTOR/LIGAND ACTIVITY 

A polypeptide of the present invention may also demonstrate activity as receptor, 
32 receptor ligand or inhibitor or agonist of receptor/ligand interactions. A polynucleotide of the 
invention can encode a polypeptide exhibiting such characteristics. Examples of such receptors 
and ligands include, without limitation, cytokine receptors and their ligands, receptor kinases and 
their ligands, receptor phosphatases and their ligands, receptors involved in cell-cell interactions 
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and their ligands (including without limitation, cellular adhesion molecules (such as selectins, 
integrins and their ligands) and receptor/ligand pairs involved in antigen presentation, antigen 
recognition and development of cellular and humoral immune responses. Receptors and ligands 
4 are also useful for screening of potential peptide or small molecule inhibitors of the relevant 
receptor/ligand interaction. A protein of the present invention (including, without limitation, 
fragments of receptors and ligands) may themselves be useful as inhibitors of receptor/ligand 
interactions. 

8 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods: 

Suitable assays for receptor-ligand activity include without limitation those described in: 

Current Protocols in Immunology. Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. 
12 Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley- Interscience (Chapter 7.28, 

Measurement of Cellular Adhesion under static conditions 7.28.1- 7.28.22), Takai et ah, Proc. 

Natl. Acad. Sci. USA 84:6864-6868, 1987; Bierer et al. 3 J. Exp. Med. 168:1 145-1 156, 1988; 

Rosenstein et al., J. Exp. Med. 169:149-160 1989; Stoltenborg et al., J. Immunol. Methods 
16 175:59-68, 1994; Stitt et al., Cell 80:661-670, 1995. 

By way of example, the polypeptides of the invention may be used as a receptor for a 

ligand(s) thereby transmitting the biological activity of that ligand(s). Ligands may be identified 

through binding assays, affinity chromatography, dihybrid screening assays, BIAcore assays, gel 
20 overlay assays, or other methods known in the art. 

Studies characterizing drugs or proteins as agonist or antagonist or partial agonists or a 

partial antagonist require the use of other proteins as competing ligands. The polypeptides of the 

present invention or ligand(s) thereof may be labeled by being coupled to radioisotopes, 
24 colorimetric molecules or a toxin molecules by conventional methods. ("Guide to Protein 

Purification" Murray P. Deutscher (ed) Methods in Enzymology Vol. 182 (1990) Academic 

Press, Inc. San Diego). Examples of radioisotopes include, but are not limited to, tritium and 

carbon-14 . Examples of colorimetric molecules include, but are not limited to, fluorescent 
28 molecules such as fluorescamine, or rhodamine or other colorimetric molecules. Examples of 

toxins include, but are not limited, to ricin. 

4.10.13 DRUG SCREENING 

32 This invention is particularly useful for screening chemical compounds by using the 

novel polypeptides or binding fragments thereof in any of a variety of drug screening techniques. 
The polypeptides or fragments employed in such a test may either be free in solution, affixed to a 
solid support, borne on a cell surface or located intracellularly. One method of drug screening 
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utilizes eukaryotic or prokaryotic host cells which are stably transformed with recombinant 
nucleic acids expressing the polypeptide or a fragment thereof. Drugs are screened against such 
transformed cells in competitive binding assays. Such cells, either in viable or fixed form, can 
4 be used for standard binding assays. One may measure, for example, the formation of 

complexes between polypeptides of the invention or fragments and the agent being tested or 
examine the diminution in complex formation between the novel polypeptides and an 
appropriate cell line, which are well known in the art. 
8 Sources for test compounds that may be screened for ability to bind to or modulate (i.e., 

increase or decrease) the activity of polypeptides of the invention include (1) inorganic and 
organic chemical libraries, (2) natural product libraries, and (3) combinatorial libraries 
comprised of either random or mimetic peptides, oligonucleotides or organic molecules. 

12 Chemical libraries may be readily synthesized or purchased from a number of 

commercial sources, and may include structural analogs of known compounds or compounds 
that are identified as "hits" or "leads" via natural product screening. 

The sources of natural product libraries are microorganisms (including bacteria and 

16 fungi), animals, plants or other vegetation, or marine organisms, and libraries of mixtures for 

screening may be created by: (1) fermentation and extraction of broths from soil, plant or marine 
microorganisms or (2) extraction of the organisms themselves. Natural product libraries include 
polyketides, non-ribosomal peptides, and (non-naturally occurring) variants thereof. For a 

20 review, see Science 252:63-68 (1998). 

Combinatorial libraries are composed of large numbers of peptides, oligonucleotides or 
organic compoxmds and can be readily prepared by traditional automated synthesis methods, 
PCR, cloning or proprietary synthetic methods. Of particular interest are peptide and 

24 oligonucleotide combinatorial libraries. Still other libraries of interest include peptide, protein, 
peptidomimetic, multiparallel synthetic collection, recombinatorial, and polypeptide libraries. 
For a review of combinatorial chemistry and libraries created therefrom, see Myers, Curr. Opin. 
Biotechnol 8:701-707 (1997). For reviews and examples of peptidomimetic libraries, see 

28 Al-Obeidi et ah, Mol Biotechnol 9(3):205-23 (1 998); Hruby et ah, Curr Opin Chem Biol 

1(1):1 14-19 (1997); Dorner et ah 5 BioorgMed Chem, 4(5):709-15 (1996) (alkylated dipeptides). 

Identification of modulators through use of the various libraries described herein permits 
modification of the candidate "hit" (or "lead") to optimize the capacity of the "hit" to bind a 

32 polypeptide of the invention. The molecules identified in the binding assay are then tested for 

antagonist or agonist activity in in vivo tissue culture or animal models that are well known in the 
art. In brief, the. molecules are titrated into a plurality of cell cultures or animals and then tested 
for either cell/animal death or prolonged survival of the animal/cells. 
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The binding molecules thus identified may be complexed with toxins, e.g., ricin or 
cholera, or with other compounds that are toxic to cells such as radioisotopes. The toxin-binding 
molecule complex is then targeted to a tumor or other cell by the specificity of the binding 
4 molecule for a polypeptide of the invention. Alternatively, the binding molecules may be 
complexed with imaging agents for targeting and imaging purposes. 

4.1 0-14 ASSAY FOR RECEPTOR ACTIVITY 

8 The invention also provides methods to detect specific binding of a polypeptide e.g. a 

ligand or a receptor. The art provides numerous assays particularly useful for identifying 
previously unknown binding partners for receptor polypeptides of the invention. For example, 
expression cloning using mammalian or bacterial cells, or dihybrid screening assays can be used 

12 to identify polynucleotides encoding binding partners. As another example, affinity 

chromatography with the appropriate immobilized polypeptide of the invention can be used to 
isolate polypeptides that recognize and bind polypeptides of the invention. There are a number 
of different libraries used for the identification of compounds, and in particular small molecules, 

1 6 that modulate (i. e., increase or decrease) biological activity of a polypeptide of the invention. 
Ligands for receptor polypeptides of the invention can also be identified by adding exogenous 
ligands, or cocktails of ligands to two cells populations that are genetically identical except for 
the expression of the receptor of the invention: one cell population expresses the receptor of the 

20 invention whereas the other does not. The response of the two cell populations to the addition of 
ligands(s) are then compared. Alternatively, an expression library can be co-expressed with the 
polypeptide of the invention in cells and assayed for an autocrine response to identify potential 
Iigand(s). As still another example, BIAcore assays, gel overlay assays, or other methods known 

24 in the art can be used to identify binding partner polypeptides, including, (1) organic and 
inorganic chemical libraries, (2) natural product libraries, arid (3) combinatorial libraries 
comprised of random peptides, oligonucleotides or organic molecules. 

The role of downstream intracellular signaling molecules in the signaling cascade of the 

28 polypeptide of the invention can be determined. For example, a chimeric protein in which the 
cytoplasmic domain of the polypeptide of the invention is fused to the extracellular portion of a 
protein, whose ligand has been identified, is produced in a host cell. The cell is then incubated 
with the ligand specific for the extracellular portion of the chimeric protein, thereby activating 

32 the chimeric receptor. Known downstream proteins involved in intracellular signaling can then 
be assayed for expected modifications i.e. phosphorylation. Other methods known to those in the 
art can also be used to identify signaling molecules involved in receptor activity. 
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4.10.15 ANTI-INFLAMMATORY ACTIVITY 

Compositions of the present invention may also exhibit anti-inflammatory activity. The 
anti-inflammatory activity may be achieved by providing a stimulus to cells involved in the 
4 inflammatory response, by inhibiting or promoting cell-cell interactions (such as, for example, 
cell adhesion), by inhibiting or promoting chemotaxis of cells involved in the inflammatory 
process, inhibiting or promoting cell extravasation, or by stimulating or suppressing production 
of other factors which more directly inhibit or promote an inflammatory response. Compositions 
8 with such activities can be used to treat inflammatory conditions including chronic or acute 
conditions), including without limitation intimation associated with infection (such as septic 
shock, sepsis or systemic inflammatory response syndrome (SIRS)), ischemia-reperfusion injury, 
endotoxin lethality, arthritis, complement-mediated hyperacute rejection, nephritis, cytokine or 

12 chemokine-induced lung injury, inflammatory bowel disease, Crohn's disease or resulting from 
over production of cytokines such as TNF or IL-1 . Compositions of the invention may also be 
useful to treat anaphylaxis and hypersensitivity to an antigenic substance or material. 
Compositions of this invention may be utilized to prevent or treat conditions such as, but not 

16 limited to, sepsis, acute pancreatitis, endotoxin shock, cytokine induced shock, rheumatoid 
arthritis, chronic inflammatory arthritis, pancreatic cell damage from diabetes mellitus type 1, 
graft versus host disease, inflammatory bowel disease, inflamation associated with pulmonary 
disease, other autoimmune disease or inflammatory disease, an antiproliferative agent such as for 

20 acute or chronic mylegenous leukemia or in the prevention of premature labor secondary to 
intrauterine infections. 



4.10.16 LEUKEMIAS 

24 Leukemias and related disorders may be treated or prevented by administration of a 

therapeutic that promotes or inhibits function of the polynucleotides and/or polypeptides of the 
invention. Such leukemias and related disorders include but are not limited to acute leukemia, 
acute lymphocytic leukemia, acute myelocytic leukemia, myeloblastic, promyelocytic, 

28 myelomonocytic, monocytic, erythroleukemia, chronic leukemia, chronic myelocytic 

(granulocytic) leukemia and chronic lymphocytic leukemia (for a review of such disorders, see 
Fishman et al., 1985, Medicine, 2d Ed., J.B. Lippincott Co., Philadelphia). 

32 4.10.17 NERVOUS SYSTEM DISORDERS 

Nervous system disorders, involving cell types which can be tested for efficacy of 
intervention with compounds that modulate the activity of the polynucleotides and/or 
polypeptides of the invention, and which can be treated upon thus observing an indication of 
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therapeutic utility, include but are not limited to nervous system injuries, and diseases or 
disorders which result in either a disconnection of axons, a diminution or degeneration of 
neurons, or demyelination. Nervous system lesions which may be treated in a patient (including 
4 human and non-human mammalian patients) according to the invention include but are not 
limited to the following lesions of either the central (including spinal cord, brain) or peripheral 
nervous systems: 

(i) traumatic lesions, including lesions caused by physical injury or associated with 
8 surgery, for example, lesions which sever a portion of the nervous system, or compression 

injuries; 

(ii) ischemic lesions, in which a lack of oxygen in a portion of the nervous system 
results in neuronal injury or death, including cerebral infarction or ischemia, or spinal cord 

1 2 infarction or ischemia; 

(iii) infectious lesions, in which a portion of the nervous system is destroyed or 
injured as a result of infection, for example, by an abscess or associated with infection by human 
immunodeficiency virus, herpes zoster, or herpes simplex virus or with Lyme disease, 

1 6 tuberculosis, syphilis; 

(iv) degenerative lesions, in which a portion of the nervous system is destroyed or 
injured as a result of a degenerative process including but not limited to degeneration associated 
with Parkinson's disease, Alzheimer's disease, Huntington's chorea, or amyotrophic lateral 

20 sclerosis; 

(v) lesions associated with nutritional diseases or disorders, in which a portion of the 
nervous system is destroyed or injured by a nutritional disorder or disorder of metabolism 
including but not limited to, vitamin Bl 2 deficiency, folic acid deficiency, Wernicke disease, 

24 tobacco-alcohol amblyopia, Marchiafava-Bignami disease (primary degeneration of the corpus 
callosum), and alcoholic cerebellar degeneration; 

(vi) neurological lesions associated with systemic diseases including but not limited to 
diabetes (diabetic neuropathy, Bell's palsy), systemic lupus erythematosus, carcinoma, or 

28 sarcoidosis; 

(vii) lesions caused by toxic substances including alcohol, lead, or particular 
neurotoxins; and 

(viii) demyelinated lesions in which a portion of the nervous system is destroyed or 
32 injured by a demyelinating disease including but not limited to multiple sclerosis, human 

immunodeficiency virus-associated myelopathy, transverse myelopathy or various etiologies, 
progressive multifocal leukoencephalopathy, and central pontine myelinolysis. 
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Therapeutics which are useful according to the invention for treatment of a nervous 
system disorder may be selected by testing for biological activity in promoting the survival or 
differentiation of neurons. For example, and not by way of limitation, therapeutics which elicit 
4 any of the following effects may be useful according to the invention: 

(i) increased survival time of neurons in culture; 

(ii) increased sprouting of neurons in culture or in vivo; 

(iii) increased production of a neuron-associated molecule in culture or in vivo, e.g. , 
8 choline acetyltransferase or acetylcholinesterase with respect to motor neurons; or 

(iv) decreased symptoms of neuron dysfunction in vivo. 

Such effects may be measured by any method known in the art. In preferred, 
non-limiting embodiments, increased survival of neurons may be measured by the method set 

12 forth in Arakawa et al. (1990, J. Neurosci. 1 0:3507-351 5); increased sprouting of neurons may 
be detected by methods set forth in Pestronk et al. (1 980, Exp. Neurol. 70:65-82) or Brown et al 
(1981, Aim. Rev. Neurosci. 4:17-42); increased production of neuron-associated molecules may 
be measured by bioassay, enzymatic assay, antibody binding, Northern blot assay, etc., 

16 depending on the molecule to be measured; and motor neuron dysfunction may be measured by 
assessing the physical manifestation of motor neuron disorder, e.g., weakness, motor neuron 
conduction velocity, or functional disability. 

In specific embodiments, motor neuron disorders that may be treated according to the 

20 invention include but are not limited to disorders such as infarction, infection, exposure to toxin, 
trauma, surgical damage, degenerative disease or malignancy that may affect motor neurons as 
well as other components of the nervous system, as well as disorders that selectively affect 
neurons such as amyotrophic lateral sclerosis, and including but not limited to progressive spinal 

24 muscular atrophy, progressive bulbar palsy, primary lateral sclerosis, infantile and juvenile 
muscular atrophy, progressive bulbar paralysis of childhood (Fazio-Londe syndrome), . 
poliomyelitis and the post polio syndrome, and Hereditary Motorsensory Neuropathy 
(Charcot-Marie-Tooth Disease). 

28 

4.10.18 OTHER ACTIVITIES 

A polypeptide of the invention may also exhibit one or more of the following additional 
activities or effects: inhibiting the growth, infection or function of, or killing, infectious agents, 
32 including, without limitation, bacteria, viruses, fungi and other parasites; effecting (suppressing 
or enhancing) bodily characteristics, including, without limitation, height, weight, hair color, eye 
color, skin, fat to lean ratio or other tissue pigmentation, or organ or body part size or shape 
(such as, for example, breast augmentation or diminution, change in bone form or shape); 
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effecting biorhythms or circadian cycles or rhythms; effecting the fertility of male or female 
subjects; effecting the metabolism, catabolism, anabolism, processing, utilization, storage or 
elimination of dietary fat, lipid, protein, carbohydrate, vitamins, minerals, co-factors or other 
4 nutritional factors or component(s); effecting behavioral characteristics, including, without 
limitation, appetite, libido, stress, cognition (including cognitive disorders), depression 
(including depressive disorders) and violent behaviors; providing analgesic effects or other pain 
reducing effects; promoting differentiation and growth of embryonic stem cells in lineages other 
8 than hematopoietic lineages; hormonal or endocrine activity; in the case of enzymes, correcting 
deficiencies of the enzyme and treating deficiency-related diseases; treatment of 
hyperproliferative disorders (such as, for example, psoriasis); immunoglobulin-like activity (such 
as, for example, the ability to bind antigens or complement); and the ability to act as an antigen 
12 in a vaccine composition to raise an immune response against such protein or another material or 
entity which is cross-reactive with such protein. 

4 .10.19 IDENTIFICATION OF POLYMORPHISMS 

16 The demonstration of polymorphisms makes possible the identification of such 

polymorphisms in human subjects and the pharmacogenetic use of this information for diagnosis 
and treatment Such polymorphisms may be associated with, e.g., differential predisposition or 
susceptibility to various disease states (such as disorders involving inflammation or immune 

20 response) or a differential response to drug administration, and this genetic information can be 
used to tailor preventive or therapeutic treatment appropriately. For example, the existence of a 
polymorphism associated with a predisposition to inflammation or autoimmune disease makes 
possible the diagnosis of this condition in humans by identifying the presence of the 

24 polymorphism. 

Polymorphisms can be identified in a variety of ways known in the art which all 
generally involve obtaining a sample from a patient, analyzing DNA from the sample, optionally 
involving isolation or amplification of the DNA, and identifying the presence of the 

28 polymorphism in the DNA. For example, PCR may be used to amplify an appropriate fragment 
of genomic DNA which may then be sequenced. Alternatively, the DNA may be subjected to 
allele-specific oligonucleotide hybridization (in which appropriate oligonucleotides are 
hybridized to the DNA under conditions permitting detection of a single base mismatch) or to a 

32 single nucleotide extension assay (in which an oligonucleotide that hybridizes immediately 

adjacent to the position of the polymorphism is extended with one or more labeled nucleotides). 
In addition, traditional restriction fragment length polymorphism analysis (using restriction 
enzymes that provide differential digestion of the genomic DNA depending on the presence or 
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absence of the polymorphism) may be performed. Arrays with nucleotide sequences of the 
present invention can be used to detect polymorphisms. The array can comprise modified 
nucleotide sequences of the present invention in order to detect the nucleotide sequences of the 

4 present invention. In the alternative, any one of the nucleotide sequences of the present 
invention can be placed on the array to detect changes from those sequences. 

Alternatively a polymorphism resulting in a change in the amino acid sequence could 
also be detected by detecting a corresponding change in amino acid sequence of the protein, e.g., 

8 by an antibody specific to the variant sequence. 

4.10.20 ARTHRITIS AND INFLAMMATION 

The immunosuppressive effects of the compositions of the invention against rheumatoid 

12 arthritis is determined in an experimental animal model system. The experimental model system 
is adjuvant induced arthritis in rats, and the protocol is described by J. Holoshitz, et at., 1 983, 
Science, 219:56, or by B. Waksman et al., 1963, Int. Arch. Allergy Appl. Immunol., 23:129. 
Induction of the disease can be caused by a single injection, generally intradermally, of a 

16 suspension of killed Mycobacterium tuberculosis in complete Freund's adjuvant (CFA). The 
route of injection can vary, but rats may be injected at the base of the tail with an adjuvant 
mixture. The polypeptide is administered in phosphate buffered solution (PBS) at a dose of about 
1-5 mg/kg. The control consists of administering PBS only. 

20 The procedure for testing the effects of the test compound would consist of intradermally 

injecting killed Mycobacterium tuberculosis in CFA followed by immediately administering the 
test compound and subsequent treatment every other day until day 24. At 14, 15, 18, 20, 22, and 
24 days after injection of Mycobacterium CFA, an overall arthritis score may be obtained as 

24 described by J. Holoskitz above. An analysis of the data would reveal that the test compound 
would have a dramatic affect on the swelling of the joints as measured by a decrease of the 
arthritis score. 

28 4.11 THERAPEUTIC METHODS 

The compositions (including polypeptide fragments, analogs, variants and antibodies or 
other binding partners or modulators including antisense polynucleotides) of the invention have 
numerous applications in a variety of therapeutic methods. Examples of therapeutic applications 
32 include, but are not limited to, those exemplified herein. 

4.11.1 EXAMPLE 
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One embodiment of the invention is the administration of an effective amount of the 
polypeptides or other composition of the invention to individuals affected by a disease or 
disorder that can be modulated by regulating the peptides of the invention. While the mode of 
4 administration is not particularly important, parenteral administration is preferred. An 
exemplary mode of administration is to deliver an intravenous bolus. The dosage of the 
polypeptides or other composition of the invention will normally be determined by the 
prescribing physician. It is to be expected that the dosage will vary according to the age, weight, 
8 condition and response of the individual patient. Typically, the amount of polypeptide 

administered per dose will be in the range of about 0.01)ig/kg to 100 mg/kg of body weight, with 
the preferred dose being about 0. 1 fig/kg to 1 0 mg/kg of patient body weight. For parenteral 
administration, polypeptides of the invention will be formulated in an injectable form combined 

12 with a pharmaceutical^ acceptable parenteral vehicle. Such vehicles are well known in the art 
and examples include water, saline. Ringer's solution, dextrose solution, and solutions consisting 
of small amounts of the human serum albumin. The vehicle may contain minor amounts of 
additives that maintain the isotonicity and stability of the polypeptide or other active ingredient. 

16 The preparation of such solutions is within the skill of the art. 

4.12 PHARMACEUTICAL FORMULATIONS AND ROUTES OF 
ADMINISTRATION 

20 A protein or other composition of the present invention (from whatever source derived, 

including without limitation from recombinant and non-recombinant sources and including 
antibodies and other binding partners of the polypeptides of the invention) may be administered 
to a patient in need, by itself, or in pharmaceutical compositions where it is mixed with suitable 

24 carriers or excipient(s) at doses to treat or ameliorate a variety of disorders. Such a composition 
may optionally contain (in addition to protein or other active ingredient and a carrier) diluents, 
fillers, salts, buffers, stabilizers, solubilizers, and other materials well known in the art. The term 
"pharmaceutical^ acceptable" means a non-toxic material that does not interfere with the 

28 effectiveness of the biological activity of the active ingredient(s). The characteristics of the 
carrier will depend on the route of administration. The pharmaceutical composition of the 
invention may also contain cytokines, lymphokines, or other hematopoietic factors such as 
M-CSF, GM-CSF, TNF. IL-1, IL-2, IL-3, IL-4, IL-5, IL-6, IL-7, IL-8, IL-9, IL-10, IL-1 1, IL-12, 

32 EL-13, IL-14, IL-15, IFN, TNF0, TNF1, TNF2, G-CSF, Meg-CSF, thrombopoietin, stem cell 
factor, and erythropoietin. In further compositions, proteins of the invention may be combined 
with other agents beneficial to the treatment of the disease or disorder in question. These agents 
include various growth factors such as epidermal growth factor (EGF), platelet-derived growth 
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factor (PDGF), transforming growth factors (TGF-a and TGF-p), insulin-like growth factor 
(IGF), as well as cytokines described herein. 

The pharmaceutical composition may further contain other agents which either enhance 
4 the activity of the protein or other active ingredient or complement its activity or use in 
treatment. Such additional factors and/or agents may be included in the pharmaceutical 
composition to produce a synergistic effect with protein or other active ingredient of the 
invention, or to minimize side effects. Conversely, protein or other active ingredient of the 
8 present invention may be included in formulations of the particular clotting factor, cytokine, 
lymphokine, other hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti- 
inflammatory agent to minimize side effects of the clotting factor, cytokine, lymphokine, other 
hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti-inflammatory agent (such as 
- 12 IL-IRa, IL-1 Hyl, IL-1 Hy2, anti-TNF, corticosteroids, immunosuppressive agents). A protein 
of the present invention may be active in multimers (e.g., heterodimers or homodimers) or 
complexes with itself or other proteins. As a result, pharmaceutical compositions of the 
invention may comprise a protein of the invention in such multimeric or complexed form. 

16 As an alternative to being included in a pharmaceutical composition of the invention 

including a first protein, a second protein or a therapeutic agent may be concurrently 
administered with the first protein (e.g., at the same time, or at differing times provided that 
therapeutic concentrations of the combination of agents is achieved at the treatment site). 

20 Techniques for formulation and administration of the compounds of the instant application may 
be found in "Remington's Pharmaceutical Sciences," Mack Publishing Co., Easton, PA, latest 
edition. A therapeutically effective dose further refers to that amount of the compound sufficient 
to result in amelioration of symptoms, e.g., treatment, healing, prevention or amelioration of the 

24 relevant medical condition, or an increase in rate of treatment, healing, prevention or 

amelioration of such conditions. When applied to an individual active ingredient, administered 
alone, a therapeutically effective dose refers to that ingredient alone. When applied to a 
combination, a therapeutically effective dose refers to combined amounts of the active 

28 ingredients that result in the therapeutic effect, whether administered in combination, serially or 
simultaneously. 

In practicing the method of treatment or use of the present invention, a therapeutically 
effective amount of protein or other active ingredient of the present invention is administered to 
32 a mammal having a condition to be treated. Protein or other active ingredient of the present 

invention may be administered in accordance with the method of the invention either alone or in 
combination with other therapies such as treatments employing cytokines, lymphokines or other 
hematopoietic factors. When co- administered with one or more cytokines, lymphokines or other 
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hematopoietic factors, protein or other active ingredient of the present invention may be 
administered either simultaneously with the cytokine(s), lymphokine(s), other hematopoietic 
factoids), thrombolytic or antithrombotic factors, or sequentially. If administered sequentially, 
4 the attending physician will decide on the appropriate sequence of administering protein or other 
active ingredient of the present invention in combination with cytokine(s), lymphokine(s), other 
hematopoietic factor(s), thrombolytic or antithrombotic factors. 

8 4.12.1 ROUTES OF ADMINISTRATION 

Suitable routes of administration may, for example, include oral, rectal, transmucosal. or 
intestinal administration; parenteral delivery, including intramuscular, subcutaneous, 
intramedullary injections, as well as intrathecal, direct intraventricular, intravenous, 

12 intraperitoneal, intranasal, or intraocular injections. Administration of protein or other active 
ingredient of the present invention used in the pharmaceutical composition or to practice the 
method of the present invention can be carried out in a variety of conventional ways ? such as oral 
ingestion, inhalation, topical application or cutaneous, subcutaneous, intraperitoneal, parenteral 

16 or intravenous injection. Intravenous administration to the patient is preferred. 

Alternately, one may administer the compound in a local rather than systemic manner, for 
example, via injection of the compound directly into a arthritic joints or in fibrotic tissue, often 
in a depot or sustained release formulation. In order to prevent the scarring process frequently 

20 occurring as complication of glaucoma surgery, the compounds may be administered topically, 
, for example, as eye drops. Furthermore, one may administer the drug in a targeted drug delivery 
system, for example, in a liposome coated with a specific antibody, targeting, for example, 
arthritic or fibrotic tissue. The liposomes will be targeted to and taken up selectively by the 

24 afflicted tissue. 

The polypeptides of the invention are administered by any route that delivers an effective 
dosage to the desired site of action. The determination of a suitable route of administration and 
an effective dosage for a particular indication is within the level of skill in the art. Preferably for 
28 wound treatment, one administers the therapeutic compound directly to the site. Suitable dosage 
ranges for the polypeptides of the invention can be extrapolated from these dosages or from 
similar studies in appropriate animal models. Dosages can then be adjusted as necessary by the 
clinician to provide maximal therapeutic benefit. 

32 

4.12.2 COMPOSITIONS/FORMULATIONS 

Pharmaceutical compositions for use in accordance with the present invention thus may 
be formulated in a conventional manner using one or more physiologically acceptable carriers 



65 



WO 01/64835 



PCT/US01/04927 



comprising excipients and auxiliaries which facilitate processing of the active compounds into 
preparations which can be used pharmaceutical^. These pharmaceutical compositions may be 
manufactured in a maimer that is itself known, e.g., by means of conventional mixing, 
4 dissolving, granulating, dragee-making, levigating, emulsifying, encapsulating, entrapping or 
lyophilizing processes. Proper formulation is dependent upon the route of administration 
chosen. When a therapeutically effective amount of protein or other active ingredient of the 
present invention is administered orally, protein or other active ingredient of the present 
8 invention will be in the form of a tablet, capsule, powder, solution or elixir. When administered 
in tablet form, the pharmaceutical composition of the invention may additionally contain a solid 
carrier such as a gelatin or an adjuvant. The tablet, capsule, and powder contain from about 5 to 
95% protein or other active ingredient of the present invention, and preferably from about 25 to 

12 90% protein or other active ingredient of the present invention. When administered in liquid 
form, a liquid carrier such as water, petroleum, oils of animal or plant origin such as peanut oil, 
mineral oil, soybean oil, or sesame oil, or synthetic oils may be added. The liquid form of the 
pharmaceutical composition may further contain physiological saline solution, dextrose or other 

16 saccharide solution, or glycols such as ethylene glycol, propylene glycol or polyethylene glycol. 
When administered in liquid form, the pharmaceutical composition contains from about 0.5 to 
90% by weight of protein or other active ingredient of the present invention, and preferably from 
about 1 to 50% protein or other active ingredient of the present invention. 

20 When a therapeutically effective amount of protein or other active ingredient of the 

present invention is administered by intravenous, cutaneous or subcutaneous injection, protein or 
other active ingredient of the present invention will be in the form of a pyrogen-free, parenterally 
acceptable aqueous solution. The preparation of such parenterally acceptable protein or other 

24 active ingredient solutions, having due regard to pH, isotdnicity, stability, and the like, is within 
the skill in the art. A preferred pharmaceutical composition for intravenous, cutaneous, or 
subcutaneous injection should contain, in addition to protein or other active ingredient of the 
present invention, an isotonic vehicle such as Sodium Chloride Injection, Ringer's Injection, 

28 Dextrose Injection, Dextrose and Sodium Chloride Injection, Lactated Ringer's Injection, or 

other vehicle as known in the art. The pharmaceutical composition of the present invention may 
also contain stabilizers, preservatives, buffers, antioxidants, or other additives known to those of 
skill in the art. For injection, the agents of the invention may be formulated in aqueous 

32 solutions, preferably in physiologically compatible buffers such as Hanks's solution, Ringer's 
solution, or physiological saline buffer. For transmucosal administration, penetrants appropriate 
to the barrier to be permeated are used in the formulation. Such penetrants are generally known 
in the art. 
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For oral administration, the compounds can be formulated readily by combining the 
active compounds with pharmaceutically acceptable carriers well known in the art. Such carriers 
enable the compounds of the invention to be formulated as tablets, pills, dragees, capsules, 
4 liquids, gels, syrups, slurries, suspensions and the like, for oral ingestion by a patient to be 
treated. Pharmaceutical preparations for oral use can be obtained from a solid excipient, 
optionally grinding a resulting mixture, and processing the mixture of granules, after adding 
suitable auxiliaries, if desired, to obtain tablets or dragee cores. Suitable excipients are, in 
8 particular, fillers such as sugars, including lactose, sucrose, mannitol, or sorbitol; cellulose 

preparations such as, for example, maize starch, wheat starch, rice starch, potato starch, gelatin, 
gum tragacanth, methyl cellulose, hydroxypropylmethyl-cellulose, sodium 
carboxymethylcellulose, and/or polyvinylpyrrolidone (PVP). If desired, disintegrating agents 

12 may be added, such as the cross-linked polyvinyl pyrrolidone, agar, or alginic acid or a salt 
thereof such as sodium alginate. Dragee cores are provided with suitable coatings. For this 
purpose, concentrated sugar solutions may be used, which may optionally contain gum arabic, 
talc, polyvinyl pyrrolidone, carbopol gel, polyethylene glycol, and/or titanium dioxide, lacquer 

16 solutions, and suitable organic solvents or solvent mixtures. Dyestuffs or pigments may be 

added to the tablets or dragee coatings for identification or to characterize different combinations 
of active compound doses. 

Pharmaceutical preparations which can be used orally include push-fit capsules made of 

20 gelatin, as well as soft, sealed capsules made of gelatin and a plasticizer, such as glycerol or 

sorbitol. The push-fit capsules can contain the active ingredients in admixture with filler such as 
lactose, binders such as starches, and/or lubricants such as talc or magnesium stearate and, 
optionally, stabilizers. In soft capsules, the active compounds may be dissolved or suspended in 

24 suitable liquids, such as fatty oils, liquid paraffin, or liquid polyethylene glycols. In addition, 
stabilizers may be added. All formulations for oral administration should be in dosages suitable 
for such administration. For buccal administration, the compositions may take the form of 
tablets or lozenges formulated in conventional manner. 

28 For administration by inhalation, the compounds for use according to the present 

invention are conveniently delivered in the form of an aerosol spray presentation from 
pressurized packs or a nebuliser, with the use of a suitable propellant, e.g. , 
dichlorodifluoromethane, trichlorofluoromethane, dichlorotetrafluoroethane, carbon dioxide or 

32 other suitable gas. In the case of a pressurized aerosol the dosage unit may be determined by 
providing a valve to deliver a metered amount. Capsules and cartridges of e.g., gelatin for use 
in an inhaler or insufflator may be formulated containing a powder mix of the compound and a 
suitable powder base such as lactose or starch. The compounds may be formulated for parenteral 
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administration by injection, e.g., by bolus injection or continuous infusion. Formulations for 
injection may be presented in unit dosage form, e.g., in ampules or in multi-dose containers, with 
an added preservative. The compositions may take such forms as suspensions, solutions or 
4 emulsions in oily or aqueous vehicles, and may contain formulatory agents such as suspending, 
stabilizing and/or dispersing agents. 

Pharmaceutical formulations for parenteral administration include aqueous solutions of 
the active compounds in water-soluble form. Additionally, suspensions of the active compounds 
8 may be prepared as appropriate oily injection suspensions. Suitable lipophilic solvents or 

vehicles include fatty oils such as sesame oil, or synthetic fatty acid esters, such as ethyl oleate or 
triglycerides, or liposomes. Aqueous injection suspensions may contain substances which 
increase the viscosity of the suspension, such as sodium carboxymethyl cellulose, sorbitol, or 

12 dextran. Optionally, the suspension may also contain suitable stabilizers or agents which 
increase the solubility of the compounds to allow for the preparation of highly concentrated 
solutions. Alternatively, the active ingredient may be in powder form for constitution with a 
suitable vehicle, e.g., sterile pyrogen-free water, before use. 

16 The compounds may also be formulated in rectal compositions such as suppositories or 

retention enemas, e.g., containing conventional suppository bases such as cocoa butter or other 
glycerides. In addition to the formulations described previously, the compounds may also be 
formulated as a depot preparation. Such long acting formulations may be administered by 

20 implantation (for example subcutaneously or intramuscularly) or by intramuscular injection. 
Thus, for example, the compounds may be formulated with suitable polymeric or hydrophobic 
materials (for example as an emulsion in an acceptable oil) or ion exchange resins, or as 
sparingly soluble derivatives, for example, as a sparingly soluble salt. 

24 A pharmaceutical carrier for the hydrophobic compounds of the invention is a co-solvent 

system comprising benzyl alcohol, a nonpolar surfactant, a water-miscible organic polymer, and 
an aqueous phase. The co-solvent system may be the VPD co-solvent system. VPD is a solution 
of 3% w/v benzyl alcohol, 8% w/v of the nonpolar surfactant polysorbate 80, and 65% w/v 

28 polyethylene glycol 300, made up to volume in absolute ethanol. The VPD co-solvent system 
(VPD:5W) consists of VPD diluted 1:1 with a 5% dextrose in water solution. This co-solvent 
system dissolves hydrophobic compounds well, and itself produces low toxicity upon systemic 
administration. Naturally, the proportions of a co-solvent system may be varied considerably 

32 without destroying its solubility and toxicity characteristics. Furthermore, the identity of the 

co-solvent components may be varied: for example, other low-toxicity nonpolar surfactants may 
be used instead of polysorbate 80; the fraction size of polyethylene glycol may be varied; other 
biocompatible polymers may replace polyethylene glycol, e.g. polyvinyl pyrrolidone; and other 
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sugars or polysaccharides may substitute for dextrose. Alternatively, other delivery systems for 
hydrophobic pharmaceutical compounds may be employed. Liposomes and emulsions are well 
known examples of delivery vehicles or carriers for hydrophobic drugs. Certain organic solvents 

4 such as dimethylsulfoxide also may be employed, although usually at the cost of greater toxicity. 
Additionally, the compounds may be delivered using a sustained-release system, such as 
semipermeable matrices of solid hydrophobic polymers containing the therapeutic agent. 
Various types of sustained-release materials have been established and are well known by those 
8 skilled in the art. Sustained-release capsules may, depending on their chemical nature, release the 
compounds for a few weeks up to over 100 days. Depending on the chemical nature and the 
biological stability of the therapeutic reagent, additional strategies for protein or other active 
ingredient stabilization may be employed. 

12 The pharmaceutical compositions also may comprise suitable solid or gel phase carriers 

or excipients. Examples of such carriers or excipients include but are not limited to calcium 
carbonate, calcium phosphate, various sugars, starches, cellulose derivatives, gelatin, and 
polymers such as polyethylene glycols. Many of the active ingredients of the invention may be 

16 provided as salts with pharmaceutical^ compatible counter ions. Such pharmaceutically 
acceptable base addition salts are those salts which retain the biological effectiveness and 
properties of the free acids and which are obtained by reaction with inorganic or organic bases 
such as sodium hydroxide, magnesium hydroxide, ammonia, trialkylamine, dialkylamine, 

20 monoalkylamine, dibasic amino acids, sodium acetate, potassium benzoate, triethanol amine and 
the like. 

The pharmaceutical composition of the invention may be in the form of a complex of the 
protein(s) or other active ingredient(s) of present invention along with protein or peptide 

24 antigens. The protein and/or peptide antigen will deliver a stimulatory signal to both B and T 
lymphocytes. B lymphocytes will respond to antigen through their surface immunoglobulin 
receptor. T lymphocytes will respond to antigen through the T cell receptor (TCR) following 
presentation of the antigen by MHC proteins. MHC and structurally related proteins including 

28 those encoded by class I and class II MHC genes on host cells will serve to present the peptide 
antigen(s) to T lymphocytes. The antigen components could also be supplied as purified 
MHC-peptide complexes alone or with co-stimulatory molecules that can directly signal T cells. 
Alternatively antibodies able to bind surface immunoglobulin and other molecules on B cells as 

32 well as antibodies able to bind the TCR and other molecules on T cells can be combined with the 
pharmaceutical composition of the invention. 

The pharmaceutical composition of the invention may be in the form of a liposome in 
which protein of the present invention is combined, in addition to other pharmaceutically 
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acceptable carriers, with amphipathic agents such as lipids which exist in aggregated form as 
micelles, insoluble monolayers, liquid crystals, or lamellar layers in aqueous solution. Suitable 
lipids for liposomal formulation include, without limitation, monoglycerides, diglycerides, 
4 sulfatides, lysolecithins, phospholipids, saponin, bile acids, and the like. Preparation of such 
liposomal formulations is within the level of skill in the art, as disclosed, for example, in U.S. 
Patent Nos. 4,235,871; 4,501,728; 4,837,028; and 4,737,323, all of which are incorporated 
herein by reference. 

8 The amount of protein or other active ingredient of the present invention in the 

pharmaceutical composition of the present invention will depend upon the nature and severity of 
the condition being treated, and on the nature of prior treatments which the patient has 
undergone. Ultimately, the attending physician will decide the amount of protein or other active 

12 ingredient of the present invention with which to treat each individual patient. Initially, the 

attending physician will administer low doses of protein or other active ingredient of the present 
invention and observe the patient's response. Larger doses of protein or other active ingredient 
of the present invention may be administered until the optimal therapeutic effect is obtained for 

16 the patient, and at that point the dosage is not increased further. It is contemplated that the 

various pharmaceutical compositions used to practice the method of the present invention should 
contain about 0.01 \ig to about 100 mg (preferably about 0.1 \xg to about 10 mg, more preferably 
about 0.1 |ig to about 1 mg) of protein or other active ingredient of the present invention per kg 

20 body weight. For compositions of the present invention which are useful for bone, cartilage, 

tendon or ligament regeneration, the therapeutic method includes administering the composition 
topically, systematically, or locally as an implant or device. When administered, the therapeutic 
composition for use in this invention is, of course, in a pyrpgen-free, physiologically acceptable 

24 form. Further, the composition may desirably be encapsulated or injected in a viscous form for 
delivery to the site of bone, cartilage or tissue damage. Topical administration may be suitable 
for wound healing and tissue repair. Therapeutically useful agents other than a protein or other 
active ingredient of the invention which may also optionally be included in the composition as 

28 described above, may alternatively or additionally, be administered simultaneously or 

sequentially with the composition in the methods of the invention. Preferably for bone and/or 
cartilage formation, the composition would include a matrix capable of delivering the 
protein-containing or other active ingredient-containing composition to the site of bone and/or 

32 cartilage damage, providing a structure for the developing bone and cartilage and optimally 

capable of being resorbed into the body. Such matrices may be formed of materials presently in 
use for other implanted medical applications. 
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The choice of matrix material is based on biocompatibility, biodegradability, mechanical 
properties, cosmetic appearance and interface properties. The particular application of the 
compositions will define the appropriate formulation. Potential matrices for the compositions 
4 may be biodegradable and chemically defined calcium sulfate, tricalcium phosphate, 

hydroxyapatite, polylactic acid, polyglycolic acid and polyanhydrides. Other potential materials 
are biodegradable and biologically well-defined, such as bone or dermal collagen. Further 
matrices are comprised of pure proteins or extracellular matrix components. Other potential 
8 matrices are nonbiodegradable and chemically defined, such as sintered hydroxyapatite, bioglass, 
aluminates, or other ceramics. Matrices may be comprised of combinations of any of the above 
mentioned types of material, such as polylactic acid and hydroxyapatite or collagen and 
tricalcium phosphate. The bioceramics may be altered in composition, such as in 

12 calcium-aluminate-phosphate and processing to alter pore size, particle size, particle shape, and 
biodegradability. Presently preferred is a 50:50 (mole weight) copolymer of lactic acid and 
glycolic acid in the form of porous particles having diameters ranging from 1 50 to 800 microns. 
In some applications, it will be useful to utilize a sequestering agent, such as carboxymethyl 

16 cellulose or autologous blood clot, to prevent the protein compositions from disassociating from 
the matrix. 

A preferred family of sequestering agents is cellulosic materials such as alkylcelluloses 
(including hydroxyalkylcelluloses), including methylcellulose, ethylcellulose, 

20 hydroxyethylcellulose, hydroxypropylcellulose, hydroxypropyl-methylcellulose, and 

carboxymethylcellulose, the most preferred being cationic salts of carboxymethylcellulose 
(CMC). Other preferred sequestering agents include hyaluronic acid, sodium alginate, 
poly(ethylene glycol), polyoxyethylene oxide, carboxyvinyl polymer and polyvinyl alcohol). 

24 The amount of sequestering agent useful herein is 0.5-20 wt %, preferably 1-10 wt % based on 
total formulation weight, which represents the amount necessary to prevent desorption of the 
protein from the polymer matrix and to provide appropriate handling of the composition, yet not 
so much that the progenitor cells are prevented from infiltrating the matrix, thereby providing the 

28 protein the opportunity to assist the osteogenic activity of the progenitor cells. In further 

compositions, proteins or other active ingredients of the invention may be combined with other 
agents beneficial to the treatment of the bone and/or cartilage defect, wound, or tissue in 
question. These agents include various growth factors such as epidermal growth factor (EGF), 

32 platelet derived growth factor (PDGF), transforming growth factors (TGF-a and TGF-(5), and 
insulin-like growth factor (IGF). 

The therapeutic compositions are also presently valuable for veterinary applications. 
Particularly domestic animals and thoroughbred horses, in addition to humans, are desired 
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patients for such treatment with proteins or other active ingredients of the present invention. The 
dosage regimen of a protein-containing pharmaceutical composition to be used in tissue 
regeneration will be determined by the attending physician considering various factors which 

4 modify the action of the proteins, e.g., amount of tissue weight desired to be formed, the site of 
damage, the condition of the damaged tissue, the size of a wound, type of damaged tissue (e.g., 
bone), the patient's age, sex, and diet, the severity of any infection, time of administration and 
other clinical factors. The dosage may vary with the type of matrix used in the reconstitution 
8 and with inclusion of other proteins in the pharmaceutical composition. For example, the 

addition of other known growth factors, such as IGF I (insulin like growth factor I), to the final 
composition, may also effect the dosage. Progress can be monitored by periodic assessment of 
tissue/bone growth and/or repair, for example, X-rays, histomorphometric determinations and 

1 2 tetracycline labeling. 

Polynucleotides of the present invention can also be used for gene therapy. Such 
polynucleotides can be introduced either in vivo or ex vivo into cells for expression in a 
mammalian subject. Polynucleotides of the invention may also be administered by other known 

16 methods for introduction of nucleic acid into a cell or organism (including, without limitation, in 
the form of viral vectors or naked DNA). Cells may also be cultured ex vivo in the presence of 
proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 

20 

4.12.3 EFFECTIVE DOSAGE 

Pharmaceutical compositions suitable for use in the present invention include 
compositions wherein the active ingredients are contained in an effective amount to achieve its 

24 intended purpose. More specifically, a therapeutically effective amount means an amount 

effective to prevent development of or to alleviate the existing symptoms of the subject being 
treated. Determination of the effective amount is well within the capability of those skilled in 
the art, especially in light of the detailed disclosure provided herein. For any compound used in 

28 the method of the invention, the therapeutically effective dose can be estimated initially from 

appropriate in vitro assays. For example, a dose can be formulated in animal models to achieve a 
circulating concentration range that can be used to more accurately determine useful doses in 
humans. For example, a dose can be formulated in animal models to achieve a circulating 

32 concentration range that includes the IC 5 o as determined in cell culture (i.e., the concentration of 
the test compound which achieves a half-maximal inhibition of the protein's biological activity). 
Such information can be used to more accurately determine useful doses in humans. 
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A therapeutically effective dose refers to that amount of the compound that results in 
amelioration of symptoms or a prolongation of survival in a patient. Toxicity and therapeutic 
efficacy of such compounds can be determined by standard pharmaceutical procedures in cell 
4 cultures or experimental animals, e.g., for determining the LD50 (the dose lethal to 50% of the 
population) and the ED50 (the dose therapeutically effective in 50% of the population). The dose 
ratio between toxic and therapeutic effects is the therapeutic index and it can be expressed as the 
ratio between LD50 and EDso- Compounds which exhibit high therapeutic indices are preferred. 
8 The data obtained from these cell culture assays and animal studies can be used in formulating a 
range of dosage for use in human. The dosage of such compounds lies preferably within a range 
of circulating concentrations that include the ED50 with little or no toxicity. The dosage may 
vary within this range depending upon the dosage form employed and the route of administration 

1 2 utilized. The exact formulation, route of administration and dosage can be chosen by the 
individual physician in view of the patient's condition. See, e.g., Fingl et al., 1975, in 'The 
Pharmacological Basis of Therapeutics", Ch. 1 p.l. Dosage amount and interval may be adjusted 
individually to provide plasma levels of the active moiety which are sufficient to maintain the 

16 desired effects, or minimal effective concentration (MEC). The MEC will vary for each 

compound but can be estimated from in vifro data. Dosages necessary to achieve the MEC will 
depend on individual characteristics and route of administration. However, HPLC assays or 
bioassays can be used to determine plasma concentrations. 

20 Dosage intervals can also be determined using MEC value. Compounds should be 

administered using a regimen which maintains plasma levels above the MEC for 10-90% of the 
time, preferably between 30-90% and most preferably between 50-90%. In cases of local 
administration or selective uptake, the effective local concentration of the drug may not be 

24 related to plasma concentration. 

An exemplary dosage regimen for polypeptides or other compositions of the invention 
will be in the range of about 0.01 fig/kg to 100 mg/kg of body weight daily, with the preferred 
dose being about 0. 1 ng/kg to 25 mg/kg of patient body weight daily, varying in adults and 

28 children. Dosing may be once daily, or equivalent doses may be delivered at longer or shorter 
intervals. 

The amount of composition administered will, of course, be dependent on the subject 
being treated, on the subject's age and weight, the severity of the affliction, the manner of 
32 administration and the judgment of the prescribing physician. 

4.12.4 PACKAGING 
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The compositions may, if desired, be presented in a pack or dispenser device which may 
contain one or more unit dosage forms containing the active ingredient. The pack may, for 
example, comprise metal or plastic foil, such as a blister pack. The pack or dispenser device may 
4 be accompanied by instructions for administration. Compositions comprising a compound of the 
invention formulated in a compatible pharmaceutical carrier may also be prepared, placed in an 
appropriate container, and labeled for treatment of an indicated condition. 

8 4.13 ANTIBODIES 

Also included in the invention are antibodies to proteins, or fragments of proteins of the 
invention. The term "antibody" as used herein refers to immunoglobulin molecules and 
immunologically active portions of immunoglobulin (Ig) molecules, le., molecules that contain 

12 an antigen binding site that specifically binds (immunoreacts with) an antigen. Such antibodies 
include, but are not limited to, polyclonal, monoclonal, chimeric, single chain, F a b» F a b' and F( a b , )2 
fragments, and an F ab expression library. In general, an antibody molecule obtained from 
humans relates to any of the classes IgG, IgM, IgA, IgE and IgD, which differ from one another 

16 by the nature of the heavy chain present in the molecule. Certain classes have subclasses as well, 
such as IgGj, IgG2, and others. Furthermore, in humans, the light chain may be a kappa chain or 
a lambda chain. Reference herein to antibodies includes a reference to all such classes, 
subclasses and types of human antibody species. 

20 An isolated related protein of the invention may be intended to serve as an antigen, or a 

portion or fragment thereof, and additionally can be used as an immunogen to generate 
antibodies that immunospecifically bind the antigen, using standard techniques for polyclonal 
and monoclonal antibody preparation. The full-length protein can be used or^ alternatively, the 

24 invention provides antigenic peptide fragments of the antigen for use as immunogens. An 

antigenic peptide fragment comprises at least 6 amino acid residues of the amino acid sequence 
of the full length protein, (for example the amino acid sequence shown in SEQ ID NO: 1351), 
and encompasses an epitope thereof such that an antibody raised against the peptide forms a 

28 specific immune complex with the full length protein or with any fragment that contains the 
epitope. Preferably, the antigenic peptide comprises at least 10 amino acid residues, or at least 
1 5 amino acid residues, or at least 20 amino acid residues, or at least 30 amino acid residues. 
Preferred epitopes encompassed by the antigenic peptide are regions of the protein that are 

32 located on its surface; commonly these are hydrophilic regions. 

In certain embodiments of the invention, at least one epitope encompassed by the 
antigenic peptide is a region of -related protein that is located on the surface of the protein, e.g., a 
hydrophilic region. A hydrophobicity analysis of the human related protein sequence will 
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indicate which regions of a related protein are particularly hydrophilic and, therefore, are likely 
to encode surface residues useful for targeting antibody production. As a means for targeting 
antibody production, hydropathy plots showing regions of hydrophilicity and hydrophobicity 
4 may be generated by any method well known in the art, including, for example, the Kyte 

Doolittle or the Hopp Woods methods, either with or without Fourier transformation. See, e.g., 
Hopp and Woods, 1981, Proc. Nat. Acad. Set. USA 78: 3824-3828; Kyte and Doolittle 1982, 1 
Mol. Biol. 157: 105-142, each of which is incorporated herein by reference in its entirety. 
8 Antibodies that are specific for one or more domains within an antigenic protein, or derivatives, 
fragments, analogs or homologs thereof, are also provided herein. 

A protein of the invention, or a derivative, fragment, analog, homolog or ortholog 
thereof, may be utilized as an immunogen in the generation of antibodies that 
12 immunospecifically bind these protein components. 

Various procedures known within the art may be used for the production of polyclonal or 
monoclonal antibodies directed against a protein of the invention, or against derivatives, 
fragments, analogs homologs or orthologs thereof (see; for example, Antibodies: A Laboratory' 
16 Manual, Harlow E, and Lane D, 1 988, Cold Spring Harbor Laboratory Press, Cold Spring 

Harbor, NY, incorporated herein by reference). Some of these antibodies are discussed below. 

5.13.1 Polyclonal Antibodies 

20 For the production of polyclonal antibodies, various suitable host animals {e.g., rabbit, 

goat, mouse or other mammal) may be immunized by one or more injections with the native 
protein, a synthetic variant thereof, or a derivative of the foregoing. An appropriate 
immunogenic preparation can contain, for example, the naturally occurring immunogenic 

24 protein, a chemically synthesized polypeptide representing the immunogenic protein, or a 

recombinantly expressed immunogenic protein. Furthermore, the protein may be conjugated to 
a second protein known to be immunogenic in the mammal being immunized. Examples of such 
immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum albumin, 

28 bovine thyroglobulin, and soybean trypsin inhibitor. The preparation can fiirther include an 
adjuvant. Various adjuvants used to increase the immunological response include, but are not 
limited to, Freund's (complete and incomplete), mineral gels (e.g., aluminum hydroxide), surface 
active substances (e.g., lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, 

32 dinitrophenol, etc.), adjuvants usable in humans such as Bacille Calmette-Guerin and 

Corynebacterium parvum, or similar immunostimulatory agents. Additional examples of 
adjuvants which can be employed include MPL-TDM adjuvant (monophosphoryl Lipid A, 
synthetic trehalose dicorynomycolate). 
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The polyclonal antibody molecules directed against the immunogenic protein can be 
isolated from the mammal (e.g., from the blood) and further purified by well known techniques, 
such as affinity chromatography using protein A or protein G 3 which provide primarily the IgG 

4 fraction of immune serum. Subsequently, or alternatively, the specific antigen which is the 
target of the immunoglobulin sought, or an epitope thereof, may be immobilized on a column to 
purify the immune specific antibody by immunoaffinity chromatography. Purification of 
immunoglobulins is discussed, for example, by D. Wilkinson (The Scientist, published by The 

8 Scientist, Inc., Philadelphia PA, Vol. 1 4, No. 8 (April 1 7, 2000), pp. 25-28). 

5.13.2 Monoclonal Antibodies 

The term "monoclonal antibody" (MAb) or "monoclonal antibody composition' 1 , as used 

12 herein, refers to a population of antibody molecules that contain only one molecular species of 
antibody molecule consisting of a unique light chain gene product and a unique heavy chain 
gene product. In particular, the complementarity determining regions (CDRs) of the monoclonal 
antibody are identical in all the molecules of the population. MAbs thus contain an antigen 

16 binding site capable of immunoreacting with a particular epitope of the antigen characterized by 
a unique binding affinity for it. 

Monoclonal antibodies can be prepared using hybridoma methods, such as those 
described by Kohler and Milstein, Nature, 256:495 (1 975). In a hybridoma method, a mouse, 

20 hamster, or other appropriate host animal, is typically immunized with an immunizing agent to 
elicit lymphocytes that produce or are capable of producing antibodies that will specifically bind 
to the immunizing agent Alternatively, the lymphocytes can be immunized in vitro. 

The immunizing agent will typically include the protein antigen, a fragment thereof or a 

24 fusion protein thereof Generally, either peripheral blood lymphocytes are used if cells of human 
origin are desired, or spleen cells or lymph node cells are used if non-human mammalian sources 
are desired. The lymphocytes are then fused with an immortalized cell line using a suitable 
fusing agent, such as polyethylene glycol, to form a hybridoma cell (Goding, Monoclonal 

28 Antibodies: Principles and Practice, Academic Press, (1986) pp. 59-1 03). Immortalized cell 

lines are usually transformed mammalian cells, particularly myeloma cells of rodent, bovine and 
human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridoma cells can 
be cultured in a suitable culture medium that preferably contains one or more substances that 

32 inhibit the growth or survival of the unfused, immortalized cells. For example, if the parental 
cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the 
culture medium for the hybridomas typically will include hypoxanthine, aminopterin, and 
thymidine ("HAT medium"), which substances prevent the growth of HGPRT-deficient cells. 
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Preferred immortalized cell lines are those that fuse efficiently, support stable high level 
expression of antibody by the selected antibody-producing cells, and are sensitive to a medium 
such as HAT medium. More preferred immortalized cell lines are murine myeloma lines, which 

4 can be obtained, for instance, from the Salk Institute Cell Distribution Center, San Diego, 

California and the American Type Culture Collection, Manassas, Virginia. Human myeloma and 
mouse-human heteromyeloma cell lines also have been described for the production of human 
monoclonal antibodies (Kozbor, J. Immunol.. 133:3001 (1984); Brodeur et al., Monoclonal 

8 Antibody Production Techniques and Applications, Marcel Dekker, Inc., New York, (1 987) pp. 
51-63). 

The culture medium in which the hybridoma cells are cultured can then be assayed for 
the presence of monoclonal antibodies directed against the antigen. Preferably, the binding 

12 specificity of monoclonal antibodies produced by the hybridoma cells is determined by 
immunoprecipitation or by an in vitro binding assay, such as radioimmunoassay (RIA) or 
enzyme-linked immunoabsorbent assay (ELISA). Such techniques and assays are known in the 
art. The binding affinity of the monoclonal antibody can, for example, be determined by the 

16 Scatchard analysis of Munson and Pollard, Anal. Biochem. . 107:220 (1980). Preferably, 

antibodies having a high degree of specificity and a high binding affinity for the target antigen 
are isolated. 

After the desired hybridoma cells are identified, the clones can be subcloned by limiting 

20 dilution procedures and grown by standard methods. Suitable culture media for this purpose 
include, for example, Dulbecco's Modified Eagle's Medium and RPMI-1640 medium. 
Alternatively, the hybridoma cells can be grown in vivo as ascites in a mammal. 

The monoclonal antibodies secreted by the subclones can be isolated or purified from the 

24 culture medium or ascites fluid by conventional immunoglobulin purification procedures such 
as, for example, protein A-Sepharose, hydroxylapatite chromatography, gel electrophoresis, 
dialysis, or affinity chromatography. 

The monoclonal antibodies can also be made by recombinant DNA methods, such as 

28 those described in U.S. Patent No. 4,816,567. DNA encoding the monoclonal antibodies of the 
invention can be readily isolated and sequenced using conventional procedures (e.g., by using 
oligonucleotide probes that are capable of binding specifically to genes encoding the heavy and 
light chains of murine antibodies). The hybridoma cells of the invention serve as a preferred 

32 source of such DNA. Once isolated, the DNA can be placed into expression vectors, which are 
then transfected into host cells such as simian COS cells, Chinese hamster ovary (CHO) cells, or 
myeloma cells that do not otherwise produce immunoglobulin protein, to obtain the synthesis of 
monoclonal antibodies in the recombinant host cells. The DNA also can be modified, for 
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example, by substituting the coding sequence for human heavy and light chain constant domains 
in place of the homologous murine sequences (U.S. Patent No. 4,816,567; Morrison, Nature 368, 
812-13 (1994)) or by covalently joining to the immunoglobulin coding sequence all or part of the 
4 coding sequence for a non-immunoglobulin polypeptide. Such a non-immunoglobulin 

polypeptide can be substituted for the constant domains of an antibody of the invention, or can 
be substituted for the variable domains of one antigen-combining site of an antibody of the 
invention to create a chimeric bivalent antibody. 

8 

5.13.2 Humanized Antibodies 

The antibodies directed against the protein antigens of the invention can further comprise 
humanized antibodies or human antibodies. These antibodies are suitable for administration to 

12 humans without engendering an immune response by the human against the administered 
immunoglobulin. Humanized forms of antibodies are chimeric immunoglobulins, 
immunoglobulin chains or fragments thereof (such as Fv 5 Fab, Fab', F(ab , )2 or other antigen- 
binding subsequences of antibodies) that are principally comprised of the sequence of a human 

16 immunoglobulin, and contain minimal sequence derived from a non-human immunoglobulin. 
Humanization can be performed following the method of Winter and co-workers (Jones et al., 
Nature , 321:522-525 (1986); Riechmann et al., Nature , 332:323-327 (1988); Verhoeyen et al., 
Science , 239 : 1 534-1 536 (1 988)), by substituting rodent CDRs or CDR sequences for the 

20 corresponding sequences of a human antibody. (See also U.S. Patent No. 5,225 ? 539.) In some 
instances, Fv framework residues of the human immunoglobulin are replaced by corresponding 
non-human residues. Humanized antibodies can also comprise residues which are found neither 
in the recipient antibody nor in the imported CDR or framework sequences. In general, the 

24 humanized antibody will comprise substantially all of at least one, and typically two, variable 

domains, in which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will comprise at 

28 least a portion of an immunoglobulin constant region (Fc), typically that of a human 

immunoglobulin (Jones et al, 1986; Riechmann et al., 1988; and Presta, Curr. Op. Struct. BioL 
2:593-596 (1992)). 

32 5.13.3 Human Antibodies 

Fully human antibodies relate to antibody molecules in which essentially the entire 
sequences of both the light chain and the heavy chain, including the CDRs, arise from human 
genes. Such antibodies are termed "human antibodies", or "fully human antibodies" herein. 
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Human monoclonal antibodies can be prepared by the trioma technique; the human B-cell 
hybridoma technique (see Kozbor, et al., 1983 Immunol Today 4: 72) and the EBV hybridoma 
technique to produce human monoclonal antibodies (see Cole, et al., 1985 In: Monoclonal 
4 Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). Human monoclonal 

antibodies may be utilized in the practice of the present invention and may be produced by using 
human hybridomas (see Cote, et ah, 1983. Proc Natl Acad Sci USA 80: 2026-2030) or by 
transforming human B-cells with Epstein Barr Virus in vitro (see Cole, et al., 1985 In: 
8 Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). 

In addition, human antibodies can also be produced using additional techniques, 
including phage display libraries (Hoogenboom and Winter, J. MoL Biol., 227:381 (1991); 
Marks et al., J. Mol. Biol. . 222:581 (1991)). Similarly, human antibodies can be made by 

12 introducing human immunoglobulin loci into transgenic animals, e.g., mice in which the 
endogenous immunoglobulin genes have been partially or completely inactivated. Upon 
challenge, human antibody production is observed, which closely resembles that seen in humans 
in all respects, including gene rearrangement, assembly, and antibody repertoire. This approach 

16 is described, for example, in U.S. Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 

5,633,425; 5,661,016, and in Marks et al. (Bio/Technology 10, 779-783 (1992)); Lonberg et al. 
(Nature 368 856-859 (1994)); Morrison ( Nature 368, 812-13 (1994)); Fishwild et al,( Nature 
Biotechnology 14, 845-5 1 (1 996)); Neuberger (Nature Biotechnology 14, 826 ( 1 996)); and 

20 Lonberg and Huszar (Intern. Rev. Immunol. 13 65-93 ( 1 995)). 

Human antibodies may additionally be produced using transgenic nonhuman animals 
which are modified so as to produce fully human antibodies rather than the animal's endogenous 
antibodies in response to challenge by an antigen. (See PCT publication WO94/02602). The 

24 endogenous genes encoding the heavy and light immunoglobulin chains in the nonhuman host 
have been incapacitated, and active loci encoding human heavy and light chain immunoglobulins 
are inserted into the host's genome. The human genes are incorporated, for example, using yeast 
artificial chromosomes containing the requisite human DNA segments. An animal which 

28 provides all the desired modifications is then obtained as progeny by crossbreeding intermediate 
transgenic animals containing fewer than the full complement of the modifications. The 
preferred embodiment of such a nonhuman animal is a mouse, and is termed the Xenomouse™ 
as disclosed in PCT publications WO 96/33735 and WO 96/34096. This animal produces B 

32 cells which secrete fully human immunoglobulins. The antibodies can be obtained directly from 
the animal after immunization with an immunogen of interest, as, for example, a preparation of a 
polyclonal antibody, or alternatively from immortalized B cells derived from the animal, such as 
hybridomas producing monoclonal antibodies. Additionally, the genes encoding the 
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immunoglobulins with human variable regions can be recovered and expressed to obtain the 

antibodies directly, or can be further modified to obtai n analogs of antibodies such as, for 

example, single chain Fv molecules. 
4 An example of a method of producing a nonhiunan host, exemplified as a mouse, lacking 

expression of an endogenous immunoglobulin heavy chain is disclosed in U.S. Patent Mo. 

5,939,598. It can be obtained by a method including deleting the J segment genes from at least 

one endogenous heavy chain locus in an embryonic stem cell to prevent rearrangement of the 
8 locus and to prevent formation of a transcript of a rearranged immunoglobulin heavy'chain locus, 

the deletion being effected by a targeting vector containing a gene encoding a selectable marker; 

and producing from the embryonic stem cell a transgenic mouse whose somatic and germ cells 

contain the gene encoding the selectable marker. 
12 A method for producing an antibody of interest, such as a human antibody, is disclosed in 

U.S. Patent No. 5,916,771. It includes introducing an expression vector that contains a 

nucleotide sequence encoding a heavy chain into one mammalian host cell in culture, introducing 

an expression vector containing a nucleotide sequence encoding a light chain into another 
16 mammalian host cell, and fusing the two cells to form a hybrid cell. The hybrid cell expresses an 

antibody containing the heavy chain and the light chain. 

In a further improvement on this procedure, a method for identifying a clinically relevant 

epitope on an immunogen, and a correlative method for selecting an antibody that binds 
20 immunospecifically to the relevant epitope with high affinity, are disclosed in PCT publication 

WO 99/53049. 

5.13.4 Fab Fragments and Single Chain Antibodies 

24 According to the invention, techniques can be adapted for the production of single-chain 

antibodies specific to an antigenic protein of the invention (see e.g., U.S. Patent No. 4,946,778). 
In addition, methods can be adapted for the construction of Fab expression libraries (see e.g., 
Huse, et al. 3 1989 Science 246: 1275-1281) to allow rapid and effective identification of 

28 monoclonal Fab fragments with the desired specificity for a protein or derivatives, fragments, 

analogs or homologs thereof. Antibody fragments that contain the idiotypes to a protein antigen 
may be produced by techniques known in the art including, but not limited to: (i) an F( ab ')2 
fragment produced by pepsin digestion of an antibody molecule; (ii) an F a b fragment generated 

32 by reducing the disulfide bridges of an F( a b')2 fragment; (iii) an F Qb fragment generated by the 
treatment of the antibody molecule with papain and a reducing agent and (iv) F v fragments. 

5.13.5 Bispecific Antibodies 
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Bispecific antibodies are monoclonal, preferably human or humanized, antibodies that 
have binding specificities for at least two different antigens. In the present case, one of the 
binding specificities is for an antigenic protein of the invention. The second binding target is any 
4 other antigen, and advantageously is a cell-surface protein or receptor or receptor subunit. 

Methods for making bispecific antibodies are known in the art. Traditionally, the 
recombinant production of bispecific antibodies is based on the co-expression of two 
immunoglobulin heavy-chain/light-chain pairs, where the two heavy chains have different 
8 specificities (Milstein and Cuello, Nature, 305:537-539 (1 983)). Because of the random 

assortment of immunoglobulin heavy and light chains, these hybridomas (quadromas) produce a 
potential mixture of ten different antibody molecules, of which only one has the correct 
bispecific structure. The purification of the correct molecule is usually accomplished by affinity 

12 chromatography steps. Similar procedures are disclosed in WO 93/08829, published 13 May 
1993, and in Traunecker et ah, 1991 EMBOJ., 10:3655-3659. 

Antibody variable domains with the desired binding specificities (antibody-antigen 
combining sites) can be fused to immunoglobulin constant domain sequences. The fusion 

16 preferably is with an immunoglobulin heavy-chain constant domain, comprising at least part of 
the hinge, CH2, and CH3 regions. It is preferred to have the first heavy-chain constant region 
(CHI) containing the site necessary for light-chain binding present in at least one of the fusions. 
DNAs encoding the immunoglobulin heavy-chain fusions and, if desired, the immunoglobulin 

20 light chain, are inserted into separate expression vectors, and are co-transfected into a suitable 
host organism. For further details of generating bispecific antibodies see, for example, Suresh et 
al., Methods in Enzvmology, 121:210 (1986). 

According to another approach described in WO 96/2701 1, the interface between a pair 

24 of antibody molecules can be engineered to maximize the percentage of heterodimers which are 
recovered from recombinant cell culture. The preferred interface comprises at least a part of the 
CH3 region of an antibody constant domain. In this method, one or more small amino acid side 
chains from the interface of the first antibody molecule are replaced with larger side chains (e.g. 

28 tyrosine or tryptophan). Compensatory "cavities" of identical or similar size to the large side 
chain(s) are created on the interface of the second antibody molecule by replacing large amino 
acid side chains with smaller ones (e.g. alanine or threonine). This provides a mechanism for 
increasing the yield of the heterodimer over other unwanted end-products such as homodimers. 

32 Bispecific antibodies can be prepared as full length antibodies or antibody fragments (e.g. 

F(ab , ) 2 bispecific antibodies). Techniques for generating bispecific antibodies from antibody 
fragments have been described in the literature. For example, bispecific antibodies can be 
prepared using chemical linkage. Brennan et al., Science 229:81 (1985) describe a procedure 
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wherein intact antibodies are proteolytically cleaved to generate F(ab')2 fragments. These 
fragments are reduced in the presence of the dithiol complexing agent sodium arsenite to 
stabilize vicinal dithiols and prevent intermolecular disulfide formation. The Fab 5 fragments 
4 generated are then converted to thionitrobenzoate (TNB) derivatives. One of the Fab'-TNB 
derivatives is then reconverted to the Fab'-thiol by reduction with mercaptoethylamine and is 
mixed with an equimolar amount of the other Fab'-TNB derivative to form the bispecific 
antibody. The bispecific antibodies produced can be used as agents for the selective 
8 immobilization of enzymes. 

Additionally, Fab' fragments can be directly recovered from E. coli and chemically 
coupled to form bispecific antibodies. Shalaby et al. 5 J. Exp. Med. 175:217-225 (1992) describe 
the production of a fully humanized bispecific antibody F(ab')2 molecule. Each Fab' fragment 

12 was separately secreted from E. coli and subjected to directed chemical coupling in vitro to form 
the bispecific antibody. The bispecific antibody thus formed was able to bind to cells 
overexpressing the ErbB2 receptor and normal human T cells, as well as trigger the lytic activity 
of human cytotoxic lymphocytes against human breast tumor targets. 

16 Various techniques for making and isolating bispecific antibody fragments directly from 

recombinant cell culture have also been described. For example, bispecific antibodies have been 
produced using leucine zippers. Kostelny et aL, J. Immunol. 148(5): 1547-1 553 (1992). The 
leucine zipper peptides from the Fos and Jun proteins were linked to the Fab' portions of two 

20 different antibodies by gene fusion. The antibody homodimers were reduced at the hinge region 
to form monomers and then re-oxidized to form the antibody heterodimers. This method can 
also be utilized for the production of antibody homodimers. The "diabody" technology 
described by Hollinger et ah, Proc. Natl. Acad. Sci. USA 90:6444-6448 (1993) has provided an 

24 alternative mechanism for making bispecific antibody fragments. The fragments comprise a 
heavy-chain variable domain (V H ) connected to a light-chain variable domain (V L ) by a linker 
which is too short to allow pairing between the two domains on the same chain. Accordingly, 
the Vh and V L domains of one fragment are forced to pair with the complementary V L and V H 

28 domains of another fragment, thereby forming two antigen-binding sites. Another strategy for 
making bispecific antibody fragments by the use of single-chain Fv (sFv) dimers has also been 
reported. See, Gruber et ah, J. Immunol. 152:5368 (1994). 

Antibodies with more than two valencies are contemplated. For example, trispecific 

32 antibodies can be prepared. Tutt et al., J. Immunol. 147:60 (1 991). 

Exemplary bispecific antibodies can bind to two different epitopes, at least one of which 
originates in the protein antigen of the invention. Alternatively, an anti-antigenic arm of an 
immunoglobulin molecule can be combined with an arm which binds to a triggering molecule on 
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a leukocyte such as a T-cell receptor molecule (e.g. CD2, CDS, CD28, or B7), or Fc receptors for 
IgG(Fc R),suchasFc Rl(CD64),Fc RII (CD32) and Fc R1II (CD16) so as to focus 
cellular defense mechanisms to the cell expressing the particular antigen. Bispecific antibodies 
4 can also be used to direct cytotoxic agents to cells which express a particular antigen. These 
antibodies possess an antigen-binding arm and an arm which binds a cytotoxic agent or a 
radionuclide chelator, such as EOTUBE, DPTA, DOTA, or TETA. Another bispecific antibody 
of interest binds the protein antigen described herein and further binds tissue factor (TF). 

8 

5.13.6 Heteroconjugate Antibodies 

Heteroconjugate antibodies are also within the scope of the present invention. 
Heteroconjugate antibodies are composed of two covalently joined antibodies. Such antibodies 

12 have, for example, been proposed to target immune system cells to unwanted cells (U.S. Patent 
No. 4,676,980), and for treatment of HIV infection (WO 91/00360; WO 92/200373; EP 03089). 
It is contemplated that the antibodies can be prepared in vitro using known methods in synthetic 
protein chemistry, including those involving crosslinking agents. For example, immunotoxins 

16 can be constructed using a disulfide exchange reaction or by forming a thioether bond. 
Examples of suitable reagents for this purpose include iminothiolate and methyl-4- 
mercaptobutyrimidate and those disclosed* for example, in U.S. Patent No. 4,676,980. 

20 5.13.7 Effector Function Engineering 

It can be desirable to modify the antibody of the invention with respect to effector function, so as 
to enhance, e.g., the effectiveness of the antibody in treating cancer. For example, cysteine 
residue(s) can be introduced into the Fc region, thereby allowing interchain disulfide bond 

24 formation in this region. The homodimeric antibody thus generated can have improved 
internalization capability and/or increased complement-mediated cell killing and antibody- 
dependent cellular cytotoxicity (ADCC). See Caron et al. 5 J. Exp Med., 176: 1 191-1 195 (1992) 
and Shopes, J. Immunol., 148: 2918-2922 (1992). Homodimeric antibodies with enhanced anti- 

28 tumor activity can also be prepared using heterobifunctional cross-linkers as described in Wolff 
et al. Cancer Research, 53: 2560-2565 (1993). Alternatively, an antibody can be engineered that 
has dual Fc regions and can thereby have enhanced complement lysis and ADCC capabilities. 
See Stevenson et al., Anti-Cancer Drug Design, 3: 219-230 (1989). 

32 

5.13.8 Immunoconjugates 

The invention also pertains to immunoconjugates comprising an antibody conjugated to a 
cytotoxic agent such as a chemotherapeutic agent, toxin (e.g., an enzymatically active toxin of 
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bacterial, fungal, plant, or animal origin, or fragments thereof), or a radioactive isotope (i.e., a 
radioconjugate). 

Chemotherapeutic agents useful in the generation of such immunoconjugates have been 
4 described above. Enzymatically active toxins and fragments thereof that can be used include 
diphtheria A chain, nonbinding active fragments of diphtheria toxin, exotoxin A chain (from 
Pseudomonas aeruginosa), ricin A chain, abrin A chain, modeccin A chain, alpha-sarcin, 
Aleurites fordii proteins, dianthin proteins, Phytolaca americana proteins (PAPI, PAPII, and 
8 PAP-S), momordica charantia inhibitor, curcin, crotin, sapaonaria officinalis inhibitor, gelonin, 
mitogellin, restrictocin, phenomycin, enomycin, and the tricothecenes. A variety of 
radionuclides are available for the production of radioconjugated antibodies. Examples include 
2,2 Bi, 131 1, 13, In, 9 °Y,and 186 Re. 

12 Conjugates of the antibody and cytotoxic agent are made using a variety of bifunctional 

protein-coupling agents such as N-succinimidyl-3-(2-pyridyldithiol) propionate (SPDP), 
iminothiolane (IT), bifunctional derivatives of imidoesters (such as dimethyl adipimidate HCL), 
active esters (such as disuccinimidyl suberate), aldehydes (such as glutareldehyde), bis-azido 

16 compounds (such as bis (p-azidobenzoyl) hexanediamine), bis-diazonium derivatives (such as 
bis-(p-diazoniumbenzoyl)-ethylenediamine), diisocyanates (such as tolyene 2,6-diisocyanate), 
and bis-active fluorine compounds (such as l,5-difluoro-2,4-dinitrobenzene). For example, a 
ricin immunotoxin can be prepared as described in Vitetta et al., Science, 238: 1098 (1987). 

20 Carbon- 14-labeled l-isothiocyanatobenzyl-3-methyldiethylene triaminepentaacetic acid (MX- 
DTPA) is an exemplary chelating agent for conjugation of radionucleotide to the antibody. See 
WO94/11026. 

In another embodiment, the antibody can be conjugated to a "receptor" (such 
24 streptavidin) for utilization in tumor pretargeting wherein the antibody-receptor conjugate is 
administered to the patient, followed by removal of unbound conjugate from the circulation 
using a clearing agent and then administration of a "ligand" (e.g., avidin) that is in turn 
conjugated to a cytotoxic agent. 

28 

4.14 COMPUTER READABLE SEQUENCES 

In one application of this embodiment, a nucleotide sequence of the present invention can 
be recorded on computer readable media. As used herein, "computer readable media" refers to 
32 any medium which can be read and accessed directly by a computer. Such media include, but 
are not limited to: magnetic storage media, such as floppy discs, hard disc storage medium, and 
magnetic tape; optical storage media such as CD-ROM; electrical storage media such as RAM 
and ROM; and hybrids of these categories such as magnetic/optical storage media. A skilled 
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artisan can readily appreciate how any of the presently known computer readable mediums can 
be used to create a manufacture comprising computer readable medium having recorded thereon 
a nucleotide sequence of the present invention. As used herein, "recorded" refers to a process for 
4 storing information on computer readable medium. A skilled artisan can readily adopt any of the 
presently known methods for recording information on computer readable medium to generate 
manufactures comprising the nucleotide sequence information of the present invention. 
• A variety of data storage structures are available to a skilled artisan for creating a 
8 computer readable medium having recorded thereon a nucleotide sequence of the present 

invention. The choice of the data storage structure will generally be based on the means chosen 
to access the stored information. In addition, a variety of data processor programs and formats 
can be used to store the nucleotide sequence information of the present invention on computer 

12 readable medium. The sequence information can be represented in a word processing text file, 
formatted in commercially-available software such as WordPerfect and Microsoft Word, or 
represented in the form of an ASCII file, stored in a database application, such as DB2, Sybase, 
Oracle, or the like. A skilled artisan can readily adapt any number of data processor structuring 

16 formats (e.g. text file or database) in order to obtain computer readable medium having recorded 
thereon the nucleotide sequence information of the present invention. 

By providing any of the nucleotide sequences SEQ ID NO: 1 - 1 3901 or a representative 
fragment thereof; or a nucleotide sequence at least 95% identical to any of the nucleotide 

20 sequences of SEQ ID NO: 1-13901 in computer readable form, a skilled artisan can routinely 
access the sequence information for a variety of purposes. Computer software is publicly 
available which allows a skilled artisan to access sequence information provided in a computer 
readable medium. The examples which follow demonstrate how software which implements the 

24 BLAST (Altschul et al., J. Mol. Biol. 215:403-410 (1990)) and BLAZE (Brutlag et al., Comp. 

Chem. 17:203-207 (1993)) search algorithms on a Sybase system is used to identify open reading 
frames (ORFs) within a nucleic acid sequence. Such ORPs may be protein encoding fragments 
and may be useful in producing commercially important proteins such as enzymes used in 

28 fermentation reactions and in the production of commercially useful metabolites. 

As used herein, "a computer-based system" refers to the hardware means, software 
means, and data storage means used to analyze the nucleotide sequence information of the 
present invention. The minimum hardware means of the computer-based systems of the present 

32 invention comprises a central processing unit (CPU), input means, output means, and data 
storage means. A skilled artisan can readily appreciate that any one of the currently available 
computer-based systems are suitable for use in the present invention. As stated above, the 
computer-based systems of the present invention comprise a data storage means having stored 
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therein a nucleotide sequence of the present invention and the necessary hardware means and 
software means for supporting and implementing a search means. As used herein, "data storage 
means" refers to memory which can store nucleotide sequence information of the present 
4 invention, or a memory access means which can access manufactures having recorded thereon 
the nucleotide sequence information of the present invention. 

As used herein, "search means" refers to one or more programs which are implemented 
on the computer-based system to compare a target sequence or target structural motif with the 
8 sequence information stored within the data storage means. Search means are used to identify 
fragments or regions of a known sequence which match a particular target sequence or target 
motif A variety of known algorithms are disclosed publicly and a variety of commercially 
available software for conducting search means are and can be used in the computer-based 

12 systems of the present invention. Examples of such software includes, but is not limited to, 
Smith-Waterman, MacPattern (EMBL), BLASTN and BLASTA (NPOL YPEPTIDEI A) . A 
skilled artisan can readily recognize that any one of the available algorithms or implementing 
software packages for conducting homology searches can be adapted for use in the present 

16 computer-based systems. As used herein, a "target sequence" can be any nucleic acid or amino 
acid sequence of six or more nucleotides or two or more amino acids. A skilled artisan can 
readily recognize that the longer a target sequence is, the less likely a target sequence will be 
present as a random occurrence in the database. The most preferred sequence length of a target 

20 sequence is from about 10 to 300 amino acids, more preferably from about 30 to 100 nucleotide 
residues. However it is well recognized that searches for commercially important fragments, 
such as sequence fragments involved in gene expression and protein processing, may be of 
shorter length. 

24 As used herein, "a target structural motif," or "target motif," refers to any rationally 

selected sequence or combination of sequences in which the sequence(s) are chosen based on a 
three-dimensional configuration which is formed upon the folding of the target motif. There are 
a variety of target motifs known in the art. Protein target motifs include, but are not limited to, 

28 enzyme active sites and signal sequences. Nucleic acid target motifs include, but are not limited 
to, promoter sequences, hairpin structures and inducible expression elements (protein binding 
sequences). 

32 4.15 TRIPLE HELIX FORMATION 

In addition, the fragments of the present invention, as broadly described, can be used to 
control gene expression through triple helix formation or antisense DNA or RNA, both of which 
methods are based on the binding of a polynucleotide sequence to DNA or RNA. 
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Polynucleotides suitable for use in these methods are preferably 20 to 40 bases in length and are 
designed to be complementary to a region of the gene involved in transcription (triple helix - see 
Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 15241:456 (1988); and Dervan 

4 et al., Science 251:1360 (1991)) or to the mRNA itself (antisense - Olmno, J.Neurochem. 

56:560 (1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, 
Boca Raton, FL (1988)). Triple helix-formation optimally results in a shut-off of RNA 
transcription from DNA, while antisense RNA hybridization blocks translation of an mRNA 

8 molecule into polypeptide. Both techniques have been demonstrated to be effective in model 
systems. Information contained in the sequences of the present invention is necessary for the 
design of an antisense or triple helix oligonucleotide. 

12 4.16 DIAGNOSTIC ASSAYS AND KITS 

The present invention further provides methods to identify the presence or expression of 
one of the ORFs of the present invention, or homolog thereof, in a test sample, using a nucleic 
acid probe or antibodies of the present invention, optionally conjugated or otherwise associated 

16 with a suitable label. 

In general, methods for detecting a polynucleotide of the invention can comprise 
contacting a sample with a compound that binds to and forms a complex with the polynucleotide 
for a period sufficient to form the complex, and detecting the complex, so that if a complex is 

20 detected, a polynucleotide of the invention is detected in the sample. Such methods can also 

comprise contacting a sample under stringent hybridization conditions with nucleic acid primers 
that anneal to a polynucleotide of the invention under such conditions, and amplifying annealed 
polynucleotides, so that if a polynucleotide is amplified, a polynucleotide of the invention is 

24 detected in the sample. 

In general, methods for detecting a polypeptide of the invention can comprise contacting 
a sample with a compound that binds to and forms a complex with the polypeptide for a period 
sufficient to form the complex, and detecting the complex, so that if a complex is detected, a 

28 polypeptide of the invention is detected in the sample. 

In detail, such methods comprise incubating a test sample with one or more of the 
antibodies or one or more of the nucleic acid probes of the present invention and assaying for 
binding of the nucleic acid probes or antibodies to components within the test sample. 

32 Conditions for incubating a nucleic acid probe or antibody with a test sample vary. 

Incubation conditions depend on the format employed in the assay, the detection methods 
employed, and the type and nature of the nucleic acid probe or antibody used in the assay. One 
skilled in the art will recognize that any one of the commonly available hybridization, 
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amplification or immunological assay formats can readily be adapted to employ the nucleic acid 
probes or antibodies of the present invention. Examples of such assays can be found in Chard, 
T., An Introduction to Radioimmunoassay and Related Techniques, Elsevier Science Publishers, 
4 Amsterdam, The Netherlands (1986); Bullock, G.R. et al, Techniques in Immunocytochemistry, 
Academic Press, Orlando, FL Vol. 1 (1982), Vol. 2 (1983), Vol. 3 (1985); Tijssen, P., Practice 
and Theory of immunoassays: Laboratory Techniques in Biochemistry and Molecular Biology, 
Elsevier Science Publishers, Amsterdam, The Netherlands (1985). The test samples of the 
8 present invention include cells, protein or membrane extracts of cells, or biological fluids such as 
sputum, blood, serum, plasma, or urine. The test sample xised in the above-described method 
will vary based on the assay format, nature of the detection method and the tissues, cells or 
extracts used as the sample to be assayed. Methods for preparing protein extracts or membrane 

12 extracts of cells are well known in the art and can be readily be adapted in order to obtain a 
sample which is compatible with the system utilized. 

In another embodiment of the present invention, kits are provided which contain the 
necessary reagents to carry out the assays of the present invention. Specifically, the invention 

16 provides a compartment kit to receive, in close confinement, one or more containers which 
comprises: (a) a first container comprising one of the probes or antibodies of the present 
invention; and (b) one or more other containers comprising one or more of the following: wash 
reagents, reagents capable of detecting presence of abound probe or antibody. 

20 In detail, a compartment kit includes any kit in which reagents are contained in separate 

containers. Such containers include small glass containers, plastic containers or strips of plastic 
or paper. Such containers allows one to efficiently transfer reagents from one compartment to 
another compartment such that the samples and reagents are not cross-contaminated, and the 

24 agents or solutions of each container can be added in a quantitative fashion from one 

compartment to another. Such containers will include a container which will accept the test 
sample, a container which contains the antibodies used in the assay, containers which contain 
wash reagents (such as phosphate buffered saline, Tris-buffers, etc.), and containers which 

28 contain the reagents used to detect the bound antibody or probe. Types of detection reagents 
include labeled nucleic acid probes, labeled secondary antibodies, or in the alternative, if the 
primary antibody is labeled, the enzymatic, or antibody binding reagents which are capable of 
reacting with the labeled antibody. One skilled in the art will readily recognize that the disclosed 

32 probes and antibodies of the present invention can be readily incorporated into one of the 
established kit formats which are well known in the art. 

4.17 MEDICAL IMAGING 
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The novel polypeptides and binding partners of the invention are useful in medical 
imaging of sites expressing the molecules of the invention (e.g., where the polypeptide of the 
invention is involved in the immune response, for imaging sites of inflammation or infection). 
4 See, e.g., Kunkel et al., U.S. Pat. NO. 5,413,778. Such methods involve chemical attachment of 
a labeling or imaging agent, administration of the labeled polypeptide to a subject in a 
pharmaceutical^ acceptable carrier, and imaging the labeled polypeptide in vivo at the target 
site. 

8 

4.18 SCREENING ASSAYS 

Using the isolated proteins and polynucleotides of the invention, the present invention 
further provides methods of obtaining and identifying agents which bind to a polypeptide 
12 encoded by an ORF corresponding to any of the nucleotide sequences set forth in SEQ ID NO: 
1-13901 , or bind to a specific domain of the polypeptide encoded by the nucleic acid. In detail, 
said method comprises the steps of: 

(a) contacting an agent with an isolated protein encoded by an ORF of the present 
16 invention, or nucleic acid of the invention; and 

(b) determining whether the agent binds to said protein or said nucleic acid. 
In general, therefore, such methods for identifying compounds that bind to a 

polynucleotide of the invention can comprise contacting a compound with a polynucleotide of 
20 the invention for a time sufficient to form a polynucleotide/compound complex, and detecting 

the complex, so that if a polynucleotide/compound complex is detected, a compound that binds 

to a polynucleotide of the invention is identified. 

Likewise, in general, therefore, such methods for identifying compounds that bind to a 
24 polypeptide of the invention can comprise contacting a compound with a polypeptide of the 

invention for a time sufficient to form a polypeptide/compound complex, and detecting the 

complex, so that if a polypeptide/compound complex is detected, a compound that binds to a 

polynucleotide of the invention is identified. 
28 Methods for identifying compounds that bind to a polypeptide of the invention can also 

comprise contacting a compound with a polypeptide of the invention in a cell for a time 

sufficient to form a polypeptide/compound complex, wherein the complex drives expression of a 

receptor gene sequence in the cell, and detecting the complex by detecting reporter gene 
32 sequence expression, so that if a polypeptide/compound complex is detected, a compound that 

binds a polypeptide of the invention is identified. 

Compounds identified via such methods can include compounds which modulate the 

activity of a polypeptide of the invention (that is, increase or decrease its activity, relative to 

89 



WO 01/64835 



PCTAJS01/04927 



activity observed in the absence of the compound). Alternatively, compounds identified via such 
methods can include compounds which modulate the expression of a polynucleotide of the 
invention (that is, increase or decrease expression relative to expression levels observed in the 
4 absence of the compound). Compounds, such as compounds identified via the methods of the 
invention, can be tested using standard assays well known to those of skill in the art for their 
ability to modulate activity/expression. 

The agents screened in the above assay can be, but are not limited to, peptides, 
8 carbohydrates, vitamin derivatives, or other pharmaceutical agents. The agents can be selected 
and screened at random or rationally selected or designed using protein modeling techniques. 

For random screening, agents such as peptides, carbohydrates, pharmaceutical agents and 
the like are selected at random and are assayed for their ability to bind to the protein encoded by 

12 the ORF of the present invention. Alternatively, agents may be rationally selected or designed. 
As used herein, an agent is said to be "rationally selected or designed" when the agent is chosen 
based on the configuration of the particular protein. For example, one skilled in the art can 
readily adapt currently available procedures to generate peptides, pharmaceutical agents and the 

16 like, capable of binding to a specific peptide sequence, in order to generate rationally designed 
antipeptide peptides, for example see Hurby et al., Application of Synthetic Peptides: Antisense 
Peptides," In Synthetic Peptides, A User's Guide, W.H. Freeman, NY (1992), pp. 289-307, and 
Kaspczak et al., Biochemistry 28:9230-8 (1989), or pharmaceutical agents, or the like. 

20 In addition to the foregoing, one class of agents of the present invention, as broadly 

described, can be used to control gene expression through binding to one of the ORFs or EMFs 
of the present invention. As described above, such agents can be randomly screened or 
rationally designed/selected. Targeting the ORF or EMF allows a skilled artisan to design 

24 sequence specific or element specific agents, modulating the expression of either a single ORF or 
multiple ORFs which rely on the same EMF for expression control. One class of DNA binding 
agents are agents which contain base residues which hybridize or form a triple helix formation 
by binding to DNA or RNA. Such agents can be based on the classic phosphodiester, 

28 ribonucleic acid backbone, or can be a variety of sulfhydryl or polymeric derivatives which have 
base attachment capacity. 

Agents suitable for use in these methods preferably contain 20 to 40 bases and are 
designed to be complementary to a region of the gene involved in transcription (triple helix - see 

32 Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et aL, Science 241 :456 (1 988); and Dervan et 
al., Science 251:1360 (1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 
(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, Boca 
Raton, FL (1988)). Triple helix-formation optimally results in a shut-off of RNA transcription 
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from DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 
polypeptide. Both techniques have been demonstrated to be effective in model systems. 
Information contained in the sequences of the present invention is necessary for the design of an 

4 antisense or triple helix oligonucleotide and other DNA binding agents. 

Agents which bind to a protein encoded by one of the ORFs of the present invention can 
be used as a diagnostic agent. Agents which bind to a protein encoded by one of the ORFs of the 
present invention can be formulated using known techniques to generate a pharmaceutical 

8 composition. 

4.19 USE OF NUCLEIC ACIDS AS PROBES 

Another aspect of the subject invention is to provide for polypeptide-specific nucleic acid 
12 hybridization probes capable of hybridizing with naturally occurring nucleotide sequences. The 
hybridization probes of the subject invention may be derived from any of the nucleotide 
sequences SEQ ID NOS: 1-13901 . Because the corresponding gene is only expressed in a 
limited number of tissues, a hybridization probe derived from of any of the nucleotide sequences 
1 6 SEQ ID NO: 1-13901 can be used as an indicator of the presence of RNA of cell type of such a 
tissue in a sample. 

Any suitable hybridization technique can be employed, such as, for example, in situ 
hybridization. PCR as described in US Patents Nos. 4,683,195 and 4,965,188 provides 

20 additional uses for oligonucleotides based upon the nucleotide sequences. Such probes used in 
PCR may be of recombinant origin, may be chemically synthesized, or a mixture of both. The 
probe will comprise a discrete nucleotide sequence for the detection of identical sequences or a 
degenerate pool of possible sequences for identification of closely related genomic sequences. 

24 Other means for producing specific hybridization probes for nucleic acids include the 

cloning of nucleic acid sequences into vectors for the production of mRNA probes. Such vectors 
are known in the art and are commercially available and may be used to synthesize RNA probes 
in vitro by means of the addition of the appropriate RNA polymerase as T7 or SP6 RNA 

28 polymerase and the appropriate radioactively labeled nucleotides. The nucleotide sequences may 
be used to construct hybridization probes for mapping their respective genomic sequences. The 
nucleotide sequence provided herein may be mapped to a chromosome or specific regions of a 
chromosome using well known genetic and/or chromosomal mapping techniques. These 

32 techniques include in situ hybridization, linkage analysis against known chromosomal markers, 
hybridization screening with libraries or flow-sorted chromosomal preparations specific to 
known chromosomes, and the like. The technique of fluorescent in situ hybridization of 
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chromosome spreads has been described, among other places, in Verma et al (1988) Human 
Chromosomes: A Manual of Basic Techniques, Pergamon Press, New York NY. 

Fluorescent in situ hybridization of chromosomal preparations and other physical 

4 chromosome mapping techniques may be correlated with additional genetic map data. Examples 
of genetic map data can be found in the 1994 Genome Issue of Science (265:19811). Correlation 
between the location of a nucleic acid on a physical chromosomal map and a specific disease (or 
predisposition to a specific disease) may help delimit the region of DNA associated with that 

8 genetic disease. The nucleotide sequences of the subject invention may be used to detect 
differences in gene sequences between normal, carrier or affected individuals. 

4.20 PREPARATION OF SUPPORT BOUND OLIGONUCLEOTIDES 

Oligonucleotides, z.e. 5 small nucleic acid segments, may be readily prepared by, for 
12 example, directly synthesizing the oligonucleotide by chemical means, as is commonly practiced 

using an automated oligonucleotide synthesizer. 

Support bound oligonucleotides may be prepared by any of the methods known to those of 

skill in the art using any suitable support such as glass, polystyrene or Teflon. One strategy is to 
1 6 precisely spot oligonucleotides synthesized by standard synthesizers. Immobilizationcan be 

achieved using passive adsorption (Inouye & Hondo, (1990) J. Clin. Microbiol. 28(6) 1469-72); 

using UV light (Nagata et aL t 1985; Dahlen et ai, 1987; Morrissey & Collins, (1 989) Mol. Cell 

Probes 3(2) 1 89-207) or by covalent binding of base modified DNA (Keller et al, 1 988; 1 989); all 
20 references being specifically incorporated herein. 

Another strategy that may be employed is the use of the strong biotin-streptavidin 

interaction as a linker. For example, Broude et al (1994)Proc. Natl. Acad. Sci. USA 91(8) 3072-6, 

describe the use of biotinylated probes, although these are duplex probes, that are immobilized on 
24 streptavi din-coated magnetic beads. Streptavidin-coated beads may be purchased from Dynal, 

Oslo. Of course, this same linking chemistry is applicable to coating any surface with streptavidin. 

Biotinylated probes may be purchased from various sources, such as, e.g., Operon Technologies 

(Alameda, C A). 

28 Nunc Laboratories (Naperville, IL) is also selling suitable material that could be used. Nunc 

Laboratories have developed a method by which DNA can be covalently bound to the microwell 
surface termed Covalink NH. CovaLink NH is a polystyrene surface grafted with secondary amino 
groups (>NH) that serve as bridge-heads for further covalent coupling. CovaLink Modules may be 

32 purchased from Nunc Laboratories. DNA molecules may be bound to CovaLink exclusively at the 
5 -end by a phosphoramidatebond, allowing immobilization of more than 1 pmol of DNA 
(Rasmussene/ al, (1991) Anal. Biochem. 198(1) 138-42). 
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The use of CovaLinkNH strips for covalent binding of DNA molecules at the 5'-end has 
been described (Rasmussen et al., (1991). In this technology, a phosphoramidatebond is employed 
(Chu et al., (1 983) Nucleic Acids Res. 1 1(8) 65 1 3-29). This is beneficial as immobilization using 
4 only a single covalent bond is preferred. The phosphoramidate bond joins the DNA to the 
CovaLink NH secondary amino groups that are positioned at the end of spacer arms covalently 
grafted onto the polystyrene surface through a 2 nm long spacer arm. To link an oligonucleotide to 
CovaLinkNH via an phosphoramidatebond, the oligonucleotide terminus must have a 5'-end 
8 phosphate group. It is, perhaps, even possible for biotin to be covalently bound to CovaLink and 
then streptavidinused to bind the probes. 

More specifically, the linkage method includes dissolving DNA in water (7.5 ng/ul) and 
denaturing for 10 min. at 95°C and cooling on ice for 1 0 min. Ice-cold 0. 1 M 1 -methylimidazole, 
12 pH 7.0 (1-Melm 7 ), is then added to a final concentration of 10 mM 1-Melm 7 . A ss DNA solution is 
then dispensed into CovaLink NH strips (75 ul/well) standing on ice. 

Carbodiimide 0.2 M 1 -ethyl-3-(3-dimethylaminopropyl)-carbodiimide (EDC), dissolved in 
10 mM 1-Melm 7 , is made fresh and 25 ul added per well The strips are incubated for 5 hours at 
1 6 50°C. After incubation the strips are washed using, e.g. , Nunc-Immuno Wash; first the wells are 
washed 3 times, then they are soaked with washing solution for 5 min., and finally they are washed 
3 times (where in the washing solution is 0.4 N NaOH, 0.25% SDS heated to 50°C). 

It is contemplated that a further suitable method for use with the present invention is that 
20 described in PCT Patent Application WO 90/03 3 82 (Southern & Maskos), incorporated herein by 
reference. This method of preparing an oligonucleotide bound to a support involves attaching a 
nucleoside 3 '-reagent through the phosphate group by a covalent phosphodiester link to aliphatic 
hydroxyl groups carried by the support. The oligonucleotide is then synthesized on the supported 
24 nucleoside and protecting groups removed from the synthetic oligonucleotide chain under standard 
conditions that do not cleave the oligonucleotide from the support. Suitable reagents include 
nucleoside phosphoramidite and nucleoside hydrogen phosphorate. 

An on-chip strategy for the preparation of DNA probe for the preparation of DNA probe 
28 arrays may be employed. For example, addressable laser-activated photodeprotection may be 

employed in the chemical synthesis of oligonucleotides directly on a glass surface, as described by 
Fodor et cd. (1 99 1 ) Science 25 1 (4995) 767-73, incorporated herein by reference. Probes may also 
be immobilized on nylon supports as described by Van Ness et al ( 1 99 1 ) Nucleic Acids Res. 
32 19(12) 3345-50; or linked to Teflon using the method of Duncan & Cavalier (1 988) Anal. Biochem. 
169(1) 104-8; all references being specifically incorporated herein. 
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To link an oligonucleotide to a nylon support, as described by Van Ness et al (1991), 
requires activation of the nylon surface via alkylation and selective activation of the S'-amine of 
oligonucleotides with cyanuric chloride. 

4 One particular way to prepare support bound oligonucleotides is to utilize the 

light-generated synthesis described by Pease et al, (1994) PNAS USA 91(1 1) 5022-6, incorporated 
herein by reference). These authors used current photolithographic techniques to generate arrays of 
immobilized oligonucleotide probes (DNA chips). These methods, in which light is used to direct 

8 the synthesis of oligonucleotide probes in high-density, miniaturized arrays, utilize photolabile 
5 -protected N-acyl-deoxynucleosidephosphoramidites, surface linker chemistry and versatile 
combinatorial synthesis strategies. A matrix of 256 spatially defined oligonucleotide probes may be 
generated in this manner. 

12 4.21 PREPARATION OF NUCLEIC ACID FRAGMENTS 

The nucleic acids may be obtained from any appropriate source, such as cDNAs, genomic 
DNA, chromosomal DNA, microdissected chromosome bands, cosmid or YAC inserts, and RNA, 
including mRNA without any amplification steps. For example, Sambrook etal (1989) describes 
1 6 three protocols for the isolation of high molecular weight DNA from mammalian cells (p. 
9.14-9.23). 

DNA fragments may be prepared as clones in Ml 3, plasmid or lambda vectors and/or 
prepared directly from genomic DNA or cDNA by PCR or other amplification methods. Samples 
20 may be prepared or dispensed in multiwell plates. About 1 00-1 000 ng of DNA samples may be 
prepared in 2-500 ml of final volume. 

The nucleic acids would then be fragmented by any of the methods known to those of skill 
in the art including, for example, using restriction enzymes as described at 9.24-9.28 of Sambrook et 
24 al (1 989), shearing by ultrasound and NaOH treatment. 

Low pressure shearing is also appropriate, as described by Schriefer et al (1 990) Nucleic 
Acids Res. 1 8(24) 7455-6, incorporated herein by reference). In this method, DNA samples are 
passed through a small French pressure cell at a variety of low to intermediate pressures. A lever 
28 device allows controlled application of low to intermediate pressures to the cell. The results of 

these studies indicate that low-pressure shearing is a useful alternative to sonic and enzymatic DNA 
fragmentation methods. 

One particularly suitable way for fragmenting DNA is contemplated to be that using the two 
32 base recognition endonuclease, Cv/JI, described by Fitzgerald et al (1 992) Nucleic Acids Res. 

20(1 4) 3753-62. These authors described an approach for the rapid fragmentation and fractionation 
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of DNA into particular sizes that they contemplated to be suitable for shotgun cloning and 
sequencing. 

The restriction endonuclease CviJl normally cleaves the recognition sequence PuGCPy 
4 between the G and C to leave blunt ends. Atypical reaction conditions, which alter the specificity of 
this enzyme (CvzJI**), yield a quasi-random distribution of DNA fragments form the small 
molecule pUC 1 9 (2688 base pairs). Fitzgerald et al (1 992) quantitatively evaluated the 
randomness of this fragmentation strategy, using a Cvz'JI** digest of pUC19 that was size 
8 fractionated by a rapid gel filtration method and directly ligated, without end repair, to a lac Z minus 
M 1 3 cloning vector. Sequence analysis of 76 clones showed that Cv/JI* * restricts pyGCPy and 
PuGCPu, in addition to PuGCPy sites, and that new sequence data is accumulated at a rate 
consistent with random fragmentation. 

1 2 As reported in the literature, advantages of this approach compared to sonication and 

agarose gel fractionation include: smaller amounts of DNA are required (0.2-0.5 ug instead of 2-5 
ug); and fewer steps are involved (no preligation, end repair, chemical extraction, or agarose gel 
electrophoresis and elution are needed 

1 6 Irrespective of the manner in which the nucleic acid fragments are obtained or prepared, it is 

important to denature the DNA to give single stranded pieces available for hybridization. This is 
achieved by incubating the DNA solution for 2-5 minutes at 80-90°C. The solution is then cooled 
quickly to 2°C to prevent renaturation of the DNA fragments before they are contacted with the 

20 chip. Phosphate groups must also be removed from genomic DNA by methods known in the art. 

4.22 PREPARATION OF DNA ARRAYS 

Arrays may be prepared by spotting DNA samples on a support such as a nylon membrane. 
Spotting may be performed by using arrays of metal pins (the positions of which correspond to an 

24 array of wells in a microtiter plate) to repeated by transfer of about 20 nl of a DNA solution to a 
nylon membrane. By offset printing, a density of dots higher than the density of the wells is 
achieved. One to 25 dots may be accommodated in 1 mm 2 , depending on the type of label used. By 
avoiding spotting in some preselected number of rows and columns, separate subsets (subarrays) 

28 may be formed. Samples in one subarray may be the same genomic segment of DNA (or the same 
gene) from different individuals, or may be different, overlapped genomic clones. Each of the 
subarrays may represent replica spotting of the same samples. In one example, a selected gene 
segment may be amplified from 64 patients. For each patient, the amplified gene segment may be in 

32 one 96-well plate (all 96 wells containing the same sample). A plate for each of the 64 patients is 
prepared. By using a 96-pin device, all samples may be spotted on one 8 x 12 cm membrane. 
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Subarrays may contain 64 samples, one from each patient. Where the 96 subarrays are identical, the 
dot span may be 1 mm 2 and there may be a 1 mm space between subarrays. 

Another approach is to use membranes or plates (available from NUNC, Naperville, Illinois) 
4 which may be partitioned by physical spacers e.g. a plastic grid molded over the membrane, the grid 
being similar to the sort of membrane applied to the bottom of multiwell plates, or hydrophobic 
strips. A fixed physical spacer is not preferred for imaging by exposure to flat phosphor-storage 
screens or x-ray films. 

8 The present invention is illustrated in the following examples. Upon consideration of the 

present disclosure, one of skill in the art will appreciate that many other embodiments and variations 
may be made in the scope of the present invention. Accordingly, it is intended that the broader 
aspects of the present invention not be limited to the disclosure of the following examples. The 

12 present invention is not to be limited in scope by the exemplified embodiments which are intended 
as illustrations of single aspects of the invention, and compositions and methods which are 
functionally equivalent are within the scope of the invention. Indeed, numerous modifications and 
variations in the practice of the invention are expected to occur to those skilled in the art upon 

1 6 consideration of the present preferred embodiments. Consequently, the only limitations which 
should be placed upon the scope of the invention are those which appear in the appended claims. 

AH references cited within the body of the instant specification are hereby incorporated by 
reference in their entirety. 

20 5.0 EXAMPLES 

5.1 EXAMPLE 1 

Novel Nucleic Acid Sequences Obtained From Various Libraries 

A plurality of novel nucleic acids were obtained from cDNA libraries prepared from various 
24 human tissues and in some cases isolated from a genomic library derived from human chromosome 
using standard PCR, SBH sequence signature analysis and Sanger sequencing techniques. The 
inserts of the library were amplified with PCR using primers specific for the vector sequences 
which flank the inserts. Clones from cDNA libraries were spotted on nylon membrane filters and 
28 screened with oligonucleotide probes (e.g. , 7-mers) to obtain signature sequences. The clones were 
clustered into groups of similar or identical sequences. Representative clones were selected for 
sequencing. 

In some cases, the 5' sequence of the amplified inserts was then deduced using a typical 
32 Sanger sequencing protocol. PCR products were purified and subjected to fluorescent dye 

terminator cycle sequencing. Single pass gel sequencing was done using a 377 Applied Biosystems 
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(ABI) sequencer to obtain the novel nucleic acid sequences. In some cases RACE (Random 
Amplification of cDNA Ends) was performed to further extend the sequence in the 5' direct on. 

4 5.2 EXAMPLE 2 

Novel Contigs 

The novel contigs of the invention were assembled from sequences that were obtained from 
a cDNA library by methods described in Example 1 above, and in some cases sequences obtained 
8 from one or more public databases. The sequences for the resulting nucleic acid contigs are 

designated as SEQ ID NO: 1 - 1 390 1 and are provided in the attached Sequence Listing. The contigs 
were assembled using an EST sequence as a seed. Then a recursive algorithm was used to extend 
the seed EST into an extended assemblage, by pulling additional sequences from different databases 

12 {i.e., Hyseq's database containing EST sequences, dbEST version 1 14, gb pri 1 1 4, and UniGene 
version 101) that belong to this assemblage. The algorithm terminated when there was no 
additional sequences from the above databases that would extend the assemblage. Inclusion of 
component sequences into the assemblage was based on a BLASTN hit to the extending 

1 6 assemblage with BLAST score greater than 300 and percent identity greater than 95%. 

Table 3 sets forth the novel predicted polypeptides (including proteins) encoded by the 
novel polynucleotides (SEQ ID NO: 1-13901) of the present invention, and their corresponding 
nucleotide locations to each of SEQ ID NO: : 1 - 1 390 1 . Table 3 also indicates the method by which 

20 the polypeptide was predicted. Method A refers to a polypeptide obtained by using a software 

program called FASTY (available from http://fasta.bioch.virginia.edu ) which selects a polypeptide 
based on a comparison of the translated novel polynucleotide to known polynucleotides (W.R. 
Pearson, Methods in Enzymology, 1 83 :63-98 (1 990), herein incorporated by reference). Method B 

24 refers to a polypeptide obtained by using a software program called GenScan for human/vertebrate 
sequences (available from Stanford University, Office of Technology Licensing) that predicts the 
polypeptide based on a probabilistic model of gene structure/compositional properties (C. Burge 
and S. Karlin, J. Mol. Biol., 268:78-94 (1 997), incorporated herein by reference). Method C refers 

28 to a polypeptide obtained by using a Hy seq proprietary software program that translates the novel 
polynucleotide and its complementary strand into six possible amino acid sequences (forward and 
reverse frames) and chooses the polypeptide with the longest open reading frame. 

The nearest neighbor results for SEQ ID NO: 1-13901 were obtained by a BLASTP 

32 version 2.0al 19MP-WashU search against Genpept release 120 and Geneseq database release 
200101 (Derwent), using BLAST algorithm. The nearest neighbor result showed the closest 
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homologue for SEQ IDNOS: 1-1390L The nearest neighbor results for SEQ ID NO: 1-13901 
are shown in Table 2 below. 

Tables 1 , 2 and 3 follow. Table 1 shows the various tissue sources of SEQ ID NOS: 1 - 

4 1 390 1 . Table 2 shows the nearest neighbor result for the assembled contig. The nearest neighbor 
result shows the closest homolog with an identifiable function for each assemblage. Table 3 
contains the start and stop nucleotides for the translated amino acid sequence for which each 
assemblage encodes. Table 3 also provides a correlation between the amino acid sequences set forth 

8 in the Sequence Listing, the nucleotide sequences set forth in the Sequence Listing and the SEQ ID 
NO. in USSN 09/515,126 
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TABLE 1 



Tissue 


RNA 


Library 


SEQ ID NOS: 


Origin 


Source - 


Name 




adult brain 


GIBCO 


AB3001 


83 544 597-598 600-607 616 841 1004 1148 1346 1493 1974 
213821412143 2161 2266 2345 23 63 25 1 1 2569 2876 2880 
3001 3099-3101 3105-3106 3110-3111 3115-3117 3199 3272 
3282 3284 3356 3425 3537 3634 3689 3709 3797 3810 3839 
3899 4006 4021-4022 4025 4043 4194 4201 4253 4277 4297 
4388 4399 4410 4667 4671 4722 4747-4748 4750 4755 4767 
4845 4865 4940 5037 5075 5093 51 18 5163 5171-5172 5268 
5481 5523 5553 5656 5724 5894 5902 5938 6052 6170-6173 
6176 6214 6307 6336 6369 6374 6793 6894-6897 6979 7058 
7169 7455 7492-7493 7495-7499 7501 7504 7577 7586 7761 
7792 7864 7870 8035 8065 8085 8110 8120 8140 8224 8226 
8298 8372 8427 8452 8456 8535 8648 8672 8674-8679 8681- 
8684 8816 8838-8839 8870 8898 9012 9041 9079 9128 9257 
9264 9304 9317 9460 9503 9517 9567 9623 9734 9781 9792- 
9798 9929 9964 9999 10296 10330 10469-10470 10578 10679 
10778 1078610895 10984-10986 11032 1 1052 3 1069 11130 
1 1 145 1 1239 1 1289 1 1402 1 1 818 1 1862 1 1 870-1 1 876 1 1 878- 
11881 12017 12037 12127 12160 12294 12363 12375 12405 
12424 12438 12467 12539 12570 12590 12615-12616 12618 
12685 12688 12712 12739 12748 12830 12913 12916 12948- 
12950 13002 13064 13073 13083 13141 13150 13153 13164- 








13166 13257 13391 13456 13479 13489 13492 13494 13499 
13501 13503 13560 13595-13596 13627 13645 13679 13782 
13795 13861 13866 13869 13882 


adult brain 


GIBCO 


ABD003 


67 83 142 443 587 598 608-609 61 1 613-624 633 731 734 737- 
742 760 799-800 809 1 148 1152 1 167-1 184 1 193 1346 1433 
3516 3552 1575 1671 1756 1774 1833 197421382145 2176- 
2178 2237 2266 2299-2303 2303-2306 2343 2363 2412 2444 
2449 251 1 2516 2555 2569 2576 2614 2716 2809 2876 291 1 
2926 3001 3093 3114 3119 3 121-3124 3126 3 128-3130 3234 
3254-3256 3258-3263 3265-3267 3270-3274 3276-3277 3280- 
3281 3284 3286 3348 3356 3378 3435 3459 3484 3537 3548 
3595 3605 3625 3627 3634 3686-3697 3700 3702 3709 371 1 
3720 3722 3737 3757 3797 3804 3810 3839 3856 4006 4019 
4025 4040 4055 4057-4058 4060 4078 4194 4201 4246 4253 
4277 4282 4390 4405 4412 4431 4620 4622 4641 4689 4751- 
4764 4791 4808 4837 4845 4847-4849 4852-4858 4860-4862 
4864-4869 4940 4957 49624972 4998 5021 5031 5037-5038 
5040 5076 5093 5108 51 18 5167 5169 5171-5172 5251-5261 
5263-5265 5270 5364 5401 5481 5492 5521 5523 5535 5656 
5674 5693 5766 5788 5817 5906-5909 5938 6005 6027 6057 
6064 6147 6178 6180-6182 6189 6214 6229-6233 6254 6272 
6369 6371 6421-6426 6555 6595 6598 6601 6799 6803 6825 
6836 6886 6894 6913 6972 6995 7058 7104 7130 7133 7148 
7164 7169 7339 7347 7386 7426 7455 7494 7502 7507 7509 
751 1-7512 7516 7520 7584-75877590-7596 7598-7601 7603- 
7604 7608 7632 7677 7743 7748 7761 7768 7792 7797 7807 
7815 7839 7849-7861 7864 7870 7930 7937 8035 8065 8067 
8080 8087 8095 8110 8120 8139-8140 8209 8224 8226 8235 
8246 8262 8285 8298 8320 8323 8336 8354 8361 8365 8370 
8375 8387 8452 8456 8535 8556 8576-8577 8603 8630 8648 
8674 8685-8686 8688-8690 8693 8695 8702 8712 8742 8760- 
8761 8763-8764 8766-8769 8813 8815-8816 8830 8834 8838- 
S839 SS4S 8863 8870 8898 8921 8943-8944 8951 8989 9010 
9041 9050-9056 9058-9064 9076 9079 9092 9097 9128 9144- 
9145 9257 9264 9271 9278-9279 9304 9315 93179455 9466 
9472 9475 9480 9503 951 1 9517 9525 9539 9689 9734 9773 
9781 9791 9799-9802 9847 9852 9873 9928-9929 9964 9999- 
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Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








10001 10003-10004 10053 10175 10267 10276 10330 10349 
10434 10449 10466 10471-10474 10492 10496 10509 10566 
10578 10597-10599 10645 10679 10788 10891 10948 10988- 
10990 11032 11039 11041-11043 11052 11065 11069 11105 
1 1 108 1 1 130 1 1 145 1 1 167 1 1 196 1 1203-1 1207 1 1209 1 1239 
11399 11401-11402 11406 11459 1 1470 1 1604 1 1606 11642 
11761 11818 11862 11877 1 1882-1 1884 1 1886 1 1889-1 1893 
1 1944-1 1946 1 1981 11988 12016 12019 12022 12037 12083 
12127 12143 12164-12165 12168-12171 12178 12195 12236 
12265 12305 12327 12363 12375 12405 12423-12424 12430 
12438 12546 12570 12590 12594 12612 12615-1261 8 12630 
12670 12674 12685-12688 12693 12704 12706-12707 12748 
12772 12830 12885 12904 12913 12916 12923 12933 12951 
12956 32993 13001 13020-13021 13038 13047 13064 13072- 
13073 13084-13085 13092 131 17 13142 13167-13171 13191 
\5Zdi \3lo\) \3ZyD 13.5^0-13391 \D5y<\ J3456 134/9 
13483 13489 13497 13501 13503 13505-13507 13512 13516 
13546 13551 13555 13575 13590 13592 13597 13613-13614 
13645 13649 13659 13711 13782 13795 13838 13861 13869 
13875 13882 13884-13885 13888 13892 13896 


adult brain 


Clontech 


ABR001 


142 858 1542 21742407 2483 2652 3272 3287 3460 3492 3535 
3595 3737 3839 4005 4060 4282 4434 4791 4972 5040 5293 
5523 5530 5535 5788 5906 6082 6601 6799 6980 7373 7577 
7587 7759 7788 7851 8081-8082 81 30 9167 9455 9466 9781 
yyZ5 IU422 IU/ /4 W791 i lUoy J 1401 1 J 41/6 1 1459 1 16U4 
11607 117911 1818 11865 11961 1197912022 12122 12160 
12327 12442 12594 12615 12640 12670 12705 12935 12957 
12985 13047 13197 13257 13456 13511-13512 13546 13554 
13646 13793 13885 13889 13893 


adult brain 


Clontech 


A T> I"> f\(\C 


o o7 1UU4 iyU5 j272 :>2bo jMo 401 1 4252 4998 5923 5928 
6374 6730 6815 6867 6890 7067 8365 9264 9729 9780 10776 
1 1587 1 1618 12596 12601 12605 12704 12749 12754 12951 
13047 13051 13090 13479 13488 13498-13499 13503 13512 
13575 13882 


adult brain 


Clontech 


ABR008 


6 1 1 21 41 51 88 142 364 376 579 598 651 736 800 1050 1 148 
1 184 1251-1265 1291 1346 1404 1479 1529 1543 1671-1674 
1697 1699-1710 1820 1830 1832-1838 1840 1848-1849 1908 
1914 1919 1927 1957 1964 1974 1976 1978-19792005-2006 
2050 208 1 2090 2 1 1 0-2 1 1 1 2 1 29 2 1 50 2 1 74 2200 23 1 0 2327 
2342 2408-2430 2420 2444 2449 2461-2467 2484 2490 2499- 
2506 2511 2553 2574 25762611 2652 2809 2827 2866 2894 
3032 3207 3535 3591 3610 3634 3715 3722 3737 3766-3770 
3819 4006-4007 401 1 4025 4032 4060 4078 4095 4109 4128 
4143-4 1 55 41 82 41 94 4247-4257 4277 4282 4294 4296 43 1 0 
4330 4348 4355 4360 4381 4395 4399 441 1 4431 4543 4641 
4662 4694 4698 4767 4781 4791 4808 4833 4837 4985 5001 
5022 5040 5075 5094 5108 5163 5303-5306 5308-5314 5320 
5380 5523 5553 5615 5625-5626 5634 5638-5644 5701 5706 
5711 5727-5742 5766 5772 5775 5783 5801 5814 5817 5820- 
5821 5829 5837 5851 5855 5858 5864 5867 5874 5885 5890 
5897 5901 5906 5923 6057 6125 6214 6223 6288 6302 6456- 
6464 6545 6598 6601-6602 6624 6676-6685 6699 6726 6728 
6746-6749 6765 6799 6805 6854 6860 6893-6894 7004-7007 
7049 7076 7078 7081-7083 7105 71 17 71 19 7133 7153 7166 
7431 7579 7708 7768 7849 7900-7905 8018 8083-8084 8095 
8110 8196-8208 8262 8288 8312 8320 8331 8336 8356 8375 

StASI <Mfi9 £££1 G71 f\ Q^IQ 0"7T7 OQ1 ^ 0<M 7 QQ^n OQio 

oh jZ \yioZ oOjj oOo I o/lUo/jy 0///00IJ00J / oo^U oojy 

8963 S965 8983 9010 9097 9100 9302-9108 91 1 1 9128 9142 
9257 9264 9313 9364 9378-9384 9401 9454-9455 9458 9460- 
9464 9503 9509 951 1 9515-9516 9522 9528-9529 9533 9539 
9542 9544 9573 9577 9646 9773 9780 9924 10000 10025- 
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Tissue 
Origin 



RNA 
Source 



Library 
Name 



SEQ ID NOS: 



10029 

10275- 

10331 

10513 

10721 

10895 

11406 

11519 

11589 

11791 

12212- 

12405 

12482 

12582 

12707 

12868 

12990 

13047 

13249 

13436 

13495 

13554- 

13713 

13861 

13893 



10097 
10276 
10333- 
10542 
10729 
11100 
31437 
11532- 
11606 
11 807 
12224 
12424 
12490 
12585 
12725 
12894 
13002 
13051- 
13280 
13445 
13497- 
13555 
13724 
13867- 
13896 



10148 10209 
10284 10292 
1033410343 
10557 10613- 
10743 10758 
11114 11132 
11454 11459 
11535 11550 
11615 11618 
11818 11932 
12231 12236 
1243912442 
12521 12546 
12590 12601 
12735-12736 
12905 12909 
13004-13005 
1305213056 
13311-13312 
13456 13458 
1350013503 
13590 13613 
1376913793- 
13868 13875 
13898 



10218- 

10296 

10346 

10616 

10760 

11195 

31462 

11553 

11621 

11955 

12305 

12465- 

12552- 

12609 

12749 

12940 

13020 

13062 

13336 

13479- 

13507 

13630 

13794 

13882 



10223 10225- 
10303 10313 
10393 10430 
10679 10688 
10776 10782 
1124011242- 
11466-11473 
11555-11556 
11627-11628 
12006 12039 
12363 12368 
12466 12468 
12553 12576- 
12617-12618 
12754 12776- 
12955 12959 
13035 13038 
13073 13082- 
13387 13417 
13482 13488 
13512 13516 
13649 13659 
13808 13827- 
13884-13885 



1022910267 
1032610329- 
10494 10496 
10691 10719- 
10786 10795 
11254 11401 
11475-11476 
11559 11588- 
11633 11761 
12041 12092 
12396-12399 
12477 12479- 
12577 12579 
1263612658 
•12779 12859 
12977 12980 
13042-13044 
13083 13196 
13421-13426 
13490 13494- 
13533 13546 
13670 13678 
13828 13838 
13888-13889 



adult brain 



Clontech 



ABR011 



1006 1257 3797 4006 4025 5535 6057 7169 7870 8262 8937 
8966 9257 10778 12736 13394 13679 13793 \3S6\ 



adult brain 



BioChain 



ABR012 



88 598 1007 1 134 2597 3557 3590 3627 3797 4006 4192 4246 
4282 4391 4940 5523 5535 6288 6338 7138 81 10 8898 9076 
94019455 9476 10772 11061 11114 12989 13394 13511 \3S66 



adult brain 



Invitrogen 



ABR013 



598 2614 3191 4355 4391 5523 5788 8085 8486 1 1533 12521 
12989 13861 



adult brain 



Invitrogen 



ABT004 



40 51 598 1050-1057 1148 1777-1778 1947 19762270-2272 
2327 2490 2617 3050 3600-3602 3722 3987 4390-4391 4434 
4543 4689 5031 5157-51595167 5169 5466 5505 5682-5683 
5701 5766 5778 5794 5902 6147 6367-6371 6459 6545 6709 
6728 6783 6801 6971 7104 7175 7815 7839 7864 8139 8342 
8345 8355 8363 8372 8452 8633 8963 8975-8976 9012 9133 
9423-9424 9511 9515 9517 9528 9556 9827 9949 10260 10267 
10275 10570-10571 10733 10767 11132 11159 11406 11459 
11932 12009 12092 12109-12111 12127 12283 12428 12511 
12579 12605 12725 12747 12830 12885-12886 12910 12913 
12954 12987-1298913051 13054 13062 13073 13090 13249- 
13253 13438 13445 13456 13489 13500 13512 13516 13533 
13546 33590 13622 13649 13683-13684 13713 13803 13838 
13861 33866 13896 



cultured 
preadipocytes 



Strategene 



ADP001 



1 134 1346 2343 2614 3272 3426 3610 3720 3839 3885 401 1 
4277 4282 4297 4346 4388 4391 4405 4434 4641 4833 4940 
4985 5018 5030 5040 5163 5167 5523 5581 5778 5788 5794 
5895 5951 6082 6147 6272 6607 7067 7141 8093 8235 8285 
8312 8363 8629 8648 8830 8839 9290 9401 9466 9503 9781 
10346 10470 10776 10795 10971 13108 11370 11513 11818 
12034 12037 12046 12093 12375 12387 12405 12424 12570 
12636 12670 12674 12688 12735 12749 12913 12940 13126 
13163 13295 13489 13494 13497 13499 13511 13516 13575 
13652-13653 13866 13888-13889 



adrenal gland 



Clontech 



ADR002 



8 83 342225 351 443 551 569 731 864 1134 1266-1271 1273- 
1274 1276-1292 1294-1295 1381 1391 1544-1545 1658 1671 
1908 1959 1983 2030 2023 2145 2375 2283 23102328-2334 
2343 2444 2449 25 1 0 2522 2576 3032 3069 3 1 53 3 1 66 3272 
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Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








3378 3416 3548 3625 3709 3711 3771-3788 3790-3791 3797 
3839 3870 3899 3985 4019 4054 4060 4109.4173 4192 4194 
4201 4253 4277 4282 4389 4391 4395-4396 4431 4667 4687 
4694 4783 4957 4966 4985 4998 5037 5 1 08 5293 53 16-5323 
5325-5336 5481 5505 5527 5531-5533 5560 5628 5656 5701 
5766 5865 5874 5902 5939 5979 6020 6052 6057 6227 6288 
6354 6405 6449 6465-6482 6521 6603 6726 6894 6979 7008- 
7011 7155-7156 7204 7604 7634 7845 7871 7906-7912 7915- 
7918 7920-7930 8022 8067 8085-8086 8095 8110 8116 8224 
8262 8363 8365 8412 8520 8535 8554 8699 8742 8831 8870 
8950-8951 9002 9010 9012 9097 9109-91 19 9121-9127 9190 
9264 9280 9304 93 17 9455 9457 9495 9503 9553 9556 9586 
9709 9780-9781 9895 9927 10007 10030-10032 10034-10035 
10037-10045 10119 10277 10284 10346 10595 10617-10620 
10623-10627 10645 10675 10679 10760-10761 10766 10774 
10782 1 1 108 1 1 194 1 1255 1 1258-1 1270 1 1289 1 1400 1 1406 
11457 11519 11588 11600 11621 11626 11818 11952 12080 
12159 12225 12227-12230 12232-12237 12239-12240 12242- 
12249 12251 12305 12363 12375 32404-12405 12424 12439 
12577 12599 12601 12630 12636 12657-12658 12663 12688 
12693 12706 12713 12715 12735 12749 12754 12780-12787 
12o4& lzooi 12909 12913 12923 12957 12990 ]j006-1j>007 
13020-13021 13064 13095 13104 13295 13313 13315 13388- 
13389 13391 13456 13473 13494 13507 13515 13546 13613 
13631 33679 13725-13733 13858 13866 13872 13S83-I3884 
13888-13889 


adult heart 


G1BCO 


AHR001 


51 83 88 94 221 239 360 366-367 404 410-43 J 413 415 458- 
459 461 465-468 471 473-478 486 545-546 559 567 616 625- 
630 743-744 799 802-806 808 810-835 837-842 959 1004 1066- 
1085 U3A 1178 3184-1193 1346 1512 1516 1546-1547 \556 
1575 1671 1727 1774 1829 1959 1976-1977 2090 2096 2108 
2110 2128 2138 2145-2147 2161 2179 2I95-219S 2257 2276 
2278-2281 2302 2307-23092363 2398-23992409 2411-2412 
2444 2449 2497 25 1 6 2529 2563 2569 2575-2576 2597 2605 
2614 2617 2762 2809 2816 2879-2880 291 1-2924 2926 2961 
2978-2980 2985-2986 2993 2995-3002 3032 3042 3051 3058 
3069 308 1 3091-3094 3 1 09 3 1 1 4 3 1 32-3 133313531 37-3 1 3 8 
3 1 4 1 3 1 9 1 3 1 96 3 1 99 32 1 5 3263 3272 3282-32 86 3317 3349- 
3350 3353-3359 3361-3362 3364-3367 3370-3393 3396-3399 
3403 3406 3425 345 1 3465-3466 3479 3500 3503 3537-3538 
3544 3548 3550 3555 3557 3590-3591 3595 3604 3606-3612 
3614-3621 3623-3627 3634 3689 3697-3698 3701-3709 371 1- 
3713 3720 3722 3737 3757 3797 3839 3885 3898 3988-3989 
3996 4005-4006 4008 40 1 0-40 1 1 40 1 9 402 1 -4022 4025 4040 
4043 4054-4055 4058-4060 4078 4183 4192 4194 4201 4246 
4253 4269 4277 4282 4341 4351 4391 4403 4405 4434 4517 
4543 4553 4590 4615 4622 4631 4633-46344641 4654 4664 
4666-4667 4672-4675 4688-4689 4693-4694 4738 4740 4755 
4783 4828 4870-4871 4905-4906 4909-4915 4917-49194921- 
4924 4926-4927 4940 4957 4972 4985 4991 4998 5001 5030 
503 7-503 8 5040 5076 5 1 1 8 5 1 63 5 1 7 1 -5 1 75 5 3 77-5 3 78 5 1 80- 
5182 5266-5268 5380 5422 5481 5490 5492 5506-5507 5523 
5534-5535 5581 5656 5682 571 1 5740 5766 5788 5895 5908 
5923-5924 5938 6047 6057 6083 6085 6104 6110-61 1 1 61 17 
6147 6184-6185 6189 6195 6215 6255-6257 6259-6266 6268 
6272 6288 6307 6336 6375-6379 6382 6427-6429 6458 6555 
ojos ojyj oou/ oozy dodj oooy o/oj o /o / o /yy Ool J OO / 1- 
6873 6879 6881-6882 6898 6926-6928 6975-6978 6987 7058 
7090 7148 73 13-73 14 7341 7343-7344 7346-7347 7350 7354 
7359 7362 7373 7380 7394 7402 7407-7408 74 10 7413 74 15- 
74 1 6 74 1 8-74 1 9 7426 743 1 7468 7473 74 80 7494 7505 75 1 3- 



102 



WO 01/64835 



PCTAJS01/04927 



Tissue 
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RNA 
Source 


Library 
Name 


SEQ ID NOS: 








7516 7520 7544 7561 7584 7587 7599 7601-7604 7635 7638- 
7643 7645-7649 7651-7655 7657 7659-7662 7733 7735 7743 
7748 7783-7796 78 J 5 7852 7857 7862-7863 7865-7870 7930 
7933 7983 8062-8065 8067 8087-8088 8093 8095 8110 81 16 
8120 8139-8140 8224 8226 8235 8262 8298 8336 8344-8345 
8354 8356 8363 8368 8372 8378 8387 8410 8427 8452 8456 
8531-8532 8534-8535 8563-8569 8572 8576-8577 8592-8593 
8597 8603 8606 8610 8613-8614 8616-8617 8646 8648 8670 
8681 8691 8698-8699 8702 8712 8742 8756 8760 8763 8795 
8807-8809 881 1-8814 8816-8819 8821-8833 8835-8839 8858 
8863 8870 8898 8921 8927 8936 8939 8943 8946 8950-8951 
8966 8988-8992 8994-8995 9010 9049 9059 9065-9067 9070- 
9072 9076 9097-9098 9167 9190 9257-9260 9262 9269 9281 
9287 9301 9304 9315 9317 9401 9454-9455 9466 9476 9480 
9484 9556 9577 9612 9689 9698 9720-9721 9734 974 1-9743 
9747-9750 9758 9781 9791 9804 9871-9882 9884-9885 9928 
9939 9942 9954-9960 9999-10000 10005 10375 10179 10275 
10284 10292 10296 10329-10331 10346 10400 10422 10430- 
10431 1043710442 10444-10447 10475 10511-10512 10514- 
10521 10557 10576-10577 10616 10645 10679 10691 10729 
10742 10744 10772 10774 10777-10778 10782 10788 10839 
10891 10894-10895 10902 10917-10920 10937 10942 10946 
10948 10969-10970 10992 11032 11 044-1 1045 1 1061 1 3066- 
11074 11108 11114 11132 11145 11153 1 1 165-1 1 170 1 1 173 
11205 11208 11210-11215 11283 1 1289 1 1386 1 1388 11401- 
1 1402 1 1406 1 1462 1 1 559 1 1 565 1 1 576 1 1 596 1 1 606 1 1 61 5 
11620 11744 11788-11789 11793 1 1818 1 1823-1 1825 11831- 
1 1 832 1 1 869 1 1 894 1 1 947 1 1 96 1 J 1 982- 1 1 989 1 2000 1 2006 
12009 12011 12019-12020 12028 12037 12044 12078 12081 
12093 12119-12122 12143 12160 12166 12172-12175 12177- 
12179 12197 12305 12335 12363 12375-1237612383 12387 
12400 12402 12405 12424 12428 12438 12479 12521 12523 
12546 12560 12564 12570 12590 12599 12601 12605 12609 
12631 12616-12618 12653 12662-12663 12670 12674 12688 
12717-12720 12734 12752 32754 12772 32905 12907 12914 
12916-12917 12923 12925 32940 12961 32963-12965 12989 
12991 12993 13020-13021 13033 13035 13072-13073 13082- 
13083 13104 131 17 13126 13132 13136 13141-13142 13148 
13169 13203-1321013212 13260-13261 13293 13295 13326 
13377 13394 13413 13442 13456 13477 13480 13488 13490 

13568 13570-13573 13575 13582 13592 33633 13624-13630 
13632 13644 13646 13659-13660 13678-13679 13689 13701 
13711-13713 13775 13782 13795 13797 13866-13869 13872 
13882 13884-13885 13893 


adult kidney 


GIBCO 


AKD00I 


49 67 83-84 142 354 405-407 415-429 431-432 445 460 462 
479-484 486 488 492-493 524 548-549 59S 616 63 1-638 744 
787 809 84 1 1 004 1 068 1 086 11 60 1 1 63 - 3 1 66 1 1 7 1 1 1 84 1 1 93 
1346 1359 1449 1479 1516 1552 1556 1671 1724 1727 1774 
1826 1858 1914 1974 1976 1978-1979 2081 2097-20992111- 
2113 2117-21182129-213021382145 2148-21502161 2186 
221 8 2266 2268 2302 23 10 2327 2343 2363 2409 2412 2444 
2449 2468 2483 2523 2569 2576 2614 26 1 7 2827 2845 2876 
2910 2915 2926-2931 2933-2934 2938-2943 2945-2947 2955- 
2956 29762981 2983-2984 3001-3016 3018 3053 3109 33 14 
3140 31 42-3 14631 49-3 1 50 3 1 99 3254 3265 3272 3283-3284 

T?Rfi ^SO TlSfi 1A0f> 34^S ^44S IdfiO ^407 ^SfV? 

3535 3537 3544 3548 3590-3591 3598 3625 3627 3634 3676- 
3677 3679-3685 3689 3697 3709 371 1 3720 3722 3737 3757 
3797 3808 3810 3839 3885 3989 4005-4006 401 1 4019 4022 
4025 4040 4043 4054-4055 4060 4078 4 1 09 43 92 4194 4201 
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Origin 


RNA 
Source 


Library 
Name 


SEQ 1J> NOS: 








4246 4253 4269 4277 4341 4354 4387-4388 4390 4398 4402 
4405 44104434 4473 45404543 4583 4591-4592 4607 4637 
4640-464 1 4649 4654 4665 4668 4676-4677 4680^685 468S- 
4689 471 1-4712 4751 4758 4766-47684783 4808 4833 4836- 
4837 4845 4874 4904 4940 4957 4962-4963 4972 4983 4991 
4998 5022 5037 5040 5076 5093 51 18 5343 5163 5171-5372 
5246-5249 5281 5362 5364 5380 5422 5481 5521 5523 5526- 
5527 5535 5656 5693 5726 5740 5766 5769 5778 5788 5794 
5894 5902 5908 591 1 5916-5917 5923 5928 5938 5990 6005 
6049-605 1 6057 6078 6082 6086 6088 6105-61 07 61 12-6 1 1 7 
6120-6122 6147 6159 618^-6189 6215 6257 6272 6288 6369 
641 8 6423 6430 6555 6595 6598 6738 6743 6765 6767 6793 
6799 6805 6815 6836 6857 6867-6870 6872-6873 6878 6884 
6SS6 6893 6899-6900 6931 6947 6976 6979 6988 7024 7045 
7058 7104 71 18 7155 7275 7281 7306 7312 7338 7347-7348 
7351-7352 7355 7357 7359-7363 7366 7369 7371-7373 7381 
7383 7386 7400 7402 7404-7406 7408 7420 7422 7424 7426- 
7428 7430-743 1 7433-7435 7439 7455 7465-7468 7494 7502 
7506 7537-7521 7579 7587 7604 7634 7639 7642 7733 7735 
7743 7748 7792 7797 7839 7842-7846 7848 7852 7857 7862 
7864 7870 7930 7933 8065 8077 8084 8087 8093 8095 8305 
8110 81 16 8120 8139-8140 8156 8224 8226 8235 8262 8320 
8336 8345 8351 8354 8359 8364 8368 8370 8372 8375 8377 
8387 8427 8452 8456 8461 8486 8518 8520 8527 8535 8563- 
8564 8566 8572-8573 8575-8577 8580-8583 8585 8588-8589 
8597 8603 8618-8621 8623 8625-8626 8628 8630 8634 8647- 
8650 8664 8674 8677-8678 8691 8694 8701-8704 8706 871 1 
8722 8740 8742 8763 8792 8798 8806 8812-8813 8816 8830 
8838-8839 8848 8853 8863 8876 8898 8921 8935 8943-8944 
8948 8951 8966 8989 9012 9041 9047-9049 9076 9092 9128 
9 1 37 9 1 67 92 1 8 9244 9249 9257 9264 9287 9304 93 1 5 93 17 
9424 9455-9457 9466 9472 9475 9484 9503 951 1 9517 9529 
9536 9542 9544 9558 9612 9683 9699 9703 9722-9723 9725 
9734 9744 9752-9755 9758 9772-9773 9780-9781 9805-9807 
9841 9843 9927-9929 9939 9942 9969 9998-10000 10007 
10175 10275 10284 10287 10292 1-0319 10346 10376 10423- 
10424 10431 10442 10446 10448 10450 10475 10480 10496 
10542 10557 10645 10679 10774 10778 10782 10788 10895 
10921-10928 10947 10949-10953 10986 10994-10996 1 1032 
1 1052 1 1061 3 1069 1 1 1 14 1 1 130 1 1 132 1 1 143 1 1 145 1 1 197- 
1 1202 1 1205 1 1208 1 1212 11239 1 1289 1 1401-1 1402 1 1406 
11459 11513 11586 1 1596 11604 11607 11618 11620 11695 
11711 11759 13761 11790-11791 11793-11794 11818 11820- 
1 1 822 1 1 834- 1 1 836 1 1 857 1 1 865 1 1 869 1 1 895- 1 1 899 1 1 950 
11970 12006 12022 12041 12078 12143 12159-12160 12178 
12195 12197 12256 12265 12305 12327 12359 12363 12375 
12387 12405 12424 12428 12438 12442 12467 1251 1 12521 
12523 12535 12539 12546 12564 12570 12590 12599 12601 
12609-12611 12616 12618 12630 12653 12656 12664 12666- 
12667 12670 12674 12688-12689 12691 12739 12754 12830 
12834 12904 12913-12914 12916-12917 12923 12940-12941 
12951-12952 12956 12972 12976-12977 12993 12999 13002 
13052 13062 13064 13066 13072-13073 13082-13083 13095 
13104 13127 13131 13333 13136 13141 13143-13146 1314S 
13154-13155 13169 13172 13184 13195-13196 13249 13254 
13260 13263 13280 13295 13307 13319 13394 13442 13456 
13477 13479-13480 134S8-13490 13492 13494-13495 13497- 
13503 13506-13507 13512 13515-13516 13546 13551 13554- 
13556 13572-13574 13590 13592 13613 13627 13631 13644- 
13645 13656 13659-13660 13665 13670 13710 13713 13776 
13782 13795 13859-13860 13864 13866-13868 13872 13882- 
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Tissue 


RNA 


Library 


SEQ IDNOS: 


Origin 


Source 


Name 










13885 13888 13891-13892 


adult kidney 


Invitrogen 


AKT002 


67 142 550-552 598 639-641 1004 1015 1493 1516 1947 2215 
2299 2343 2363 2449 26 1 8 3054-3055 3 1 52-3 153 3 1 55-3 1 57 
3434 3535 3590 3709 3797 3808 3839 3885 401 1 4022 4025 
4040 4253 4277 4391 4405 4671 4759 4767 4769 4837 4949 
4972 5001 5035 5037 5052 5108 5526 5581 5615 5726 5788 
5895 6062 6139 6190-6191 6803 6900 6947 6975 7468-7469 
7473 7733 8095 81 10 8139 8262 8323 8361 8363 8375 8520 1 
8539 8648 871 1 8798 8912 8950 8966 8983 90769264 9368 
9510 9517 9665 9703 9734 10175.10476 10791 10989 10997 
I 1 13Z 1 16 J o 11 I4z> 1 lyUU IZUUo \2v5y IZloO IZjoj 12375 
12405 12424 12685 12702 12707 12904 13035 13060 13104 
13136 13295 13394 13456 13488 13495 13501 13512 13533 
13554 13583 13644 13670 13679 13696 13733 13795 13866 
13888 13891 


adult lung 


GIBCO 


ALG001 


83-84 553 598 642-644 650 747 975 1004 1009 1015-1022 
1449 1516 18162161 218622J52343 2444 2968 3056 3158 
3160-3162 3345 3466 3503 3519 3566 3568-3573 3595 3709 
3797 3810 3839 3885 4025 4039 4059 4194 4405 4622 4755 
4767 4770 4797 4865 4940 4949 4963 4972 4987 4991 4998 
5001 5117-5129 5171-5172 5233 5401 5481 5581 5724 5788 
5938 5960 6123 6125 6140 6215 6322 6336 6343-6348 6371 
6886 6966-6967 7024 7143 7275 7441 7444 7502 7522-7523 
7749-7752 8093 81 10 8140 8336 8345 8375 8378 8449 8535 
8612 8622 8635 8648 8651 8674 8702 8707-8708 SS3S-8S39 
8898 8941-8942 8944 8948 8951 9076 9128 9457 9466 9475 
9497 9503 9544 9567 9703 9756 9758 9808-9810 9843 9873 
9926 9999 10161 10175 10275 10329 10344 10400 10458 
10554-10555 10796 10998 11032 1 1046 1 1069 1 3 132 1 1 144- 
11145 11483 11627 11818 11837 11901 12006 12028 12039 
12041 12087-12092 12146 12363 12375 12424 12438 12539 
12570 12601 12617 1 266 1 12670 12674 12688 12738 12749 
32754 12904 12940 12974 13062 13173 13195 13232 13234 
)3260 13295 13307 13456 13472 13477 13490 13494 13497- 
13498 13569 13584 13592 13660 13663-13666 13670 13743 
13776 13882 13885 13889 13891 


lymph node 


Clontech 


ALN001 


83 142 364 487 495-497 554 629 645-646 648-650 716 938-951 
953-962 1134 1516 1549 1671 1774 19762138 2225-2232 
2234-223 5 2340 2879 30 1 9-3020 3057 3 1 03 3 1 63-3 1 65 3272 
3356 3498-3505 3507-3513 3515-3516 3538 3548 3628 3697 
4194 4201 4253 4405 4641 4687-4688 4771-4772 4783 4808 
4845 4963 4972 4987 4998 5042-5065 5076 5163 5504 5523 
5835 5895 5917 6027 6142 6192 6272 6288 6308-63 1 1 6313- 
6314 6765 6805 6871 6949-6951 7700-7705 7707-7709 8085 
8088 8091 8110 8235 8375 8387 8432 8629 8631 8633 8648 
8677 8709 8713-8715 8830 8863 8887-8889 8891-8896 8943- 
8944 8966 9010 9076 91 1 1 9128 9142 9222 9455 9472 9520 
9544 9734 9774 9780 981 1 9905-9907 9928 9939 9999 10027 
10129 10296 10439 10452 10501 10543-10545 10679 10777- 
10778 1078810891 10999-1100011111-11113 11115 11130 
1 1 345 11344 1 1406 13 51 3 1 1584 1 1885 12006 12028 12050- 
12056 32343 32256 12363 12405 12442 12570 12674 12690 
12913 12917 12940 12968-12970 13173 13220-13223 13394 
13400 13492 13503 13511 13533 13630 13642 13645 13713 
13868 13885 13889 13891 


young liver 


GIBCO 


ALV001 


211 498 598 651-653 1008-1014 1 193 1264 1575 1976-1977 
2131 Z 1 o 1 £lj e \-L£.jj ZZoy z Jo3 Z joo Zo 1 / Z6Z7 zo33 Zo3o 
2961 3021 3059 3093 3166 3215 3272 3356 3378 3426 3479 
3559-3565 3590 3597 3627 3634 3673 370937973810 3885 
3993 4006 40 13 4019 4025 4194 4246 4253 4277 4422 4426 
4431 4434 4437-4438 4634 4654 4687 4714 4722 4755 4773- 
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Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQ JD NOS: 








4774 4808 4957 5001 5037 5052 51 13-51 15 51 63 5167 5171 
5508 55105526 5581 5616 5693 5726 5757 5772 5788 5928 
6125 6141-6142 6193 6288 6340-6342 6589 6765 6815 6886 
6901 7024 7118 7141 7442 7524 7735 7747-77487792 7852 
7870 7924 7930 8066 8110 8120 8262 8375 8378 851 8 8520 
8648 8652 8691 8702 8716-871 8 8816 8838-8839 8938-8940 
9097 9119 9263-9264 9301 9317 9424 9454-9455 9544 9689 
9703 9734 9758 9775 9925 9947 10393 10477 10769 10774 
11001 11132 11140-11142 11173 1 1208 1 1318 3 1406 11587- 
3 3588 11725 11804 11902 12081-1208612118 12160 12178 
12375 12377 12405 12424 12479 12511 12570 12599 12601 

17£7ft 17A7/1 17f£S8 107^7 1 OQ'S A 17Q11 nOI/I 1'70'2'J 

jzoio jzo/u izom lzooo ilidi vaosk) izyio izyjj 
12953 12977 12993 13047 13062 13073 13126 13169 13174 
13230-13231 33295 33488-1348913494 13498-13499 33502 
13506-13507 13575 13592 13646 13660-13662 13670 13866 
13868-13869 13882 13888 13901 


adult liver 


Invitrogen 


ALV002 


6 25 60 142 598 1004 1213 1296-1301 1381 1493 1513-1514 
1977 2139 2161 2269 2310 2335 2342 2400 2413 2449 2458 
2497 2568-2569 2576 2636 2809 2827 2880 2926 3471 3484 
3503 3597 3722 3792-3796 3885 3994-3995 4025 4060 4201 
4326 4422 4426 4618 4689 4767 4786 4985 4998 5093 5163 
5337-5339 551 1 5526 5581 5693 5701 5724 5726 5757 5895 
5922-5923 5979 6020 6027 6083 6125 6192 6195 6253 6333 
6346 6483-6485 6116 6765 6797 6975 7169 7422 7468 7614 
7642 7807 7932 8089 81 10 8140 8262 8323 8378 8633 8677 
871 1 8740 8759 8786 8834 8839 8944 9002 9128-9129 9264- 
9265 9282 9466 9484-9485 9517 9677 9700 9773 10007 10046- 
10047 10135 10616 10669 10777 11032 1 1 3 14 11132 11142 
1 1 194 1 1271 1 1389 1 1462 1 1 502 1 1 560 1 3 587 1 1602 1 1818 

i io?a i loon i ono/c m cr\ nine 1 10 c*2 i t>c/i nii£ 1 010*7 
1 IVoU 1 iy&y IZU00 IzloU IZ2jj-1zZj4 IZjIo \151l 

12363 12378-1237912411 12424 12511 12570 1263012693 

33072-13073 13090 13242 13256 13378-13379 13389 13479 
13487 13489 13497 13555 13734-13738 13859 13864 13889 


adult liver 


Clontech 


ALV003 


346 2529 3548 3797 3885 4438 49405101 5801 5902 9597 
10769 10778 11587 11927 12086 


adult ovary 


Invitrogen 


AOV001 


6 13 40 67 83 88 142 196 444 522 555-560 577 579 598 609 
654-657 659-665 667-668 708 740 745-749 751-754 756-761 
806 841 871 1004 1023 1028-1034 1036-1039 1041-1047 1055 
1087-1115 1119 1151-1162 1298 1346 1359 1456 1493 1507 
1516 1658 1697 1752 1774 1812 1826 1848 1914 1974 1976- 
1977 1979 1983 2099 21 1 1 2138 2153-2155 2161 2175 2180- 
2181 2186 2258-2267 2284-2286 2288-2290 2298-2299 2342- 
2343 2449 2483 2523 2529 2555 25692576 2591 2597 2618 
2708 2750 2783 281 8 2839 2926 2961-2962 2988 3007 3022 
3031 3060-3061 3063 3069 3166-3172 3174-3175 3177-3189 
3226 3272 3286 3288-3289 3291-3293 3295-3299 3435 3450 
3460 3479 3486 3503 3535 3577-3589 3612 3627 3629 3631- 
3643 3673 3675 3720 3722 3737 3797 3806 3810 3812-3813 
3839 3885 3985 4006 4012-4014 4023 4025 40404043 4060 
4078 4133 4192 4194 4201 4246 42694277 4282 4341 4362 
4381 4383 4385 4388 4390-4391 43964399 44024405 4410 
4434 4465 4473 4515 4543 4582 46104654 4689 4694 4715- 
4717 4722 4759 4767 4775-4782 4836-4837 4873-4878 4880 
4940 4944 4957 4960 4962-4964 4972 4975 4981 4985 4998 
5001-5002 5018 5030 5037 5040 5045 5075-5076 5093 5108 

5262 5374 5380 5451 5455 5490 5503 5505 5521 5523 5527 
5560 5581 5674 5701 5724 5757 5778 5783 5788 5794 5817 
5874 5894-5895 5902 5906 5908-5909 5916-5917 5923 5932 
5938 5979 5989-5990 6005 6027 6048 6054 6057 6061 6078 
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Origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








6082 6086 6125 6140 6143-6144 6165 6171 6192 6194-6200 
621 5 6235-6239 6241 6270 6288 6307 6333 6336 6354-6360 
6362-6364 6374 6385-6392 6410 6412 6415-6417 6458 6461 
6508 6555 6583 6595 6598 6604 6607 6624 6626 6629 6708 
6765 6767 6793 6797 6799 6801 6805 6825 6860 6870-6871 
6873 6886 6888 6900 6902-6904 6915-6917 6947 6969-6970 
6975 6980-6987 6998 7054 7058 7104 7109 71 18 7133 7137 
7141 7155 7166 7169 7171 7191 7204 7281 7386 7408 7431 
7443 7468 7471-7472 7494 7507 7525-75287604-7609 7614 
7642 7687 7716 7729 7762-7763 7765-7767 7769-7771 7773- 
7775 7788 7802-7818 7829-7835 7838-7841 7864 7905 7937 
7977 8007 8035 8077 8088 8093 8095 81 10 8120 8134 8139- 
8140 8143 8156 8235 8246 8262 8292 8320 8336 8345 8355 
8358 8363 8365 8368 8370 8372 8375 8387 8444 8452 8456 
8486 8520 8593 8610 8633-8634 8653 8719-8724 8773-8777 
8779 8781-8782 8792 8798 8813 8830 8839 8853 8863 8870 
8876 8898 8928 8944 8950 8956-8961 8963-8971 8989 9004- 
9007 9009-9019 9042-9046 9055 9076 9097 9128 9134 9185 
9264 9283-9284 9291 9313 9358 9424 9445 9454-9455 9457 
9460 9466 9471-9472 9475 9480 95 31 95 1 7 9533 9539 9542 
9544 9553 9565 9577 9586 9612 9626 9677 9694 9703 9722 
9734 9757-9758 9773 9776-9778 9791 9812-9819 9827 9838 
9843 9848-9853 9922 9927-99409942 9962-9970 9989-9992 
9994-9997 10007 10027 10097 10149-10152 10249 10252 
10275 10298 10333-10334 10346 10349 10351 10383 10386 
30417 10438-10439 10452 10459 10470 10478-10480 10493- 
10498 10557-10562 10564-10565 10580-10586 10594-10596 
10645 10658 10676 10679 10767 10772 10774 10778 10782 
10788 10791 10954 10971-10972 11002-1 1004 11032 11047- 
11052 11061 11069 11083 1 1 108 1 1 130 1 1 132 11151-11153 
11155 11157-11158 11167 1 1 170 1 1 372-1 1 176 1 1 193-1 1 196 
11274 11343 11369 11406 11411 11431 1 1588 1 1596 1 1600 
11604 11606-11607 11618 11620-11621 1 1629 11668 11814 
11860 11865 11876 11903-1 1909 1.1932 1 1949-1 1954 1 1980 
11985 12000 12006 12017 12022 12033 12039 12080 12083 
12092-12093 12095-12104 12127-12129 12131-12142 12146 
12159-12160 12162-12163 12178 12213 12216 12236 12256 
12260 12305 12327 12363 12368 12371 12375 12379 12387 
12401-12402 12405 12424 12430 12467 12520 12522 12546 
12570 32576 12590 12594 12599 12605 12609 12611 12615' 
12617-12618 12630 12636 12643 12657-12658 12663 12670 
12674 12685 12688 12691 12693 12702 12705-12707 12733 
12724 32729 12735 12740-12745 12749 12754-12760 12765- 
12770 12777 12842 12848 12875 12904 12906 12910 12913 
12916-12917 12935 12940 12955 12957 12963 12972 12977- 
12980 12982-12984 12992-12994 12997-13000 13020 13034 
13047 13051 33054 13056 13060 13062 13066 13070 13072- 
13073 13075 13082 13090 13092-13093 13104 13126 13136 
13141 13175-13177 13179-13180 13193-13194 13196-13197 
13202 13236-33241 13243 33245 13249 13254 13263-13275 
13277 13286-13292 13295 13319 13351 13377 13389-13391 
13394 13420 13436 13456 13477 33479 13488 13492 13494- 
13495 13497-13499 13502-13503 13506 13512 13516 13533 

11^46 "n^S4-H^S 1^S7S I^^QH 1^07 I^OA l^ftl 
IJJHU tJJHy Jjjjt-ijjjj IJJ/J l^jyu IJjyf UOvU-lJOUi 

13613 13616-13620 13627 13631 13644-13645 13649 13659- 
13660 13670 13674-13679 13693-13699 13707-13709 13713 
13782 13803 13864 13866 13868-13869 13872 13875 13882- 
13885 13888-13889 13892 


aduJt placenta 


Clontech 


APL001 


669-671 1006 1134 1184 1551 2053 2090 2156-2158 2342 
2490 2716 3001 3064-3065 3 390 3272 3625 3670 4019 4055 
4 1 94 420 1 4246 464 1 47 1 8 4720-472 1 4783-4786 4957 5523 
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Origin 


RNA 
Source 


Library 
Name 


SEQIDNOS: 








^RQ^ £1/1^ 6D(\\ (\1C\1 £.V(Y1 7fMO 
jjjO 3 Jo 1 J/oo J07J O l**J)-0 1**0 OZVi-OZUZ OJJO OoUJ /Uny 

7204 7529 8367 8375 8609 861 1 8630 8725-8727 9097 9480 
9734 9820 10319 10460 10579 10795 10895 1 1519 1 1723 
11737 11776 11827-11828 11959 12403 12546 12570 12663 
12848 12875 12913 13051 13394 13782 13869 13889 


placenta 


lnvitrogen 


APL002 


142 561 1023 1551 1976 2449 2569 2614 3191 3340 3592 3668 
4060 4346 4767 4787-4789 4892 4985 5536 5674 5693 5757 
5772 5794 5906 6147 6203 6235 6598 6788 6799 6979 7158 
/ joU- / jo I ol jy ojoi ooi I ooOJ yn j / ynoH yj l / yooj y /Uj 
9758 9821 9927 9939 9942 10481 10557 10778 10802 10973 
1 1006-1 101 1 1 1723 1 1733 1 1737 1 1776 1 1807 1 3 866 1 1910- 
11916 11959 12379 12403 12590 12685 13020 13054 13392 
13489 13533 13554-13555 13867 13882 13888 13891 


adult spleen 


GIBCO 


ASP001 


463 499 562-563 598 672 990-993 995 1004 1020 1346 1515- 
1516 1556 1774 1877 1914 1977 2159 2161 2215 2248 2257 
2363 2529 2569 2614 2617 2812 2827 3093 3 192 31 95 3199 
3272 3286 3350 3356 3434 3470 3503 3537 3544-3546 3548 
3604 3634 3689 3709 3720 3722 3796-3798 3812 3839 3885 
4006 403 1 4022 4025 4043 4194 4201 4246 4253 4277 4388 
4391 4396 4405 4434 4641 4689-4690 4781 4957 4987 4998 
5001 5017 5030 5037 5052 5076 51 18 5512-5513 5523 5526 
5701 5740 5778 5788 5796 5801 5895 5938 6005 6064 6125 
6140 6147 6192 6204 6272 6329 6458 6551 6590 6607 6873 
6886 693 1 6958 701 8 7058 7 1 09 7 1 1 8 7 1 33 7 1 7 1 7233 7506 
7532-7533 7561 7586 7733 7736 7807 7842 7845 7933 8065 
8085 8093 8095 8110 8116 8139-8140 8226 8235 8262 8323 
8359 8363 8365 8368 8372 8456 8535 8648 8702 8792 8816 
8838-8839 8858 8863 8865 8876 8923-8928 8943 8950-8951 
9128 9257 9264 9317 9455 9457 9466 9474 9544 9560 9773 
9781 9919-9920 9927 9939 9942 10000 3 004S- 10049 10155 
10175 10267 10275 10296 10331 10549 10566 10774 10777 
10828 10944 11032 11061 1 1 108 1 1 1 13 1 1 132 11173 11272 
11401 11406 11620-11621 11804 11818 11861 11917 12006 
12039 12041 12073-12074 12078 12118 12127 12236 12327 
12375 12387 12402 12405 12424 12426 12511 12546 12560 
12570 12601 12617-12618 12670 12674 12734-12735 12749 

17777 1770fl T7QT2 17017 1 7Q77 1 7G77 imfi*} 1 1C\1 7 

jz/ /z iz /yu izy i j Jzyio-izyi / izy /z izy / / i juuz j^uz i 
13066 13082 13084-13085 13169 13228-13229 33256 13260 
13295 33316-33337 13394 13456 13488-13489 13494 13497 
13532 13516 13546 13645 13649 13651 13659 13679 13739 
13776 13864 13866-13867 13888 


testis 


GIBCO 


ATS001 


50 142 500-502 564-565 598 673-678963-968 1 193 1346 1556 
1671 18261968 1977 2160-21612236-2237 2555 2590 2597 
3024 3093 3196-3202 3284 3378 3517-3522 3524 3720 3797 
3839 3885 4006 4025 4055 4109 4253 4354 4377 4388 4405 
4434 4473 4480 4543 46^S 4792 4940 4957 4962 4964 4975 
5001 5018 5030 5037 5067-5072 5076 5118 5171 5481 5525 
5535 5740 5757 5788 5907 5924 6125 6147 6257 63 16-6322 
6324 6607 6886 6952 7058 7143 7288 7445 7484 7534-7540 
7677 7710-771 1 7713-7717 7735 7792 7815 8087 81 10 8120 
8262 8368 8370 8375 8535 8577 8648 8655 8702 8729 8838- 
8839 8848 8898-8906 8936 8939 8966 9076 9087 9244 9264 
9304 9455 9466 9485 9542 9567 9703 9758 9822-9825 9908- 
9910 9928 10462 10475 10478 10482 10551 10583 10679 
10772 10778 10795 10955 10974 1 1 108 1 1 1 13 1 1 1 16 1 1 1 18- 
11120 11132 11173 11239 11425 1 1606 1 1620 1 1629 11695 
1 1 R07 1 1 1 1 Q 1 8- 1 1 0 1 0 1 7000 1 2006 1 20 1 7 1 701 1 3 7057- 
12063 12375 12405 12424 12570 12577 12599 12601 12605 
12609 12668 12692 12730-12731 12748 12904 12917 12923 
12929 12935 12940 12956 12971 13047 13051 13073 13090 
33169 33222-13225 13249 13394 13442 13456 13479 13494 
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Origin 


PMA 

Source 


1 i h ro rv 
L/IUI dl j 

Name 










13497 13502-13503 13506 13512 13515 13533 13549 13555 
13575 13613 13616 13627 13644-13646 13660 13866 13875 
13882 13889 


(~1 r»n run if* 
VJ u 11 Ul I III* 

DMA from 
BAC 63118 


IxCoCalCn 

Genetics 
(CITB 
BAC 
Library) 




£71 1 i 


adult bladder 


Invitrogen 


BLD001 


731 1710 1779-1791 20762367 2479-2481 4067 4208-4214 
4681 4767 4775 5163 5169 5553 5560 5581 5674 5684-5688 
5794 6082 6244 6716 6718-6721 6799 6931 7045 7094-7097 

Rl 1ft R076 £940 R95R S7"5*7 Oft 17 OA07 0/195 

9428 9430 9626 9703 9928 10007 10261 10557 10734-10735 
1 1459 1 1504-1 1506 12000 12212 12512-12513 12515-12517 
12670 12735 12914 13085 13439 13512 13687 13838-13841 
13866 


bone marrow 


Clontech 


BMD001 


11 70 83 85 142 150 162-184 186-198 200-210 230-243 245- 
277 279-281 306 370 373-387 389 433-435 438-440 457 483 
503-510 566 568-569 595-596 598 609 616 679-683 740 770 
843-857 859 861 864 867-876 880-884 886-890 892-893 896 
900 902-920 1000 1 004 1 1 16-1 120 1 122-1 126 1 12S-3 134 1 1 84 
1211 1346 1359 1516 1552-1554 1575 1583 1671 1724 1774 
1877 1894 1927 1974 1976 1983 2012-2024 2031 2033-2038 
2040 2043-2044 2084-2088 21 1 1 2120-2121 2132-2133 2137- 
2138 216121 63-2 1 64 2 1 86 2 1 89 2 1 99-2200 2202-2203 2205- 
2210 2213-2218 2266 2291-2295 2342-2343 2414-2416 2444 
2529 2555 2566 2569 2575-25762591 2597 2652 2681-2709 
271 1-2716 2735-2738 2740-2744 2746-2748 2750-2756 2758- 
2759 2761-2764 2766-2768 2770 2772-2781 2783-2787 2806 
2812-2813 2816 2873 2875 2880-2881 2883-2885 2887-2897 
2899 2901 2926 2948 2954 2958 2977 2984 3026-3029 3032 
3068-3069 3071 3081 3093 3096-3097 3139 3203-3205 3207 
3238 3257 3272 3282-3283 3286 3317 3345 3356 3404-3418 
3422-3434 3437-3438 3440 3442 3447 3449-3450 3456-3459 
3461-3464 3466-3473 3483 3497 3535 3538 3548 3557 3572 
3588 3593 3600 3604-3605 3610 3612 3625-3627 3634 3644- 
3647 3649-3651 3653-3657 3709 371 1 3722 3725 3727 3737 
3797 3804 3808 3810 3839 3899 4005-4006 401 1 4015-4019 
4023 4025 4040 4043 4058 4060 4129 4132 4192 4194 4201 
4246 4253 4277 4282 4367 4403 4466-4472 4474-4477 4479- 
4484 4486-4490 4492-4497 4509 4512-4540 4582 4595 4597- 
4606 4608-4615 4622 4642 4648 4650 4654 46674691-4695 
4723 4741-4742 4759 4767 4783 4794-4796 4808 4836 4928- 
4929 493 1-4934 4938 4940 4942 4944-494S 4950-4953 4955- 
4960 4962-4964 4967-4971 4973 4976-4979 4985-4987 4992- 
4998 5000 5004-5016 5030 5037 5052 5075-5076 5093 5143 
5149-5151 5163 5169 5210-5215 5217-5226 5262 5317 5357 
5503 5523 5535 5537-5540 5560 5604 5695 5740 5748 5766 
5788 5796 5801 5862 5874 5895 5906 5908 5938 5965-5967 
5969-5979 5991-5994 5996-6005 6007-6009 6027 6047 6057 
6065 6067-6068 6071-6072 6082 6086 6089-6091 61 12 6125- 
6127 6148-6152 6195 6214 6233 6257 6269-6276 6278-6280 
6282-6283 6285-6289 6292-6300 6321 6374 6393-6403 6508 
6555 6605 6607 6722 6730 6788 6815-68226826-6832 6836 
6859-6861 6867 6870-6871 6873-6874 6905 6915 6929 6933- 
6937 6940-6942 6944-6945 6988-6992 7051 7126 7155 7166 
7160 71QQ-7910 79I9-7910 7976 79^-79 7956-7964 7975 
73 1 7-73 1 8 7320 7322-7326 7347 7349 7373-7374 7379 7382 
7446-7448 7473-7474 7491 7502 7542 7544 7569 7577 7579 
7663-7671 7674 7677-7678 7680-7684 7686 7689-7696 7742 
7768 7791 7815 7819-7824 7847 7864 7930 7995 8065 8085 
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8088 8090-8093 8095 81 10 8J20 8134 8139 8224 8226 8235 
8241 8246 8262 8336 8354 8359 8363 8365 8368 8375 8421- 
8427 8429-8440 8444 8452 8456-8460 8463-8465 8467-8476 
8478-8489 8538-8539 8542-8551 8563 8566 8577 8593-8595 
8597 8603 8633 8635-8637 8648 8656-8657 8671 8677 8679 
8701 8792 8796 8817 8830 8840-8845 8847-8849 8852 8855- 
8860 8863-8868 8870 8873 8875 8879-8881 8898 8935 8944 
8963 8965 8995 9010 9012 9020-9031 9049 9051 9066 9076 
9092 9097-9098 9128 9257 9264 9285-9288 9304 9317 9339 
9381 9399 9401 9454-9455 9466 9471-9472 9474-9476 9516- 
9517 9519 9529 9544 9622 9630-9643 9646 9650-9665 9689 
9705-9712 9730 9734 9740 9758 9779-9781 9826 9885-9889 
9892-9902 9928-9929 9939 9942 9972-9976 9978-9982 9999- 
10000 10068 10153 10175 10249 10275 10277 10284 10287 
10296 10319 10321 10343-10344 10346 10364-10374 10379- 
10382 10385-10394 10414 10416 10426 10429 10439 10447 
10452 10467-10468 10475 10483 10520 10522-10526 10528- 
10529 10531-10535 10587-10590 10595 10616 10677-10679 
10691 10750 10760 10767 10772 10778 10788 10794-10795 
10828 10831-1083710846-10847 10849-10851 10853-10858 
10891 10895 10897 10899-10903 10905-1090710931-10933 
10956-10959 10975-10976 11012 1 1032 1 1046 1 1057 1 1059 
11061 11077-11082 11085-1108611088-11098 11108 11113 
1 1 132 '11 145 11 177-1 1 181 1 1 194 1 3208 1 1289 1 1344 1 1401- 
11402 11513 11618 11620 11631 11673-1167511677-11690 
11695 11697-11704 11706 11708-11715 11736 11742 13762- 
1 1 772 1 1 774 1 1 795 - 1 1 796 1 1 802- 1 1 804 1 1 8 1 7- 1 1 8 1 8 1 1 829 
11839-11842 1 1863 11920 11946 11992-12002 12004-12008 
12010 12012-12013 12015-12019 12022-12029 12033 12041 
12081 12142-12149 12160 12178 12195 12200 12231 12236 
12283 12305 12308 12316 12327 12363 12368 12404-12405 
12424 12426 12430 12439 12527 12546 12570 12576 12590 
12608 12610 12616 12634-12636 12641-12645 12654-12655 
12657-12659 12669-12670 12674 12721-12724 12754 12761 
12834 12840 12842 12904-12905 12910-12911 12913 12916- 
12917 12922-12923 12925-12928 12933 12938 12956 12966 
12977 12989-12990 12993 12995 13020 13033 13047 13060 
13062 13064 13066 13095 13098 13103-13105 13107 13111- 
13113 13129 13135 13137 13141 13150 13163 13173 13181 
13213-13217 13234 13276-13278 13280 13391 13394 13400 
13456 13472 13477 13490 13492 13494 13498 13501-13502 

13546 13551-13552 13554-13555 13560 13585-1358613594 
13613 13630 13633-13639 13644-13646 13649 13659-13660 
13670 13673 13679 13713 13775 13795 13866 13872 13875 
13882-13885 13889 13891 13893 


bone marrow 


Clontech 


BMD002 


51 242 442 654 1004 1134 1841-1904 1908 1927 2023 2107 
221 5 2342 2408 2507-2529 2576 2597 2806 2866 3286 3434 
3722 3736-3737 3817 3823 3839 40604246 4258-42904389 
4396 441 1 4618 4641 4828 4836 4957 4987 5030 5037 5052 
5108 5163 5526 571 1 5743-5772 5774-5804 5813 5895 5939 
6131 6236 6266 6287 6306-6307 6333 6655 6675 6728 6730 
6750-6762 6764-6769 6788 7049 7106-71 17 7137 7156 7738 
8068 8085 8134 8156 8290-8297 8299-8305 8307-8312 8323 
8368 8482 8499 8858 8863 m5 8928 8935 9076 91 1 1 9128 
9465-9502 9626 9700 9703 9923 9928-99299942 10277-10280 
10282-10284 10286-10297 30396 10434 10515 10551 10645 
10675 10691 10744-30753 10772 10778 1 1057 1 3098 3 1 108 
31132 11232 11252 11519 11536-11553 11606 13620 12033 
12039 12146 12260 12305 123S7 12402 12405 12500 12554- 
12578 12594 12599 12608 12674 12754 12777 12839 12895- 
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12904 12916 12923 13020-13021 13043 13057-13064 13169 
13249 13446-13454 13479 13492 13494 13513 13533 13555 

1T6SQ 1^711 1777S nRfn 1 ^86^-1 **R7S 1 "*R77 1 3RR7 1 Vfc&Q 
13891 

l JO/1 


bone marrow 


Clontech 


BMD004 


2249 2529 3286 3494 3548 355 1 3797 3839 4025 4058 4201 
4277 4282 5052 5108 6545 6961 8262 8898 9474 10000 3 1098 
11818 13021 13893 


bone marrow 


Clontech 


BMD007 


8539 9780 9927 13021 


adult colon 


Invitrogen 


CLN001 


319 346487 731 799 1792 1848 20502161 24492482-2483 
343 1 390 1 42 1 5-42 1 7 4940 4957 4987 5 1 63 5239 5560 5689- 

<6Q^ ^86< <01 1 <O0 / 3 6777 /^7« 7f\QQ 7<M < 'TO OA Q1 1 A 
D07D JOOJ D7I I 0 / Lt. O/O J /07O /ol3 /o04 /ooU OJ 1U 

8259-8262 8486 8597 8951 9484 9529 9542 9556 10376 3 1507- 
1 1508 1 1617 1 1869 12127 12236 12424 12518-12523 12601 

1961ft 19777 19076 T?ft69 1^ft7^ 1 1'XfH 1 1^ft7 T?^19 

13630 13713 13843-13844 13864 13868-13869 13888 j 


Mixture of 36 

llbbUCo — 

mRNAs* 


Various 
v enuors 


CTL016 


6815 10776 12977 13064 13512 


Mixture of 16 
tissues - 
mRNAs* 


Various 
Vendors* 


CTL021 


1671 6738 8432 8648 8863 8944 951 1 10769 13021 13062 
13064 


adult cervix 


BioChain 


CVX001 


50 67 142 158 308332 346 475 598 654 895 1004 1086 1286 
1449 1516 1671 1698 1701 1711-1756 1758-1776 1828 1848 
1959 2134 2186 2257 2267 2343 2408 2414 2468-24742476- 
2478 2608 2716 3002 3136 3166 3191 3199 3529 3535 3554 
3572 3627 3722 3737 37773797 3839 3985 41 58-4 176 4] 78- 
4195 4197 4199-4207 4246 4277 4391 4396 4434 4641 4667 
4759 4783 4828 4885 49404957 4963 4987 4998 5001 5038 
5075 5108 5163 5293-5294 5455 5481 5523 5552 5581 5646- 
5652 5654-5659 5661-5671 5673-5681 5687 5701 5711 5723 
5740 5788 5794 5848 5902 5908 5923-5924 5964 6020 6052 
6057 6062 6091 6106 61 12 6125 6129 6181 6350 6371 6374 
6410 6446 6458 6504 6508 6512 6551 6598 6686-6687 6689- 
6705 6707-6715 6788 6873 6893 6917 6998 7008 7045 7078 
7084-7093 7095 7130 7141 7148 7169 7204 7507 7579 7608 
7675 7733 7768 7815 7871 7880 7893 8078 8138 8209-8215 
8217-8236 8238-8242 8244-8248 8298 8345 8370 8444 8456 
8486 8499 8535 8558 8592 8633 8635 8648 8669 8679 8742 
8853 8863 8870 8898 8921 8939 8948 9012 9061 9098 9107 
9128 9137 9153 9304 9308 9317-9318 9355 9385-9391 9393- 
9403 9405-9406 9408-9418 9420-9422 9457 9466 9475 9510 
9539 9612 9734 9773 9927-9928 9939 9947 9960 101 10 10175 
10230-10256 10258-10259 10267 10274 10319 10329 10344 
10491 10496 10540 10616 10660 10691 10722-10732 10778 
10782 11055 11145 11217 11376 1 1462 1 1477-1 1489 1 1491- 
11503 1151911584 11604 11695 11853 11869 11891 11980 

19006 19066 190R1 19197 19160 191 05 19916 1994ft 19966 i 

liwvU i^uUU 1Z.UOJ lilZ./ JZIOU 1Z17J JZZIO IZ/Hv 1-6ZOD 

12308 12363 12379 12402 12405 12424 12438 12483-12494 
12496-12510 12579 12605 12610-12611 12617-12618 12643 
12653 12670 12674 12688 12691 12703 12707 12735 12740 
12754 12830 12840 12866 12870-12881 12883-12884 12905 



* The 16 tissue-mRNAs and their vendor source, are as follows: 1) Normal adult brain mRNA (Invitrogen), 2) 
normal adult kidney mRNA (Invitrogen), 3) normal adult liver mRNA (Invitrogen), 4) normal fetal brain mRNA 
(Invitrogen), 5) normal fetal kidney mRNA (Invitrogen), 6) normal fetal liver mRNA (Invitrogen), 7) normal fetal 
skin mRNA (Invitrogen), 8) human adrenal gland mRNA (Clontech), 9) human bone marrow mRNA (Clontech), 
10) human leukemia lymphablastic mRNA (Clontech), 11) human thymus mRNA (Clontech), 12) human lymph> 
node mRNA (Clontech), 13) human spinal cord mRNA (Clontech), 14) human thyroid mRNA (Clontech), 15) 
human esophagus mRNA (BioChain), 3 6) human conceptional umbilical cord mRNA (BioChain). 
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Name 


SEQ ID NOS: 








12913-12914 12917 12923 12951 12955 12957 12965 12989- 
12990 12993 13002 13020 13035 13045-13050 13062 13064 
1307? 13092 13136 13141 13174 13197 13254 13283 13307 
13391 13428 13430-13437 13442 13473 13479 13492 13494- 
13495 13497-13498 13502 13532 13554-13555 13575 13590 
13597 13613 13616 13627 13644 13679 13713 13775 13829- 
13837 13866 13868-13869 13872 13884 13888 13891 


diaphragm 


BioChain 


D1A002 


731 1346 3548 3711 3885 4282 4654 5895 6873 8120 8931 
8936 9455 13132 11818 12405 12609 


endothelial 
cells 


Strategene 


EDT001 


21 51 67 83 332 569 598 609 762 796 1004 1024-1026 1086 
3561 3848 1928 1959 1976-1977 1983 2338 2161 2166 2257 
2282-2283 2417 2483 24902555 2569 2614 2926 3042 31 89 
319 1 3272 3300-3303 3426 3494 3503 354 8 3574-3576 3605 
3627-3628 3673 3709 3720 3722 3737 3797 3839 3885 4005 
401 1' 40 19 4055 4133 41924246 4269 4282 4340 4354 4365 
4384 4388 4399 4405 4410-441 1 4434 4543 4641 4654 4767 
4797-47994802 4881-4882 4885-48864888 4940 4957 4964 
4972 4985 4998 5002 5017 5030 5076 5103-5104 5132-5133 
5163 5167 5183-5185 5187-5190 5380 5523 5527 5535 5541- 
5542 5544 5674 5684 5693 5724 5766 5778 5788 5794 5796 
5874 5895 5916 5923 5928 5938 6005 6048 6057 6068 6082 
6165 6205 6215 6240-6241 6307 6321-6322 6349-6353 6383 
6458 6595 6598 6606-6607 6765 6799 6805 6815 6860 6871 
6873 6890 6918 6968 6972 6976 6979-6980 6998 7058 7067 
7104 71 13 71 16 7137 71397169 7275 7468 7613 7716 7755- 
7757 7759-7760 7797 7799-7801 7930 8077 8084 8093-8095 
8120 8139 8235 8262 8320 8323 8335-8336 8345 8354 8358 
8363-8364 8370 8372 8375 8387 8452 8592 8648 8786 8788 
8792 8813 8863 8898 8944-8955 8965 8996-9001 9051 9076 
9097 9128 9264 9289-9291 9304 9315 9414 9455-9456 9466 
9472-9473 9475 9484 9504 9517 9529 9542 9563 9570 9626 
9703 9780-9781 9843 9927 9939 9961 10000 10027 10154 
10267 10285 10321 10330-10331 10342 10344 10349 10496 
10500 10550 10556-10557 10579 10679 10772 10776 10778 
10788 10795 10802 1 1013 1 1 132 1 1 136 1 1 146-1 1 149 1 1406 
11483 11565 11588 11600 11606-11607 11615 11626 11807 
11818 11932 11955 12006 12034 12037 12041 12044 12078 
12092-12094 12123-12126 12150 12213 12375 12381 12387 
12405 12411 12424 12426 12522 12570 12576 12590 12601 
12610 12612 12615 12617-12618 12663 12670 12674 12707 
12729 12739 12749 12753-12754 12777 12830 12842 12913- 
12914 12916-12918 12929 12940 12972 12975-12977 13002 
13024 13047 13051 13054 13062 13064 13082-13084 13090 
13092 13094 13123 13126 13136 13195 13235 13263 13380 
13389 13392 13394 13400 13456 13479 13488-13489 13492 
H494-13499 13502 13506-13507 13514 13516 13546 13555 
13568 13575 13590 13592 13613 13616 13621 13630 13649 
13659-13660 13667-13668 13670-13673 13678-1367913690- 
13692 13713 13796-13797 13838 13866-13869 13872 13882 
13884 13888 13893 


Genomic 

*"ivllCj Li (Jill 

the short arm 
of 

chromosome 
8 


Genomic 

DNA 

from 

Genetic 

Research 


EPM001 


150 2023 2327 2490 4109 4783 5503 5560 10267 10760 12017 

19760 19SS7 19SS9 1909'? H09O 13S14 

iZJOv IZJJ/ IwJOZ \£.yc,D lJ\j£.\J ijjm 


Genomic 
clones from 
the short arm 
of 

chromosome 


Genomic 

DNA 

from 

Genetic 

Research 


EPM003 


5560 12017 12146 
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8 








Genomic 

LrlUUCo LIv/JlJ 

the short arm 
of 

rhrnmAQOTTip 

VI 11 ulllUdvlJJC 

8 


Genomic 
nisi a 

from 
Genetic 


EPM004 


4783 4798 5560 10817 1 1926 12017 12160 


esophagus 


BioChain 


ESO002 


999-10002449 3272 3315 3548 35503634 3697 3796 4011 

409^ 40 4701 49 R9 SlOfi ^SS^ 60R9 fiKll 77^Q 0^04 

10296 11133 11818 12033 12570 13869 


fetal brain 


Clontech 


FBR001 


51 142 1184 3664 40604109 4940 5021 5270 5523 5553 6112 

6R0S fiQOR 7904 04S7 10^76 1 10SQ 1 19ft0fi 17199 

12160 12754 13438 13507 13888 


fetal brain 


Clontech 


FBR004 


60 2704 371 1 4025 4109 4783 5001 6082 7597 9010 9504 
9949 11837 12033 12039 12363 12705 12905 13020 13503 
13512 13891 


fetal brain 


Clontech 


FBR006 


6 60 67 598 800 932 1004 1 170 1793-1794 1796-1797 1799- 
1805 1905-1914 1916-1958 1974 1976 1979 1983 2057 2129 
2 1 74 222 1 2407 2444 2449 24 84-2492 2530-2554 2556-256 1 
2563 2576 2857 3064 3207 3479 3556 3673 3709 3722 4060 
4078 4157 421 8-4221 4223-4224 4277 4291-4334 4338 4355 
4364 4369 443) 4957 5001 5109 5270 5380 5553 5634 5696- 
5706 571 1 5724 5766 5788 5794 5801 5805-5832 5834-5879 
5882-5901 5936 5990 6057 6723-6732 6765 6770-6791 6797 
6805 6894 7049-7050 7100-7102 7105 71 18-7123 7125 7127 
7169 7905 8263-8265 8267-8273 8294 8312-8333 8359 836! 
8375 8452 8633 8664 8740 8757 8884 9010 91 1 1 9432-9436 
9503-95 1 6 95 1 8-9545 9547-955 1 9556 9570 9577 9780 9895 
9923-9924 9928 9942 10007 10027 10202 10263-10268 10276 
10284 10298-10310 10329 10331 10496 10542 10595 10621 
10736-10737 10755-10761 10772 10774 10795 11108 11132 
11406 11483 11509-11523 11555-11582 1 1589-11590 11600 
11606 11621 11713 11729 11807 11837 12006 12039 12044 
12092 12113 12218 12231 12236 12327J2363 12398 12405 
12465 32531 32524-1253012576-12577 32579-12601 12729 
12735. 32754 12863 12869 12889 12906-12910 12914 12954 
17071 nnon i*2f\oi iin^i tja^'O iir\cA iirncc tiaoo t?/^©^ 

1*3497 n44^ 1 ^4S^-1 ^470 1 14RR 114QH 1 7 /I Oft n^fil 

13507 13516 13560 13613 13630 13649 13708 13713 13769 
13831 13845-13855 13868 13872 13882 13884 13888-13894 
13896-13900 


fetal brain 


Clontech 


FBRs03 


1005 4405 51 1 1 6337 6964 7742 13084 13864 13891 


fetal brain 


Invitrogen 


FBT002 


51 83 142 321 430 746 932 1054 1058-1065 3493 1833 1947 
2273-2275 2299 2444 2449 2926 3479 3492 3885 4347 4354 
4391 4405 4410 4434 4530 4804 4985 4998 5075 5160-5169 
5380 5428 5466 5750 5788 5801 5895 6132 6215 6371-6374 
6458 6598 6973-6974 7067 7096 7776-777S 7780-7782 7937 
8143 8323 8361 8364 8372 8377 8452 8633 8977-8984 8986 
9010 9142 9264 9332 9457 9474 9503 951 1 9517 9539 9582 
9827 9848 9927 9950-9953 10027 10161 10329 10430 10492 
10573-10575 13014 11160-11164 11406 11628 11742 11814 
11830 11985 12092 12112-1211412116-12117 12127 12424 

17^11 17^71 n^?n n^7< i?^n n£o/£ ioti< \tjaq n7ci 
lZjlJ IZjzJ I ZD l\) 1ZD /O IZ04J IZOyO iz/jj lz/'Jo-lz/j I 

12754 12830 12835 12913 12957 12977 12990 13002 13020 

IJUOZ UU/z IjUoj 131 xl 1 jZjh- iiJLjy ljj// l.>**oO U4oV 

13496 13499 13507 13590 13649 13685-13688 13713 13867 
13888 13891 13893 


fetal heart 


Invitrogen 


FHR001 


1001 1004 2250 4025 6334 6765 7740 8933 8935 9457 9544 
10000 11132 12599 12609 13021 13568 13656 13866 


fetal kidney 


Clontech 


FKD001 


142 346 364 51 1-517 570-572 574 598 685-690 969-970 972- 
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981 983-987 1134 1346 2123 2167-21692238-2246 2342 2444 
2483 25 16 2555 2617 2728 2843 2876 3032 3049 3072 3206 
3208 3282-3283 3525-353 1 3533-3543 3548 3591 3709 3722 
3797 3839 3878 401 5 401 9 4043 4246 4277 4367 4405 4696- 
4698 4725 4767 4805-48104940 4947 4957 49864998 5037 
5056 5073-5080 5082-5091 5099-5100 5108 5258 5504 5523 
5560 5923 6005 6207-6208 6225 6272 6288 6325-6332 6478 
6603 6702 6793 6815 6906 6953-6959 7045 7058 7204 7355 
7426 7449-7450 7520 7543-75467561 7587 7718-7732 7930 
8077 8097 8262 8375 8387 8452 8520 8638 8658 8736-8737 
8834 8863 8898 8907-8918 8922 8950 9010 9134 9257 9401 
9457 9544 9597 9760 9781 9791 9828-9830 9912 9914-9918 
10296 1044010484 10546-10548 10772 1 1 108 1 1 121-1 1 129 
11131-11132 11170 11513 11638 1 1695 1 1923-11924 12006 
12033 12062-12070 12072 12160 12405 12522 12570 12594 

19<\QQ 10£fK 19£9/£ 19<7A 1 99^9 1T711 199/10 19Q/18 
19Q04 19Q14 19Q4A- 190/11 19QQA 11A9A 1 1A81 111 88 11996 

13227 1323413263 13277 13280 13351 13391 13394 13491 

11S01 11S1? 11SOO 11644 11647-116SO 11711 11789 11867- 

13868 13872 13875 


fetal kidney 


Clontech 


FKD002 


3286 5030 5037 5105 1 1 108 12033 12490 12570 13494 13866 


fetal kidney 


Invitrogen 


FKD007 


3272 3806 4025 4253 4277 4654 5112 5535 5788 5801 8863 

SOI** Q4A1 Q/IAA 1 A^l 11 698 1181ft 1 1AO/1 1 *Xf>A f, 1 T. 8££ 
7HU1 VhOO IKJjjj I I OZO nolo lJ't!/H 1.3040 lJoOO 


fetal lung 


Clontech 


FLG001 


79 2367 2395 3010 3460 3885 4828 4948 4962 5001 5723 5748 
5902 5908 6186 6738 7051 7067 7677 7759 9264 9553 9700 
10007 10478 11098 12017 12383 I24I7 12424 12749 12917 
13020 13169 13472 13554 13644 13782 13835 


fetal lung 


Invitrogen 


FLG003 


142 319 364 629 1671 1806-1814 1816-18191877 2129 2161 
2169 2367 2449 2493 2529 3191 3503 3610 4109 4225-4234 
4367 4434 4957 5108 5380 5421 5581 5707-5710 5712 5714 
5788 5801 6057 6733-6741 7034 7103 8274-8278 8365 8597 

8Q/1 8 Q9A/1 Q799 O/l 11 Q/1/19 Q/M/1 QA QCin OCOC OC^A OC2 O 

oyno ^Z04 yjLI yHD /-yn^Z 5/444 V4O0 iO JU iOZ3 yjjK) jrj^y 

9677 9773 9841 10007 10190 10198 10269-10271 10329 11519 

1 1 S94-1 1 S97 1 1097 19S11 19S1Q 198/18 19QQH 19QA/1 11A9 1 

13072 13249 13445 13472 13489 13551 13575 13649 13670 
13679 13856-13857 


fetal lung 


Clontech 


FLG004 


1003-1004 2597 5110 6963 9924 10552 1 1138-11139 12080 
12990 13659 


fetal liver- 
spleen 


Columbia 
University 


FLS001 


.2 4-14 16-22 24 26 28-31 33-46 48-49 51-61 63-68 71-91 93- 
102 104-110 112-124 126-156 158-162 282-283 285-290 292- 
299 301-304 307-3 12 3 14-326 328-338 340-344 346-353 355- 
365 369 390-400 402 436 441 483 557 567 575-585 595 598 1 
629 673 678 691-699 701-702 708 731 736 763-767 769-776 
778-786 788-791 793-794 796 925 975 1004 1015 1023 1038 
1068 1 104 1134 1 144 1 1 84 1 192 1216 1264 1298 1346 1482 
1493 1516 1518-1521 1551 1556 1575 1583 1594 1636 1641 
1707 3724 1774 1826-1829 3841 1858 1927 3959 1962-1965 
1967-1972 1974-1979 1981-1998 2000-2009 2011 2045-2051 
2053-2055 2057-2058 2060-2063 2065-2083 2089-2094 2 1 00- 
2101 2161 2170 2174 2184-2194 2215 2222 2269 2290 2310 
2342 2409 241 1 24 14 2444 2449 2458 2483 2490 2497-2498 
2510 2516 2523 2529 2555 2562 2566-25762578-2586 2588- 
2591 2593-2601 2604 2607-26082611-2612 2614-2618 2620 
2622-2642 2644 2646-2653 2655-2664 2666 2668 2670-2680 
2696 2750 2788-2793 2795-281 1 2814-2826 2828-2835 2837- 
2842 2844 2846-2848 28S 1 -78S8 9860 9869-9871 9876 9878 
2893 2900-2905 2907-2909 2926 2929 2949 2952-2953 2959- 
2960 2984 2992 3032 3058 3069 3073-3076 3078-3080 3082 
3093 3 1 66 3 1 94 3 1 96 3207 3210-32113213-3214321 7-3225 
3249 3257 3272 3282 3286-3287 3304-3307 3310-331 1 3314- 
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331733193321 -3332 3334-3346 3356 34 1 9 3426 3434 3446 
3450 3455 3468 3470 3479 3484 3494 3503 3535 3537 3548 
3552 3557 3572 3590 3594 3597 3604-3605 3610 3612 3625 
3627 3634 3668 3670 3709 371 1 3720 3722 3729 3737 3777 
3797 3806 3808 3810 3813 3839 3885 3926 3990 3996-3997 
4006 4009 401 1 4019-4022 4025 4040 4043 4060 4078 4095 
4 1 09 4 1 29 4 1 92 4 1 94 420 1 424 5-4246 4253 426 1 4277 4282 
4297 4335-4338 4340-4357 4359-4361 4364 4366-4367 4370- 
4372 4374-4377 4379-4382 4384-4386 4388-4392 4395-4396 
4398-4414 4417-4424 4426-4455 4457-4458 4460-4465 4542- 
4543 4545 4547-4553 4555-4562 4565-4575 4577 4579 4581- 
4582 4585-4588 4593 4596 4607 4616-46294644-4645 4647 
4654 4671 4676 4687 4689 4694 4721 4726-4729 4759 4767 
4775 4783-4784 4788 4790-4791 481 1-4819 4830 4837 4845 
4862 4874 4889-4902 4930 4940 4948-49494957 4962-4965 
4972 4985 4998 5022 5029-5030 5037 5040 5075-5076 5092 
5108 5132 5152 5163 5167 5171-51725335 5380 5398 5473 
5503 5514 5516 5523 5526-5527 5535-5536 5553 5583 5598 
5604 5616 5674 5684 5691 5693 571 1 5715 5724 5726 5748 
5750 5757 5778 5788 5794 5801 5817 5865 5874 5894-5895 
5902-5914 5916-5919 5921-5928 5930-5949 5951-5954 5956- 
5964 5966 5979 6005 6010 6013-6015 6017-6018 6020-6022 
6024-6025 6028-6032 6034-6048 6052-6062 6064 6068 6073- 
608 1 6086 6092-6094 6 1 04 6 1 1 2 6 1 25 6 1 3 5 61 40 6 1 47 6 1 49 
6 1 53-6 1 57 6 1 65 6 1 86 6 1 95 6209-62 1 1 6240-624 1 6243-6248 
6250-6253 6272 6276 6287-6288 6307 6313 6338 6371 6374 
641 9 6430 6446 645 1 6458 6478 6496 6508 6545 6579 6595 
6598 6607 661 1 6624 6629 6642 6658 6695 6726 6728 6730 
6738 6745 6754 6765 6767 6788 6793-6797 6799-6808 6810- 
6815 6833-6843 6845-6847 6850-6856 6858 6860 6862-6865 
6870-6871 6875 6877 6891 6893-6894 6900 6907-6908 6917 
6919-6925 6950 6979 7049 7058 7067 7077 7096 7109 71 16 
7118 7128-7131 7133-7135 7137-7141 7144-7147 7149-7150 
7 1 52-7 1 53 7 1 55-7 1 79 7 1 8 1 -7 1 92 7 1 94-7 1 98 7265-727 1 7273- 
7280 7282-7305 7307-7312 7316 7327-7336 7375-7376 7383 
7386 7451 7455 7468 7473 7475-7477 7479 7484 7548-7553 
7555-7558 7561 7608 7617-7618 7620-7631 7642 7675 7687 
7695 7716 7768 7809 781 1 7839 7842 7864 7883 7933 7977 
8069 8093 8095 8105 81 10 81 16 8139 8224 8226 8235 8241 
8262 8323 8334-8340 8342-8350 8352-8355 8357-8359 8361- 
8408 8410-841 1 8414-8419 8452 8456 8490-8498 8500-8502 
8504-8526 8529-8530 8537 8540-8541 8553-8560 8563 8566 
8568 8577 8592 861 1 8639 8648 8659-8661 8664 8668-8669 
8710 8738-8739 874J 8777 8792-8804 8830 8834 8839 8853 
8858 8863 8865 8876 8898 8926 8935 8939 8950-8951 8957 
8963 9010 9012 9076 9092 9097 91 12 91 19 9128 9257 9264 
9266 9284 9291 9301 9304 9313 9318 9352 9375 9399 9414 
9424 9445 9455 9457 9466 9473-9474 9476 9480 94S4-94S5 
951 1 9517 9528-9529 9536 9539 9542 9544 9552-9557 9559 
9561-9564 9566-9572 9574-9577 9579-9630 9646 9655 9666- 
9667 9669-9671 9673 9675-9697 9700-9701 9703-9704 9713- 
9715 9718-9719 9722 9726-9729 9734 9752 9758 9761 9777 
9780-9784 9813 9831 9854-9867 9869 9906 9927 9929 9939 
9942-9943 9969 99S3 10000 10007 10205 10267 10284 10296 
10305 10311 10313-10316 10318-10325 10327 10329-10331 
10333-10354 10356-10363 10395-10397 10400-10403 10405- 

10410 1041^ 10417-10499 10/197 1 0446 1 0447 104A1 10470 

10485 10496 10502-10507 10515 10542 10557 10565-10566 
10645 10679 10688 10691 10729 10750 10760 10762 10764- 
10769 10772rl0774 10776-10782 10784 10786-10795 10797- 
30815 10817-10830 10859 10861-10869 10871-10879 10881- 
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10893 1 0908- 1 09 16 10929 10934 10943 10948 10968 10971 
10975 10977-10983 11005 11009 11011 1 1015-1 1018 1 1028 
11031 11054-11063 11094 11108 11114 11132 11136 13142 
11194 11208 11213 11246 11390-11391 11401 11406 11411 
11414 11459 11462 11483 11508 11513 11521 11534 11559- 
11560 11565 11573 11585-11603 1 1606-1 1610 1 1612-1 1616 
1 1 6 1 8- 1 1 638 1 1 640 1 1 642- 11657 11 659- 1 1 667 1 1 669- 1 1 670 
1 1 672 1 1 699 1 1 7 1 6- 1 1 7 1 8 1 1 720- 1 1 722 1 1 724 - 1 1 74 1 11 743- 
11758 11760-11761 1 1775-1 1787 1 1797 11799-11801 11818 
1 1 83 0 1 1 862 1 1 864- 1 1 866 1 1 869 1 1 876 1 1 889 1 1 9 1 1 1 1 925- 
11928 11958-11961 11963-1197611979-1198012000 12006 
12017 12019 12028 12033-12034 12041 12078 12086 12092 
12122 12127 12159-12160 12178 12216 12218 12236 12245 
12256 12260 12289 12303 12305 12308 12327 12330 32363 
12375 12382 12387 12402-12405 12424 12426 12439 32442 
12465 12470 12476 1251 1 12522-12523 12546 12551 12560 
12570 12576 12590 12601-12602 12604-12619 12621-12633 
12636 12639 12646-12653 12670-12671 12674 12682-12683 
12688 12693 12696 12706 12709-12715 12735 12749-12750 
12772 12790 12823 12830-12832 12835 12842 12849 12855 
12863 12904-1290512910-12911 12913-12916 12918-12924 
12929 12931-12932 12934-12937 12939-12940 12954-12955 
12965 12973 12976-12977 12989-12990 12993 12999 13020- 
13021 13035 13051 13054-13055 13060 13062 13066-13067 
13069-13087 13089-13095 13097-13102 13114-13117 13119- 
13120 13122-13126 13134-13136 13141 13147 13156 13174 
13193 13195-13396 13198-13201 13254 13260 13264 13277 
13280 13295 13351 13368 13377 13391 13394 13400 13409 
13412 13420 13456 13472-13477 I3479-134S4 33486-13492 
13494-13496 13498-13499 13503-13530 13532-13516 13518- 
13527 13533 13541-13544 13546-13551 13553-13555 13560 

II'nTS IKftT \1/Zt\1 \1£Lf\A yiC\C i*»i:io 

13623 13630-13631 13644-13646 13649 33659 13670 13679 
13713 13743 13748 13769 13775 13782 13793 13803 13808 
13818-13819 13858-13860 13864 13866-13869 13872 13882 
13884 13888-1388913891 13893 13901 


fetal liver- 
spleen 


Columbia 
University 


FLS002 


6 16 24 30-31 63 67 81 83 89 95 103 115 117 126 140 142 147 
150-151 158 162 21 1 225 287 308 332 356 358 390-391 438- 
439 483 551 556 641 654 694 701 708 731 788 997 1006 1012 
1047 1082 1151 1 154 1 178 1184 1208 1212 1356 1480 1507 
2551 1556 2623-3647 1649-1667 1669-1671 1675 1677-1698 
1828-1829 1858 1877 1885 1889 1914 1927 1947 3961 1997 
1 999 202 8 2057 2070 2092 2098 2 1 3 8-2 1 39 2 1 54 2 3 6 1 2 1 74- 
2175 2189 2191 2257 2282 2327 2342 2363 2399 2403 2409 
2440-2441 2443-2450 2452-2459 2490 2498 2522-2523 2544 
2555 2568 2575-2576 2592 2597 2605 2619 2623 2659 2806 
2809 2812 2860 2869 28792903 29262932 2988 3031 3066 
3075 30893188-31893286-3287 3319 3343-3344 3356 3426 
3535 354.8 3552 3554-3555 3583 3591 3610 3625 3634 3673 
3709 371 1 3720 3722 3839 3899 3926 3985 4005-4006 401 1 
4020 4025 4055 4058 40604078 4091-41 1641 18-4126 4128- 
4 142 4172 4194 4201 4253 4277 4282 4347 4350 4353-4355 
4362 4367 4374 4379 4386 4391 4394 4396 4402 4426 443 1 
4435 4437-4439 4512 4553 4578 4586 4607 4622 4644 4654 
4671 4758 4767 4783 4798 4836 4845 4899 4940 4948 4962- 
4963 4985 499 1 4998 500 1 5037 5 1 08 5 1 67 5 1 7 1 5 1 77 5 1 98 
5237 5293-5^94 5380 5400 5523 551S-5S36 
5599 5601-5613 5615-5624 5627-5637 5653 5674 5691 5693 
571 1 5724 5726 5733 5748 5757 5772 5778 5794 5817 5874 
5894 5902 5904 5906-5907 5909 591 1 5916-5919 5923-5924 
5927 5929 5932 5938 5941 5948 5957 5959-5960 5962 5964 
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5979 6005 6020 6027 6037-6038 6052 6054 6057 6060-6062 
6064 6068 61 12 6140 6195 6225 6246 6287-6288 6306-6307 
.6336 6354 6371 6374 6423 6430 6451 6458 6461 6469 6478 
6496 6508 6538 6545 6563 6580 6583 6595 6598 6607 6629 
6638 6643-6643 6645-6675 6709 6726 6730 6765-6766 6788 
6792-6793 6795 6797-6798 6800-6801 6808 6812 6836 6843 
6850-6851 6855 6860 6864 6870 6875 6888 6908 6924 6950 
6958 6968 6998 7003 7018 7045 7049 7056 7071-7079 7095- 
7096 7109 71 16 7118 7126 7133 7135 7137-7139 7155-7156 
7166-7167 7169 7175 7178 7275 7291 7294 7329 7422 7426 
7478 7608 7627 7687 7695 7716 7815 7839 7871 7893 7914 
7937 7977 8022 8095 8120 8133-8134 8148-8149 8151-8167 
8169-8182 8184 8186-S192 8194-8196 8241 8246 8276 8289 
8298 8336 8339 8343 8345 8349 8355-8356 8361 8363 8365 
8367-8368 8370 8373 8375-8378 8385 8388 8417 8496 8518 
8520 8543 8558 8561 8563 8646 8667 8710 8738-8740 8786 
8803 8813 8865 8926 8946 8948 8963 8970 9010 9049 91 19 
9128 9142 9164 9222 9264 9289 9296 9301 93 17-931 8 9320 
9322 9335-9341 9343-9362 9365-9368 9370 9372-9373 9375- 
9377 9399 9455 9457 9466 9472 9475 9480 9483 9495 9526 
9533 9536 9553 9556 9558 9560 9563 9567 9570 9582 9597 
9601 9630 9646 9655 9671 9683 9695 9700 9703 9715 9722 
9729 9733 9752 9758 9783 9843 9848 9855 9880 9936 9942 
9983 10007 10027 10103 10142 10186-10217 10274 10284 
10287 10296 10313-10314 10329 10331 10349 10352 10354 
10400 10405 10430 10439 10496 10500 10507 10542 10621 
10709-10710 10712-10717 10750 10760 10776-10779 10782 
10794 10809 10816 10837 10885 10891 10895 10913 10960 
10971 10975 11057 11071 11098 1 1 142-1 1 143 1 1 148 11194 
11246 11401 11406 11430-11453 11455-11464 11483 11504 
11508 11556 11560 11589 11596 1 1615 1 1618 1 1626 11631 
11714 11729 11830 11833 11865 11988 12000 12006 12017 
12019-12020 12041 12044 12081 12092 12178 12195 12245 
12256 12277 12297 12327 12363 12383 12402-12403 12405 
12426-12427 12444-12455 12457-12465 32467-12473 32475- 
12476 12520 12546 12576 12599 12607 12611 12614-12615 
12637-12618 12622 12627 12630-12632 12636 12647-12648 
12650 12685 12688 12691 12693 12696 12703 12739-12740 
12743 12763 12808 12830 12834 12842 12849-12858 12860- 
12866 12885 12895 12906 12910 12913 12915 12917 12920 
12922 12929 12933 12940-12941 12954-12955 12957 12965 
12977 12990 12993 12999 13021 13039-13040 13047 13051 
13054-13055 13060 13062 13072-13073 13077 13082-13083 
13085 13092-13095 13098 131 17 13123 13136 13173 13195- 
13197 13202 13249 13254 13362 13377 13391 13394 13406- 
13409 13411-13415 13417-13420 13456 13473-1347413477 
13480 13484 13486 13488-13489 13496-13498 13500 13502 
13504 13506-13507 13511-13512 13515 13521 13546 13551 
13554-13555 13560 13575 13590 13S97 lUH 11616-11617 
13622 13630 13659-13660 13670 13678-13679 13695-13696 
13701 13708 13713 13726 13748 13775 13795-13796 13815- 
13826 13835 13838 13859-13860 13864 13867 13869 13872 
13882-13885 13888-13889 13891 13893 


fetal liver- 
spleen 


Columbia 
University 


FLS003 


525 2269 2529 2627 2636 3552 3554-3555 3597 4201 4246 
4253 4422 4426 4434 4438 5536 5801 8935 9536 1 1 136 1 1 142 
11519 11626 11927 12028 12077-12079 12086 12305 12403 
12424 13021 13472 


fetal liver 


Invitrogen 


FLV001 


40 51 60598 731 3023 1048-10491820 19762111 2268-2269 
2449 2483 2529 2568 2576 2614 2809 3207 3220 3468 3595- 
3599 3885 4020 4346 4390 4422 4434 4543 4615 4767 4833 
5092 5152-5155 5270 5505 5526 5553 5581 5715 5724 5726 
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5750 5766 5788 5794 5801 5902 6125 6147 6458 6598 6624 
6645 6765 6799 6805 6862 7104 7856 8070 8156 8359 8361 
8432 8740 8928 8935 8972-8974 9012 9041 9128 9264 9445 
9474 9485 951 1 9536 9593 9597 9703 9780 9927 9943 9945- 
9946 9948 10007 10137 1 0275 10334 10529 10557 10566- 

10569 10776 10828 1 1 142 1 1560 1 1587 1 1618 1 1927 12070 

170C£ ioio^ ioiaq 17177 note looi/c ioioi lO/iO/t nci i 
IZUoO !Z1Uj-IZ Iuo Jzlz / IZZlo IZZJO \LoLI 1z4z4 Izj I 1 

17S41-17S47 1760S 17746 17016 17077 17QR<; 17Q9.fi 17070 

13021 13060 13064 13135 13246-13247 13472 13479 13488- 

1^480 134Q7 17S73 13,SS4 17SQ0 136^0 136R0-136R7 17R^Q 

13860 13882 13888-13889 


fetal liver 


Clontech 


. FLV002 


360 996 1134 3226 5102 9401 


fetal liver 


Clontech 


FLV004 


998 1927 2449 2627 4025 4043 4426 443 8 4834 5030 5726 
6730 9474 9942 10769 31 142 1 3587 12590 12608 13889 


fetal muscle 


Invitrogen 


FMS001 


40 150 731 894 1264 1555 1613 1821-18221883 1959 2161 
2343 2494-2496 2555 3203 4235-42374434 4671 4694 4783 
4885 4940 4985 5037 5045 5481 5716-5718 5724 5788 5902 
5932 6624 6742-6743 6825 7054 7104 7141 7632 7800 8279- 

C">C 1 ©Cfi3 QCkl <C OOA/t G7£/l OA AC OA AO Q/1 «x t QAHA AC1 1 QC~*/C 

ozoj oiso-5 oy^j yzu4 yzt>4 y44o-y44y y4:> 1 y4/4y_>j l yjoo 

Q<^6 0777 Q7ft0 Q7R1 10007 10777 10774 10330 1077C 1 073Q 

10750 11098 11406 11528-11530 11560 12305 12544-12546 
12590 12609 12618 12663 12670 12702 12735 12891-12892 
12916 13051 13053 13195 13441-13442 13479 13613 13782 


fetal muscle 


Invitrogen 


FMS002 


3378 4348 4434 8932 11132 12033 12570 13782 


fetal skin 


Invitrogen 


FSK001 


60 142 235 319 641 683 800 1015 1050 13461774 1823-1825 
2044 2099 2 11 1 2 1 6 1 22 1 5 2223 2280 2367 240 1 2408 25 1 3 
2516 2614 2812 2871 2926 3207 3356 3468 34903503 3548 
3599 3720 3722 3885 4020 4032 4060 4109 4238 4240-4244 
4246 4253 4277 4340 4353 4355 4388-4389 4391 4405 4434 
4543 4562 4568 4654 4667 4671 4767 4940 4944 4947 5030 
5037 5075 5163 5198 5296 5380 5481 5514 5583 5656 5674 
5691 5719-5724 5748 5757 5801 5894 5902 5923 6057 6076 
6078 6125 6147 6215 63366374 6409 6437-6438 6551 6563 
6744 6783 6803 6805 6815 6873 6900 6908 6917 6985 6987 
7037 7054 7058 7067 7075 7275 7355 7431 7484 7507 7587 
7627 7642 7653 7687 7871 7977 81 10 8134 8186 8226 8235 
8251 8262 8282-8287 8298 8356 8365 8368 8452 8455^8456 
8539 8597 8648 8679 8813 8863 8898 8921 8935 8939 8948 
8951 8957 8983 9002 9043 9061 9122 9128 92579285 9414 
9452-9453 9466 9474 9484 9503 9517 9529 9553 9563 9671 
9677 9703 9714 9781 9841 9927 10007 10175 10296 10343 
10491 10741-10742 10778 10795 10907 10948 11239 11513 
11533 11573 11606 11626 11807 11869 11952 12000 12006 
12160 12190 12218 12256 12327 12363 12371 12375 12378 
12426 12438 12465 12470 12488 12549-12550 12570 12604 
12615 12617 12663 12670 12735 12749 12754 12830 12893 
12904 12910 12936-12917 12976-12977 13038 13084 13090 

i 7 i lA, iio/io 1 1*)<A i ii an 11*500 niai maai iiaaz hagz. 
iDl 10 13Z4y I^Zj4 IjJo/ lJioy JJJ91 1344J-1J44_> JJ45o 

13472 13479-13480 13494 13496 13499 135.05 13512 13516 

17*^1 17^*v4 17^*^ 17^7*x nsOft I'iri'l 17/C7A lO/COl \1fLAA 

17670 17717, 177R7 177R4 17707 1 3803 17RSR 13R66 I3K6Q 

13882 13891 


fetal skin 


Invitrogen 


FSK002 


1004 3544 4834 5523 9922 9942 1 1 134-1 1 135 12570 13495 
13499 13793 13884 13889 


fetal spleen 


BioChain 


FSP001 


997 5030 9466 1 1 108 12033 12749 13590 


UlJlDmCai 

cord 






60 83 RO 147 1 66 *^67 60Q 760 007 1 307 1 704 1 706 1 707 1 700 

ou oj oy 14Z i oo do f ouy /ou yy / ijuz-i JU4 i ivo-i ijvy 
1671 1697 1724 1848 1917 1978 21 1 1 2154 2161 2207 2215 
2315 2343 2444 2569 2576 2591 2597 2652 2866 2926 3468 
3526 3599 3602 3625 3697 3722 3799-3805 3813 3839 3885 
4025 40604173 4197 4246 4277 43404364 4387 4391 4395- 



118 



WO 01/64835 



PCT/US01/04927 



Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQIDNOS: 








4396 4405 44 10 4434 4543 4589 4667 4694 4767 4834 4865 
4940 4957 4963 4985 5030 5093 5096 5 1 08 5 1 63 5 1 7 1 52 1 3 
5313 5340 5342-5344 5380 5481 5521 5526 5627 5656 5674 
5714 5743 5750 5757 5801 5895 5902 5912 5938 6027 6061 
6082 6125 6186 6195 6218 6241 6313 6321 64106458 6486- 
6495 6595 6607-6608 6668 6745 6825 6860 6870 6979 7054 
7141 7260-7261 7275 7329 7355 7373 7383 7444 7579 7586 
7677 7716 7807 7930 7935-7936 7995 8077 8093 8226 8246 
8262 8298 8343 8345 8358 8387 8452 8535 8563 8635 8669 
871 1 8819 8858 8863 8921 8935 8943-8944 8948 8963 9001- 
9002 9012 9097 9130 9132 9134-9138 9264 9303-9304 9313 
9332 9401 9424 9466 9472 9474 9544 9597 9665 9677 9700 
9722 9734 9758 9834 9841 9848 10050 10175 10183 10267 
10277 10311 10337 10446 10470 10508 10529 10566 10691 
10772 10828 10961 11108 11132 11145 11239 11241 11273- 
11276 11293 11408 11484 11513 11596 11604 11607 11620 
11695 11823 11909 11927 11942 12000 12077 12160 12245 
12255-12256 12292 12305 12308 12363 12383 12404-12405 
12426 12438 12511 12570 12601 12605 12630 12700 12706 
32754 12875 12913 12916 12935 12957 12993 13002 13009 

1 *>A7A IIAOI I^AiO T2 1 ^ C 1QT3£ 111/11 1 "•O^/l I^OOl 1 1 O 

13319 13336 13394 13400 13472 13479 13481 13488-13489 
13495-13496 13499 13507 1351 1-13512 13516 13551 13555 
13568 13575 13590 13613 13630 13644 13713 13740-13742 
13866-13867 13882 13884 13888 


fetal brain 


GIBCO 


HFB001 


51 70 21 1-213 215-222 224-229 445 586-588 598 608 703-710 
712-716 1068 1148 1178 1184 1193 1308 1516 1556 1774 1778 
1 957 1 974 1 976- 1 977 20 1 0 2025-2029 2 1 34-2 13521452161 
2 1 7 1 2 1 74 2220 2223 2257 2266 2283 2444 2449 25 1 0 2555 
2563 2569 2590 2597 2614 2617 2717 2719-2723 2726 2729- 
2734 2809 2997 3002 3081 3083 3086 3109 3226-3237 3239 
3257 3272 3278 3282-3283 3286 3356 3419 3460 3479 3492 
3495 3544 3548 3557 3590 3604-3605 3625 3627 3634 3673 
3689 3697 3709 3722 3797 3810 3839 3885 4006401 1 4019 
4022 4025 4040 4054 40594095 4194 4201 4253 4277 4282 
4355 4364 4383 4399 4405 4410 4412 4434 4473 4480 4498- 
4504 4507-4508 4517 4543 4654 4689 4694 4730-4733 4735 
4755 4783 4820-4823 4825-4830 4845 4885 4940 4949 4957 
4962 4972 4985 5017 5019 5022 503 1 5037 5108 5132 5167 
5171-5172 5262 5380 5481 5521 5523 5527 5553 5616 5656 
571 1 5740 5788 5801 5894 5902 5906 5908 5923 5938 5979- 
5989 6057 6082 6096 6125 6147 6159 6161-6163 6165 6207 
6212-6213 6215-6222 6241 6257 6288 6336 6369 6374 6419 
6422 6512 6551 6555 6595 6598 6607 671 1 67676788 6823- 
6825 6860 6871 6879 6892-6894 6900 6909-6910 7058 71 18- 
71 19 7169 7220 7222 7224-7225 7228-7229 7231-7233 7275 
7426 7431 7444 7481-7483 7485-7488 7560-7567 7569 7608 
7743 7768 7792 7814 7845 7864 7930 7977 7995 8093 8095 
81 10 8140 8226 8235 8262 8345 8358 8361 8370 8372 8387 
8441-8443 8445 8447 8450-8455 8520 8535 8558 8597 8603 
8648 8663-8666 8677 8702 8742-8749 881 1 8838-8839 8943 
8951 9010 9092 9134 9137 9257 9287 9304 93179455 9457 
9466 9472 9475 9484 9510 9515 9533, 9553 9567 9644-9645 
9647-9649 9734 9758 9781 9785-9786 9791 9832-9837 9927- 
9928 9939 9942 9970 10053 10175 10275 10277 10296 10329 
10375-10378 10434 10464 10486 10496 10645 10679 10691 

1fi77£ 1A7527 1A7Q1 IftR^S 1 Atf/Ld 1 AQ7R l 1 Al Q 1 l A")C 1 1A07 

11032 11055 11061 11108 11132 11145 11153 11208 11239 
11343 11483 11513 11588 11596 11604 11606 11620-11621 
11668 11691-1169511818 11867 1 1869 1 1929-1 1930 12006 
12033 12039 12041 12044 12047 12066 12078 12197 12218 
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Source 


Library 
Name 


SEQ ID NOS: 








12327 32375 12405 1241 1 12424 12438 12521-12522 12564 
12570 12576 12582 12590 12599 12601 12604 1261 1 12626 
12630 12637-12640 12670 12674 12688 12694-12695 12703 
12734 12748 12754 12785 12835 1284012913 12916-J29I7 
12929-12930 12935 12940 12946 12959 12989 12993 13020 
13051-1305213054 13073 13083 13090 13108-13110 13117 
13131 13136 13148 13158 13160 13169 13384-13186 13254 
13263 13277 13295 13389 13394 13438 13456 13477 13479- 

1 1Aft 1 1 1A QO 1 3/i OA 1 3/1 Q/t 1 1<AA 1 3C/V) 1 'JCA'J i 1 Zf\/Z ncn 

13516 13535-13536 13555 13575 13590 13592 13605-13606 

1^61^ 13616 13697 13630 136A4-136ZK 1 366H 1367ft 13670 

13687 13713 13793 13803 13838 13861 13866 13868-13869 
13875 13888 13891 13896 


macrophage 


Invitrogen 


HMP001 


1002 2253 3548 401 1 4058 4201 4246 4282 5526 8093 8262 
1 1 137 12039 12426 1251 1 12521 13888 


infant brain 


Columbia 
University 


IB2002 


6 89 142 21 1 276 307 518 589-590 598 644 717-718 720-721 
773 841 921-924 926-932 937 1023 1091 1147-1 150 1289 1493 
1522-1525 1557-1564 1724 1778 1928 1947 1976 1978 2097 
2111 2138 2172 2218-2223 2257 2283 2401 2418-24192444 
2449 2516 2555 2563 2569 2575 2597 2627 2809281 8 2880 
2932 3087 31 66 3226 324 1 -3245 3272 3435 3474 3476-3477 
3481 3483-3486 3488-3489 3492 3494-3495 3497 3538 3544 
3548 3572 3595 3597 3669 3671-3672 3709 3720 3722 3737 
3797 3817 3885 3985 3997-39994006 401 1 4022-4031 4040 
4095 4201 4246 4253 4277 4297 4355 4405 4410 4434 4676 
4689 4767 4775 4831-48344837 4885 4962 4983 4998 5017- 
5019 5021-5031 5035-5037 5040 5095 5143 5164 5167 5169 
5233-5236 5380 5505 5517-55195523 5536 5546-5548 5691 
5695 5724 5750 5766 5788 5801 5895 6027 6048 6082 6095 
61 1 1 6139 6132 6135 6147 6223 6301-6303 6305-6307 6374 
641 1 6459 6555 6563 6591-6595 6601 6606-6607 6609-661 1 
6613-6614 6624 671 1 6767 6799 6805 6909 6946 7018 7052 
7067 71 18 7133 7166 7168-7169 7386 7464 74697473 7571- 
7573 7697-7698 7716 7814 7827-7828 7905 7934 7977 8071- 
8073 8084 8098-8104 8235 8320 8331 8351 8354-8356 8364- 
8365 8370 8372 8376 8452 8520 8572 8667-866S 8750-8752 
8813 8830 8863 8883-8885 8950 8958 8963 9040-9041 9251 
9257 9267 9293-9298 93 1 3 9424 9454 9456-9457*9466 95 1 0 
9514-9515 9533 9542 9556 9576-9577 9597 9626 9646 9722 
9758 9787 9903-9904 9988 10027 10138-10139 10155-10160 
10284 10296 10319 10346 10496 10536-10542 10557 10670- 
10672 10680 10682 10778 10791 10897 10971 11028-11030 
11052 11100-1110911122 11)32 11192 11392 11403-11404 
1 1447 1 1513 1 1568 11595 1 1 606 1 1626 1 1638 11818 1 1927 
11931-11933 12028 12030-12031 12033-12034 12036-12039 
12041 12047 12049 12146 12155-12157 12160 12327 12344 
12363 12383-12385 12402 12405-12408 12424 32439 32521- 
12522 12570 12590 12601 1261 1 12615-12616 12626 12639 
12684-12685 12688 12696-12697 12707 12725-12727 12729 
12748-12749 12754 12763-12764 12830 12904 12913 12916- 
12917 12923 12929 12959 12977 12990 12996 13000 13047 
13051 13054 13062 13073 13082-13084 13117 13141 13187- 
13188 13196 13218-13219 13249 13257 13277 13284-13285 

133^1 133QQ 133Q/1 1330^ 13/I^A 13/KQ 1°/f7n 1^/101 13/IOO 

13494-13495 13499 13503 13512 13516 13530 13535 13575 
13607-13608 13613 13616 13641 13649 13659 13679 13705- 

l"?7ft6 1T70R 1-71 ^ 117QR-nRftl 1T.R03 T*R61 13R60 

13872 13875 13883-13884 13888 13891-13893 13896 


infant brain 


Columbia 
University 


IB2003 


6 46 746 1914 1947 1959 1994 211 1 22202257 25162962 
3166 3226 3272 3435 3572 3885 4277 4377 4410 4833 4837 
5029-5030 5040 5147 5259 5853 6147 6423 6595 6598 6611 
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Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQIDNOS: 








7145 7169 7716 8262 8354-8355 8364 8452 8863 9264 9457 
95 1 5 9556 9577 9626 9646 97 1 5 978 1 9928 9970 1 0027 1 0329 
10376 10557 10791 11083 1 1289 1 1406 1 1459 1 1513 11663 

i ion i7A7q io/ifi^ n^/iA io^*7A i7<ni iodize io<c^ mc>i 
J lyDJ \Z\joy \/AS)j lZytO IZOU1 IZolo Jzdoj Iz/j4 

12913 12916 12954 12977 12990 13000 13056 13062 13195 
13257 13392 13456 13458 13480-13481 13488 13497 13499 

17506-11^0.7 1751 1 17510 1751/1 175l£ 175/1Q 17£1£ 17A17 

13649 13793 13861 13884 13888 13891 13896 


infant brain 


Columbia 
University 


1BM002 


1564-1565 1976 2218 2420 3166 4391 5788 6147 6302 10329 
11108 11513 12039 12729 12830 13062 13257 13512 13617 

17R07 17R5Q 17861 
IjoUj IJojy iDoOi 


infant brain 


Columbia 
University 


1BS001 


927 933 1564 2915 3166 3737 3885 5029 5044 5095 5143 5701 
5894-5895 6135 6307 7018 8452 8963 9424 95569626 10296 
10542 11083 1110011108 11167 12383 12611 12785 13257 
13280 13479 13495 13506 13617 13679 13713 13896 


lung, 
fibroblast 


Strategene 


LFB001 


67 235 552 64 1 746 1 346 2090 2 1 86 2343 2770 28 1 2 287 1 
3203 3537 3548 3634 3812 3839 4073 4253 4434 4654 4783 
4786 4821 4940 4957 4963 4985 5163 5172 5492 5523 5788 
591 1 5938 6027 6048 6057 6223 6272 6322 6599 6873 6886 
6997 7204 7759 7815 7933 7977 8226 8235 8262 8354 8452 
8648 8742 8791 8830 8863 8898 8944 S948 8951 9000 9076 
9097 9128 9290 9304 9414 9455 9466 9472 9476 9503 9544 
9563 9671 10000 10050 10342 10376 10434 10447 10679 
10/oU 10o57 11Uj5 llUy4 1 1289 1 1402 1 1607 1 1818 11837 
12000 12006 12178 12363 12405 12462 12582 12617 12636 
12670 12754 12913 12916-12917 12925 12940 13126 13377 
13394 13446 13456 13494 13497 13499 13502 13575 13613 
13670 13679 13691 13795 13797 13867-13868 13882 


lung tumor 


Invitrogen 


LGT002 


51 69 88 142 158 21 1 444 598 608 722-723 733 795-797 799 
1004 1023 1135-1145 1308 1338 1346 1493 1526-1533 1535 
1 566- 1 569 1 626 1 654 1 8 1 6 1 84 1 1 848 1 860 1 976 3 983 2090 
2150 2161 2173 2223 22572266 2296-2297 2342 2402 2449 
2483 2555 2569 2576 2591 261 3 2623 2724 2809 2868 2880 
2926 3088 3166 3272 3347 3571 3658-3666 3673 3722 3737 
3797 3839 3885 4000-4002 4006 401 1 4025 4032-4034 4060 
4133 4201 4246 4253 42774282 4340-4341 43S4 4388 4391 
4399 4402 4405 4434 4543 4622 4671 4686 4767 4783 4791 
4833-4834 4836 4885 4903 4940 4957 4987 4998 5001 5017- 
5018 5030 5037 5052 5108 5163 5210 5227-5232 5422 5451 
5520-5528 5581 5627 5637 5674 5693 5713 5724 5748 5766 
5772 5788 5894-5895 5902 5907 591 7 5938 5990 6005 6020 
6094 6129 6147 6171 6224-6225 6239 6241 6253 6322 6336 
6404-6410 6461 6508 6595-6598 6624 6165 6793 6798 6853 
6870 6873 6994 7003 7008 7045-7047 7053-7055 7067 7085 
7109 7136 7139 7141 7158 7169 7187 7468 7517 7524 7579 
7608 7676 7687 7716 7761 7825-7826 8074-8078 8105-8106 . 
8139 8235 8298 8323 8335 8345 8354 8359 8363 8365 8370 
8372 8375 8456 8563 8633 8648 8678 8741 8792 8798 8805 
8831 8863 8870 8989 9002 9010 9012 9032-9037 9039 9051 
9076 9080 9092 9128 9257 9269-9271 9273-9274 9276 9299- 
9301 9399 9414 9424 9457 9466 9472 9480 9484-9485 9517 
9533 9536 9539 9544 9567 9612 9626 9665 9677 9689 9700 
9703 9758 9773 9784 9788 9838-9841 9870 9928-9929 9942 
9970 9983-9986 10140-10143 10149 10161 10175 10275 10296 
10319 10330 10346 10349 10386 10496 10508 10561 10591- 
10593 10673-10674 10742 10774 10778 10782 10788 10802 

1 0R76 1 007 1 1 1 07 1 - 1 1 077 1 1 0£4 1 1 1 OR 1 1 1 77 1 1 1 B7 11101 

1 1393-1 1395 1 1406 1 1459 1 1462 3 1560 11 565 1 1588 1 1596 
11604 11606-11607 11615 11618 1 1629 1 1821 11823 11845 
11869 11932 11934 11961 11978-11980 12000 12006 12017 
12022 12033 12078 12080 12127 12150-12154 12178 12236 
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Tissue 
Origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








12327 12363 12371 12379 12386-12393 12409 12424 12521 
12570 12590 12616-12618 12630 12637 12674 12691 12693 
12698-12699 12716 12749 12754 12760 12762 12830 12832- 
12833 12842 12904 12907 12913 12917 12923 12993 13020 
13031-13032 13035 13060 13062 13064 13072 13083 13090 
13136 13150 13193 13197 13202 13234 13277 13279 13281- 
13282 13295-1329613381-13383 13385-1338613394 13400 

11/1 1 2477 1 1A1Q 11AQf\ 1*2/10/1 1 l/l QO 1*2/100 12/107 \^A(\A 

13496-13497 13499 13503 13506-13507 13511 13554 13575 
13597 13616 13630 13646 13649 13659-13660 13670 13701- 
13704 13713 13743 13782 13788-13789 13791-13792 13802- 
13803 13864 13867-13868 13872 13882-13884 13888 13892 | 


lymphocytes 


ATCC 


LPC001 


142 316 1034 1977 2161 2342 2367 2483 2513 25292932 2962 
3272 371 1 3722 3839 4006 4277 4282 4405 4434 4836 4970 
5037 5239 5453 5706 5796 5924 5941 6048 6147 6301 6765 
6793 6805 6815 7133 7171 7275 7320 7687 7815 8033 8093 
8095 8105 81 10 8246 8262 8345 8365 8368 8370 8535 8664 
8674 8722 8834 8858 8898 8919 8963 9012 9257 9456-9457 
9484 9539 9544 9560 9758 9928 9939 10175 10201 10284 
10333 10496 10520 10529 10679 10744 10766 3 1032 1 1 108 
1 loUS 1 1 j 1 J 1 iDly 1 lojj 1 looz 12033 12160 12363 12387 
12402 12424 12438 12520 12560 12570 12663 12830 12913 
32923 12968 13021 13066 13072 13085 13140 13147-13148 
13394 13479 13488 13495 13499 13507 13575 13867 13869 
13888 


leukocyte 


GIBCO 


LUC001 


21 49 51 67 83 88 94 142 21 1 316 326 340 368 371 403 438 
443-455 464 485 518-523 525-530 532-535 591-592 616 724- 
726 744 800 841 889 943 1004 1346 1556 1570-1572 1826 
1914 1916 1927 1959 1976-1977 2095 2103-2107 2124-2127 
2134 2138 2145 2161 2163 2175 2215 2223 2237 2266 2343 
2363 2412 2421 2449 2483 2529 2555 2569 2575 2597 2617- 
2618 2695-2696 2827 2876-2877 2899 2903 2961 2965-2975 
3002 3035-3038 3040-3046 3 109 3132 3166 3199 3203 3207 
3246-3251 3265 3272 3286-32873312 3344 3356 3361 3378 
3400 3434 3451 3468 3479 3484 3494 3503 3552 3590 3610 
3627 3634 3704 3709 3720 3722 3725 3757 3797 3804 3810 
3839 3885 3985 3996 40064009-401 1 4019 4022-4023 4025 
4035-4037 4058 4060 4194 4253 4269 4277 4297 4341 4362 
4388 4390-4391 4396 4399-440044024405 4410 4412 4431 
4434 4534 4543 4594 4615 4630 4641 4651-4663 4670 4688- 
4689 4694 4699-4706 4736 4755 4758-4759 4767 4775 4783 
4791 4798 4828 4835-4840 4845 4865 4930 4940 4947-4948 
4957 4962 4964 4972 4976 4985 4991 4998 5001 5003 5017 
5022 5030 5037 5040 5075-5076 5108 51 18 5143 5163 5171- 
5172 5313 5481 5503 5505 5521 5523 5526 5535 5549 5552 
5656 5691 5724 5726 5740 5750 5766 5772 5788 5794 5796 
5801 5865 5874 5894-5895 5906 5908 5923-5924 5928 5938 
5989 6027 6042 6057 6063-6064 6082 6094-6103 6125 6130- 
6137 6142 6147 6166-6167 6171 6181 6214 6226 6239 6253 
6301 6307 6371 6374 6418 6512 6662 6716 6730 6788 6792 
6799 6815 6836 6860 6873 6876-6877 6886-6887 6945 6975 
6979 7018 7037 7056 7058 7067 71 16 71 18 7137 7155 7158 
7171 7275 7315 7384-7385 7387-7389 7391-7393 7395-7398 
7452-7463 7468 7494 7608 7671 7676 7687 7714 7733 7792 
7815 7845 7864 7870 7905 7930 8093 8107 8130 8120 8139- 
8140 8224 8226 8262 8276 8320 8363-8365 8368 8375 8387 

Rd"3? SOn O^O pc/:7 oc/;*2. 9.^77 QC70 

8597 8599-8601 8603-8605 8608 8640-8646 8648 8664 8669 
8674 8677 8691 8702 8722 8753 8755 8798 8815-8816 8830 
8838-8839 8858 8863 8870 8876 8898 8943-8944 8948 8951 
9001 9010 9012 9061 9076 9092 9097 9128 9257 9304 9454- 



122 



WO 01/64835 



PCT/US01/04927 



Tissue 
Origin 
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Library 
Name 


SEQ ID NOS: 








9456 9466 9472-9475 9484 9497 951 1 9515 9517 9529 9536 
9542 9556 9567 9612 9626 9702-9703 9723 9731-9738 9745 
9752 9758 9762-9770 9780-9781 9789 9791 9808 9832 9842 
9927-9928 9939 9942 9970 10000 10175 10275 10319 10329- 
10331 10333 10345-10346 10412 10428 10430 10433 10435- 
10436 10453-10454 10456 10465 10470 10475 10488 10496 
10513 10566 10645 10679 10683 10691 10774 10776 10778 
10788 10791 10795 10802 10891 10928 10930 10935-10941 
1 0948 1 096 1 - 1 0962 1 0964- 1 0967 1 1 034 1 1 055 1 1 1 08 1 1 1 32 
11136 11145 11239 11289 11405-11406 11459 11483 11519 
1 1 58 8 1 1 604 1 1 606 1 1 6 J 8 1 1 620 1 1 693 1 1 695 1 1 805 1 1 809- 
11816 11818 11830 11833 11848 11850-1185611868 11927 
1 1932 1 1934-1 1935 1 1937-1 1939 1 1954 1 1988 12000 12006 
12009 12028 12033 12037 12039 12047 12053 12092 12097 
12118 12127 12143 12159-12160 12178 12186 12327 12336 
12363 12375 12387 12402 12404-12405 12410 12424 12438 
12442 12490 12531 12521-12522 12556 12560 12564 12570 
12590 12599 12601 12605 12615-12617 12636 12643 12653 
12660 12670 12672-12680 12693 12700-12701 12706-12707 
12715 12735 12754 12823 12895 12904 12910 12913 12916- 
12918 12923 12925 12935 12945 12947 12955-12956 12972 
12977 12993 13002 13020-13021 13051 13062 13066 13072- 
13073 13082 13085 13117 13126 13130-13131 13135 13138- 
13140 13147-13151 13161 13169 13189 13254 13295 13391 
13394 13425 13436 13442 13456 13477 13479 13488-13490 

lj^y4-lJ*fyo U^Vo-1jjUJ> IjjUj-IjjVI IJJlZ liJDX) ljJHO 

13550-13551 13554 13557-13564 13575-13581 13590 13592- 
13593 13609 13613 13616 13627 13630 13645-13646 13660 
13679 33713 13782 13803 13864 13866-1386913872 13883 
13885 33888 13893 


leukocyte 


Clontech 


LUC003 


536 539 541-543 593 728 1552 1927 1974 3089 3252-3253 
3434 3548 3709 371 1 3722 3797 401 1 4019 4040 4060 4194 
4201 4277 4282 4622 4707 4791 4841-4842 4949 4998 5001 
5030 5345 5895 6052 6138 6227 6419 6595 6754 6765 6767 
6788 691 1-6912 7049 7139 7171 7464 7575-7577 8093 8110 
8116 8365 8370 8375 8592 8648 8830 8863 8944 9466 9544 

Q£19 G"7^£ 0*7*71 Q7TZ. G70A OOOO 1A*20£ 1f\1AA 1 CiZIQ lA'inft 

yolz y/Jo 7//] y 1 1 o y ly\) yyZy IvdHO lUO/y JU/ ly 
10961 11035-11036 11132 11401 11513 11853 11940 12160 
12256 12405 12670 12674 12681 12840 12904 12906 13020 
13051 13162 13280 13400 13488 1351 1 13516 13554 13670 
13679 13860 13869 13883 13889 


melanoma 
from cell line 
ATCCUCKL 
1424 


Clontech 


MEL004 


83 142 360 447 841 1061 1346 1516 1573 1724 1959 3963 
2159 2175 2343 2367 2513 2652 2812 2876 2961 3001 3272 
3345 3604 3627 3722 3754 3839-3840 3985 3988 4040 4194 
4246 4341 4515 4568 4641 4667 4862 4940 5075 5132 5163 
5481 5492 5523 5740 5788 6008 61 12 61 19 6147 6189 6195 
6272 6287 6418 6423 6508 6563 6726 6860 6870 7134 7166 
7 169 7275 7294 7579 7677 7748 783 1 7852 7980 81 10 81 16 
8226 8235 8262 8320 8345 8363 8370 8456 8563-8564 8633 
8838 9001-9002 9128 9296 9304 9313 9484 9542 9544 9646 
9703 9758 9780-9781 9808 9999 10007 10027 10296 10346 
10470 11145 11239 11289 11401 11406 11508 11596 11606 

1 1 69 A 1 1 R9** 1 1 RQQ 1 1 Q<;A 1 0A 1 0 191 A7 1 9 1 £ft 1 OOQO 1 9^90 

12363 12405 12436 12523 12599 12658 12670 12749 12754 
12774 12842 12930 13020 13296 13394 13458 13489 13498 
13501 13507 13551 13554 13575 13613 13616 13649 13660 
13743 13775 13868 


mammary 
gland 


Invitrogen 


MMG001 


5 1 67 1 42 449 594 598 6 1 6 708 729-733 1 004 1 060 1 1 94- 1 1 96 
1310-1335 1329 1 536-1541 1826 1 848 1858 1914 J947 1974 
1976-1978 2174-2175 2283 2299 2310 2336 2343 2403-2406 
2449 2483 2555 2563 2576 2597 26 11 2614 261 7 2812 2827 
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Library 
Name 
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2926 3191 3207 3490 3503 3673 3734-3715 3722 3737 3777 
3796 3807-3819 3885 4003-4004 4060 4330 4346 4355 4391 
4399 4434 4543 4671 4767 479 ) 4836-4837 4843 4940 4964 
4975 4985 4998 5001 5017 5019 5022 5052 5108 5155 5163 
5168-5169 5269 5345-5347 5466 5526-5527 5529 5581 5615 
5724 5772 5778 5788 5794 5894-5895 5902 5907 591 1 5917 
5923-5924 6048 6057 6064 6094 61096125 6147 6156-6157 
6215 6228 6321 6430 6458 6496-6499 6545 6579 6598-6599 
6607 671 1 6765 6780 6793 6797 6799 6805 6SS0 693 1 6979 
6987 6996 7012-7013 7048 7054 7057 7104 7141 7158 7169 
7517 7578-7581 7583 7872 7937-7940 81 10 8139 8156 8224 
8262 8292 8298 8336 8359 8363 8365 8372 8452 8619 8628 
8646 8648 8722 8758-8759 8782 8813 8815 8863 8882 8939 
8963 8983 9012 9097 91 1 1 9139-9141 9143 9157 9164 9264 
93 1 3 9327 9347 9466 9484 95 1 1 95 1 7 9544 9553 9563 9577 
9646 9700 9703 9734 9746 9780 979 1 9844-9846 9927-9928 
9942 10006-10007 10051-10055 10144 10146-10147 10162 
10285 10330 10346 10439 10490-10491 10496 10542 10557 
10600 10628 10645 10691 10729 10772 10796 10983 11038 
11108 11132 11216-11217 11277-11279 1 1396-11397 11406 
1 1459 1 1513 11596 1 1606-11607 11626 1 1628 11823 11830 
11833 11902 11941-11943 11979 12000 12009 12037 12047 
12078 12093 12146 12160 12181 12258-12263 12281 12327 
12371 12383 12387 12395 12424 12426 12438 12442 12484 
12511 12564 12570 12590 12594 12601 12605 12609 12615- 
12616 12618 12621 12653 12670 12691 12699 12702-12703 
12749 12771 12791-12794 12834-12835 12885 12898 12905 
12913 12916-1291712920 12923 12955 12976-12977 13002 
13020 13035 13047 13062 13064 13066 13072-13073 13084 
13090 13092 13127 13135 13169 13190 13193 13195 13249 
1^254 13296 13320-13322 13392 13456 13477 13479-13480 
13488-13489 13494 13497-13499 13505-13507 13512 13514 
13516 13546 13551 13554-13555 13590 13611-13612 13631 
13649 13670 13713 13743-13745 13838 13864 13866-13867 
13869 13872 13875 13882-13885 13888 13891 


induced 
neuron cells 


Strategene 


NTD001 


88 1493 1552 1561 2034 2090 2510 2522 2570 2576 2623 3226 
3272 3839 4006 4058 4282 4384 4694 4783 4888 5103-5104 
5172 5523 5541-5542 5684 5766 5788 5794 5938 6082 6195 
6418 6449 6607 6960 6972 7058 7494 7815 7937 8370 8929- 
8930 8996 90009003 9128 9157 9289-9291 9472 9928 10275 
IOddU 10729 1U76U 11607 11736 11818 12039 12075 12094 
12256 12363 12381 12423 12522 12707 12735 12863 12906 - 
12958-12959 12963 13020 13052 13054 13196 13202 13310 

OJOo UJ/o 1343o 1.5450 1 jDUO- I^jU/ Uj46 UolO 

33654 13659 13691 13795 13891 


retinoid acid 
induced 
neuronal cells 


Strategene 


NTR001 


1 552 3839 3885 4282 4434 5030 9308 9466 1 1 3 08 1 1 3 32 
12034 12039 12405 12424 32570 12905 13047 


neuronal cells 


Strategene 


NTU001 


88 708 1552 1561 1947 2223 2490 2614 3272 3610 3625 3627 
4032 4201 4253 4297 4337 4434 4543 4622 464] 5104 5163 
j52j .04 1 ->6J>4 D75S 6094 6147 6oU7 6601 6862 7755 8648 
8740 8996 9097 9128 9289 9308 9466 951 1 9544 10333 10779 

JOyoj HUJz iilUo IIloz 1ZU^4 iJA)5y lJXjlJ 1Z410 124^4 

12570 12590 12706 12749 12830 12905 12917 12963 13035 

1"20CA II^A*? 1 1 A 
\j\)fj IJZOU lJHy\J iJJ\)f IJOlJ lJOJO 


Dituitarv 
gland 


Clontech 


P1T004 


1 148 5674 6068 6371 7759 8093 10430 12605 17636 126SS 
12916 13021 13082 13875 


placenta 


Clontech 


PLA003 


3885 4025 5030 5536 571 1 5923 8349 8367 9921 12033 12076 
12403 12511 13655 13885 


prostate 


Clontech 


PRT001 


67 83 142 225 235 379 486 572 616 1286 1316-1329 1538 
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Origin 


UNA 
Source 


Library 
Name 


SEQ ID NOS: 








2023 2 1 39 2147 21 61 2266 2290 2337-2344 2346 2367 2422 
2444 253 1 2631 2809 3001-3002 3084 3419 3563 3625 3627 
3797 3810 3821-3827 3829-3835 4019 4022 4173 4282 4332 
4434 4667 4755 4791 4862 4865 4998 5001 5066 5171 5349 
5352-5356 5358-5361 5363-5364 5481 5581 5656 5674 5723 
5740 5902 6027 6047 6125 6321 6373 6374 6427 6458 6463 
6500-6507 6509 6563 6598 6643 6793 6803 6871 7014-7015 
7058 7104 7275 7320 7608 7635 7733 7842 7852 7864 7941- 
7943 7946-7951 7953-7954 8077 8087 8093 81 10 8224 8226 
8452 8487 8520 8558 8635 8677 8863 8950 8963 8983 8997 
9012 9145-9148 9150-9154 9269 9302 93 17 9466 9503 9528 
9646 9703 9780 10000 10027 10056-10060 10491 10629 10691 
10777 10891 11145 11200 11239 11281 13283-1129511344 
11406 11761 11837 11862 12006 12166 12264-12278 12305 
12363 12368 1243 1-12412 12438 12467 12685 12691 12729 
12734 12795-12798 12800 12830 12863 12904 13010-1301 1 
13104 13146 13295 13323-13326 13377 13394 13456 13473 
13477 13489 13516 13533 13550 13611 13678-13679 13746 
13866-13867 13884 13889 


rectum 


Invitrogen 


REC001 


6 67 142 683 731 997 1178 1909 1959 2005 2023 2596 2611 
2614 2809 2926 3314 3333 3455 3722 3780 38704173 4355 
4837 4949 4987 5526 5580 5615 5674 5691 5724 5788 5895 
5909 5924 6057 61 12 6195 6765 6805 7815 7833 8095 8664 
8863 9517 9539 9544 9884 9927 10400 10666 1 1401 1 1513 
11606 11985 12160 12327 12428 12693 12848 12910 12977 
13051 13064 13072 13420 13494 33497 13507 13512 13515- 
13516 13866 13869 13884 13888 


salivary gland 


Clontech 


SAL001 


67 731 800 997 1054 3934 2267 2395 2529 3136 3595 3627 
4011 4192 4246 4330 4434 4641 4957 4987 5040 5052 5163 
5451 5481 5706 5723 5788 5895 6219 6621 6801 6900 6975 
7045 7733 81 10 8372 853 5 8563 8635 8830 8951 9000 9010 
9051 9313 9472 9475 9671 9724 9758 9927 10027 1 1 145 
1 1695 11725 12017 12284 12363 12424 12427 12570 12609 

i")£*Tn lO^CT/i i^iCfii ion*7*7 c>nic i^'ia*? i">cc/f i^^n no/rn 
Izo/U 120/4 iZoyj XZyll 1^035 13307 1^554 1^617 13867 

I'JCTO nCfiO T2QQ1 

JJo/Z IJooV iDoyl 


salivary gland 


Clontecb 


SALs03 


1536 1724 1858 5030 6186 33657 13864 


skin fibroblast 


ATCC 


SFB001 


2251-2252 5788 6068 12511 


skin fibroblast 


ATCC 


SFB002 


6068 8951 12511 


skin fibroblast 


ATCC 


SFB003 


4025 5895 7741 


small 
intestine 


Clontech 


SFN001 


142 319 627 654 1034 1063 1197-1198 1330-1338 1340-1359 
1575 1646 1774 1814 19782161 2347-2354 24092876 3046 
3419 3460 3605 3716-3718 3737 3797 3837-3839 3841-3843 
3845-3857 3885 3986 40604203 4301 4351 4385 4568 4689 
4694 5076 5163 5270-5273 5304 5326 5365 5367-5372 5374 
5503 5550 5701 5772 6064 6094 6171 6288 6427 6430-6432 
6438 6510-6522 6598 6615 6793 6815 6997-6998 7016-7018 
7054 7058 7072 7309 7450 7604 7769 781 1 7873-7876 7955 
7957 7959-7962 7964 8120 8298 8350 8452 8830 8863 8950- 
8951 8966 9010 9073-9075 91 19 9126 9128 9155-9166 9303 
9544 9560 9780 9884 9928-9929 10008-10010 10061-10068 
10097 10262 10330 10351 30601 10630-10634 10760 10983 
11061 11219 11296-11308 11310-11313 11513 11620 11693 
12182-12183 12280-12287 12327 12363 12488 12707 12799- 
12801 12922 12991 130I2-I3014 13035 13051 13064 13297 
13307 13328-13332 13335 13382 13499 13506 13554 13560 
Uj/j 13631 13695 13714 13747-13749 13751 13oo2 13884 


skeletal 
muscle 


Clontech 


SKM001 


1 104 1346 2363 2367 2495 2555 28762880 3555 3634 3722 
401 1 4022 4194 4201 4253 4277 4282 4434 4641 4940 4972 
4998 5343 5481 5523 5801 6005 63366873 7408 7995 81 10 
8120 8235 8262 8292 8345 8372 8576 8740 8830 8936 8951 
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Origin 


RNA 
Source 


Libra ry 
Name 


SEQ ID NOS: 








9303 9689 10616 10679 1 1 132 1 1 145 1 1 825 1 1869 1 1927 
12387 12442 12467 12570 12663 12735 12916 13280 13503 
13872 13885 


skeletal 
muscle 


Clontech 


SKM002 


8535 


skeletal 
muscle 


Clontech 


SKMs03 


6336 6962 8936 


skeletal 
muscle 


Clontech 


SKMs04 


770 1724 3797 4277 6336 12405 13658 


spinal cord 


Clontech 


SPC001 


83 142 390 415 598 668 708 731 1184 1199-12071360-1375 
1377-1396 1516 1574-1576 1595-1596 1849 1927 2070 2129 
2161 231 1-23 14 2345 2355-2368 2423-2424 2430 2484 2529 
2569 2576 2876 3215 3249 3272 3283 3532 3584 3627 3634 
3711 3719-3722 3737 3839 3860-3884 4011 4025 4038-4039 
4043 4055-4056 4173 4246 4282 4354 4375 4391 4434 4681 
4767 478 1 4808 4964 4985 4998 5037 5 1 63 5233 5274-5277 
5375-5392 5394-5402 5523 5569-5570 5581 5615 5723 5788 
5835 5902 5928 5936 6047 6078 6082 621 1 6288 6374 6433- 
6435 6512 6523-6531 6534 6595 6616 6625-6626 6788 6894 
6979 6999 7018-7026 7126 7166 7359 7473 7642 7653 7807 
7834 7877-7879 7965-7968 7970 7972-7980 8105 8108-81 10 
8139 8246 8298 8345 8363 8368 8482 8603 8646 8884 8898 
898 1 90 1 0 90 1 2 9076-9078 9098 9 1 67-9 17991 84-9 1 89 9264 
9302 9304 9319-9320 9455 9466 9520 9530 9544 9556 9567 
9781 9895 9901 9928 9942 9947 9969 9999 10007 10069- 
10077 10079-10085 10177 10296 10326 10346 10376 10422 
10566 10602 10635-10638 10679 10685-10686 10729 10776 
11132 11220 11246 11314-11323 11325-1133011417-11418 
11459 13513 11818 12000 12011 12017 12033 12039 12160 
12184-12185 12288-12292 12295-12299 12301-12305 12363 
12375 12383 12387 12402 12413 12442 12468 12527 12605 
12617 12636 12657-12658 12739-12740 12754 12772 12802- 
12809 32830 12835 12841-12842 12905 12923 12940 12976 
13003 33015 13017-13021 13051-13052 13117 13326 13136 
13260 13277 13283 13295 13336-13343 13367 13442 13456 
13473 13477 13481 13495 13497 13499-13500 13507 13516 
13659 13670 13713 13715-13716 13748 13752-33759 13803 
13869 13872 13884-13885 13888 13893 13896 


adult spleen 


Clontech 


SPLcOl 


800 1 927 4032 4834 6064 6 1 35 6 1 95 6446 6788 6873 7 1 66 
7455 8966 9929 10744 12402 12564 12590 12691 12904 12933 
13082 13500 13506-13507 13516 13575 13864 13869 13883 
13889 


stomach 


Clontech 


STO001 


21 83 142 1004 1208-1215 1217-1219 1397 1399-1405 1671 
23 1 5-23 1 6 2345 2369-2373 2375 2575-2576 2809 2846 2984 
3136 3166 3537 3610 3698 3723-3725 3839 3885-3897 4057- 
4059 4173 4277 4410 4480 4667 4791 4808 4940 4987 5262 
5278-5281 5283-5284 5403-5405 5407-5424 5481 56565674 
5796 5904 6418 6436-6440 6535-6540 6563 6627-6629 6765 
6940 7000-7001 7027-7030 7064 7135 7509 7604 7880-7885 
7981-7990 8087 81 10 8120 8143 8226 8452 8535 9010 9079- 
9081 9191 9193-9196 9304-9306 9313 9317 9321 9715 10007 
10011-10013 10086-10093 10178-10179 10603-10605 10640- 
10642 1 1069 1 1 167 1 1221-1 1222 1 1331-1 1337 3 1339-1 1343 
11419 11513 11818 12186-12190 12307-12334 12327 12363 
12425-12427 12438 12617 12773-12774 12810-12811 12834 
13082 13103 13298-13299 13344-13349 13592 13630 13670 
13717 13760-13764 13782 13888 


thalamus 


Clontech 


THA002 


579 598 616 1065 1148 1220-1221 1223-12261407-1432 1597 
2266 2317-23192340 2342 2376-23782380 2433 2444 2555 
3093 3230 3286 3537 3722 3726-3732 3737 3898-3902 3904- 
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Origin 


RNA 
Source 


Library 
Name 


SEQ IDNOS: 








3918 3920-3922 4060-4062 4173 4201 4282 4360 4391 5270 
5285-5288 5425-5438 5440-5449 5701 5902 5938 6137 6437 
6458 6461 6541-6544 6546-6550 6630 6755 7031 7095 71 1S> 
7166 7484 7579 7815 7849 7905 7977 7991-8000 8002-8005 
8126-8128 8134 8363 8558 8664 87868890 8930 8963 9082- 
9085 9128 9197-9199 9201-9216 9251 9264 9308 9503 9515 
9556 9646 9703 9928 10014-10017 10027 10094-10100 10102 
10267 10496 10606-10608 10643-10650 10696 10891 11145 
1 1223-1 1225 1 1344-3 1355 1 1406-1 1407 1 1420 1 1513 1 1604 
11695 11791 11950 12022 12107 12191-1219912315-12331 
12363 12375 12405 12428-12430 12688 12706 12735 12748 
12754 12812-12813 12815 12835 12914 12959 13020 13023- 
13025 13060 13073 13300 13351-13358 13402-13403 13489 
13496 13506 13512 13719-13720 13765-33768 13770 13872 
13883 


thymus 


Clontech 


THM001 


51 142 150 332 346 360 438 546 731 760 895 1004 1104 1227- 
1234 1264 1391 1516 1577-1585 1812 1860 187721292174 
2215 2263 2321-2322 2408 2414 2425 2449 2490 2555 2569 
2575 261 1 2847 2880 3435 3530 3722 3727 3733 3735-3742 
3839 3870 4006 4041 4043-4046 4060 4109 4375 4396 4399 
4434 4667 4671 4759 4791 4885 4976 4987 5108 5289-5290 
5466 5481 5526 5553-5554 5796 5956 5979 6020 6186 6253 
6336 6371 6411 6438 6441-6447 6617-6621 6765 6788 6797 
6870 6886 6908 6972 6994 7059-7060 7126 7141 7166 7168 
7310 7383 7450 7494 7632 7736 7779 7887 7889-7891 8087 
811 1-81 14 81 17-8120 8139 8226 8343 8368 8370 8452 8456 
8633 8830 8898 8921 8963 9010 9076 9086-9087 9128 9134 
9264 9304 9307-9313 9401 9466 9497 9544 9563 9582 9612 
9626 9646 9758 9781 9927 9937 9969 10018 10065 10163- 
10166 10175 10284 10329 10414 10557 10609-10610 10617 
10679 10687-30691 10742 10760 10772 10776 10778 10881 
10891 11187 1 1 194 1 1226-1 1229 1 1274 1 1406 1 1408-1 1410 
11412 1145911513 11676 11695 1 1830 1 1865 1 1942 12000 
12006 12016 12022 12092 12160 12186 12200-12204 32327 
12363 12434-12417 12427 12462 12470 12490 12564 12693 
12706 12735 12740 12835 12840 12898 12905 32910 12913- 
12914 1291612977 1302013036 13051 13062 13111 13126 
13141 13295 13301-13305 13326 13351 13391 13396-13397 
13456 13484 13498 13505 13507 13512 13536 33546 13713 
13803 13805 13808 13866 13869 13885 13888 


thymus 


Clontech 


THMc02 


16 27 51 67 142 390 598 1233 1493 1508 1586-1588 1598-1603 
1724 1841 1918 1927 1959 1976 1979 1989 2057 2107 2161 
2223 2290 2407 2426-2428 2432-2433 2444 2487 2569 2617 
3537 3664 371 1 3720 3722 3737 3780 381 7 4021 4025 4047- 
4049 4060 4063-4068 4246 4277 4377 4405 4688 4694 4759 
4791 4837 4949 4957 4992 4998 5037 5052 5108 5505 5553 
5555-5564 5571-5572 5683 5766 5772 5788 5796 5894 591 3 
6048 6186 6225 6288 6306 6333 6621 6728 6730 6765 6767 
6780 6788 6815 6867 6873 6979 7049 7061-7062 7166 7369 
7676 7687 7809 8084 8121 8129-8130 8179 8262 8354 8363 
8365 8375 8482 8597 8654 8740 8786 8791 8963 9076 9157 
9257 9264 9314 9323-9324 9401 9454 9466 9519 9529 9536 
9637 9700 9703 9927-9929 9940 10004 10007 10070 30167 
10169-10172 10180 10182 10267 10284 10326 10331 10383 
10439 10452 10542 10605 30691 10693-10694 10697 10744 
10775 10778 10795 1104611098 11274 1 1413-1 1415 11462 
11519 13576 31592 11606 11618 11621 11627-1162811693 
11807 11814 12022 12034 12044 12080-12081 12086 12160 
12236 12256 12327 12335 12363 12368 12387 12418-12419 
12424 12433 12556 12560 12564 12570 12577 12594 12599 
12612 12663 12735 12754 12836-12839 12844 12905 12913 
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Source 


Library 
Name 


SEQ ID NOS: 








12955 12977 13020 13035 13037 13051 13062 13072 13087 
13193 13280 13295 13398 13404 13456 13488 13499-13500 
13503 13507 13516 13533 13535 13546 1361 1 13613 13630 
13646 13649 13659 13670 13678-13679 13713 13769 13775 
13803 13806-13808 13810-13811 13869 13872 13882-13883 
13885 13888-13889 


thyroid gland 


CJontech 


THR001 

✓ 


49 115 142 360 641 698 800 1004 1134 1193 1233 1235 1237- 
1241 1329 1433-1471 1473-1476 1478-1479 1481 1589-1591 
1593-1594 1604 1606-1612 1614-1615 1639 1671 1906 1927 
1 959 1 976 1 994 2090 2099 2 1 34 2 1 50 2 1 6 1 2 1 74 2 1 86 22 1 5 
2343 2367 2381-2387 2429 2434-2437 2449 2490 2510 2529 
2555 2569 2662 2827 2901 2961 2997 3001 3109 3265 3286 
3425 3490 3503 3560 3643 3698 3722 3737 3743-3747 3797 
3839 3885 3923-3941 3943-3954 3956-3961 40094050-4053 
4060 4069-4082 4 1 09 4 1 73 4 1 94 4253 4277 4282 4348 4354- 
4355 4376 4391 4396 4412 4434 4641 4689 4694 4755 4759 
4783 4791 4834 4957 4972 4985 4987 5018 5037 5052 5075- 
5076 510851475163 5171 5270 5292-5294 5317 5380 5450- 
5461 5464-5481 5503 5523 5565-5568 5573-5574 5693 571 1 
5724 5757 5772 5788 5894-5895 5917 5923 5938 5959 5966 
6005 6013 6027 6047-6048 6061 6064 6125 6135 6139 6189 
6215 6240 6336 6371 6374 6448-6449 6458 6508 6538 6551- 
6554 6556-6561 6563-6572 6595 6598 6607 6622-6623 6631- 
6636 6793 6803 681 5 6873 6899 6955 6958 7032-7038 7040 
7043 7063 7066-7067 7079 7) 16 7155 7233 7275 7455 7669 
7743 7792 7839 7845 7857 7892-7893 7910 7930 7989 8006- 
8008 8010-8033 8053 8067 8087 8092-8093 81 10 81 16 8120 
8122-8124 8131-8143 8196 8226 8235 8262 8345 8365 8368 
8370 8372 8375 8452 8520 8535 8543 8597 8646 87} 1 8760 
8816 8839 8863 8898 8930 8948 8951 8963 8966 9010 9055 
9088-9091 9142 9157 9217-9220 9222-9227 9229-9242 9244 
9257 9264 9304 9315-9316 9325-9330 9368 9401 9455 9466 
9484 9525 9542 9544 9563 9646 9695 9703 9780-9781 9855 
9928 9942 9947 10000 10019 10027 10103-10117 10119-10120 
10173-10175 10183-10185 10346 10376 10440 10470 10496 
10611 10651-10657 10666 10679 10695 10698-10704 10760 
10772 10778 10782 10788 10891 1 1033 1 1051-1 1052 1 1061 
1 1063 1 1 1 12 1 123 1 1 1256 1 1 356-1 1 357 1 1359-1 1360 1 1 362- 
1 1367 1 1369-1 1372 1 1376 1 1385 1 1406 1 1416 1 1421-1 1425 
1 1462 1 1513 1 1588 1 1605-1 3607 1 1620 1 1833 1 1869 1 1932 
11980 11985 12006 12037 12033 12143 12160 12193 12195 
12205 12207-12208 12292 12332-12336 12338-12345 12347 
12349-12356 12358-12360 12363 12368 12405 12420 12422 
12424 12428 12434-12439 12465 12523 12601 12605 12609- 
12611 12617 12636 12645 12670 12691 12707 12740 12749 
12754 12768 12775 12777 12817-12824 12830 12840 12845- 
12848 12863 12911 12940 12955 12977 13020 13026-13028 
13038 13047 13051 13062 13072-13073 13090 13104 13117 
13126 13195 13202 13254 13295-13296 13360-13371 13389 
13391 13399 13412 13479 13488-13489 13492 13494 13498 
13500 13503-13504 13506-13507 1351 1-13512 13516 13533 
13551 13554 13590 13613 13627 13644 13646 13656 13659- 
13660 13670 13713 13723 13743 13771-13774 13782 13803 
13809 13812-13814 33860 13866-13867 13869 13872 13882 
13884-13885 13888 13891 13893 


trachea 


Clontech 


TRC001 


83 438 483 858 1006 1034 1242-1245 1359 1483-1494 1616- 
1619 1621 1671 2266 23242388-2391 2409 2438-24392444 
2575 3001 3136 3272 3425 3460 3535 3548 3748-37563810 
3962-3967 4083-4086 4530 4755 4758 4949 4957 4987 5075 
5213 5295-5299 5481-5482 5484 5486-5488 5490-549 1 5535 
5576-5580 5656 5941 6091 6450-6453 6574-6578 6637 6797 
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Name 


SEQ ID NOS: 








6955 7041-7042 7049 7068 7204 7347 7733 7864 7894 8034- 
8043 8045 8120 8139 8144 8563 8635 8646 9012 9092-9099 
9245-9251 9317 9331 9333 9484 9503 9517 9734 10020-10022 
10027 10097 10121-10123 10125-10127 10284 10344 10478 
10612 10658-10659 10705 10812 10948 11 145 1 1233-1 1239 
11373-11376 114^8-11429 11942 12022 12209-12211 12297 
12361-12363 12365-12366 12438 12440-12441 12611 12617 
12734-12735 12825-12826 12900 12904-12905 12916 12923 
12965 12972 12976 12989 13029-13030 13306-13308 13372- 
13373 13492 13670 13713 13722 13775-13781 13803 13884 


uterus 


Clontech 


UTR001 


1036 1134 1246-12501324 1493 1495-1511 1622 1671 1928 
2145 2266 2310 2326 2343 2367 2392-2397 2555 3281 3479 
3720 3757-3760 3762 3969-3986 4088-4090 4192 4201 4246 
4277 4390-4391 4434 4515 4998 5002 5184 5300-5301 5481 
5492-5504 5656 5695 5712 5794 5936 61 J 6 6475 6579-6587 
6595 6870 7002 7043-7044 731 1 7484 7895-7899 8046-8055 
8057-8059 8061 8110 8146-8147 8152 8226 8262 8622 8677 
9008 9092 9137 9252-9257 9334 9370 9414 9466 9539 9703 
10023-10024 10128-10134 10346 10595 10660-10668 10706- 
10708 11145 11239 11289 11377 11379-1138511695 11830 
12367-12369 12371-12374 12442-12443 12570 12670 12693 
12827-12829 12914 13002 13047 13073 13083-13084 13131 
13260 13277 13309-13310 13374-13376 13394 13489 13512 - 
13713 13782 13784-13787 13866 33869 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

IdcDtit 

y 


1 


M36501 


Homo sapiens 


aIpha-2-macroglobulin 


118 


69 


2 


AF1 18090 


Homo sapiens 


PRO2044 


247 


59 


3 


X01683 


Homo sapiens 


alpha 1 -antitrypsin 


544 


78 


4 


L27428 


Homo sapiens 


reverse transcriptase 


79 


27 


5 


M22332 


Homo sapiens 


unknown protein 


89 


40 


6 


AF015539 


Mytilus edulis 


precollagen P 


113 


33 


7 


X03325 


Homo sapiens 


apolipoprotein B fragment 


540 


83 


8 


AB019280 


Mus muscuhis 


sprouty-4 


91 


35 


9 


D88 152 


Homo sapiens 


acetyl-coenzyme A transporter 


625 


87 


10 


GO0328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


124 


58 


11 


AL049569 


Homo sapiens 


dJ37C10.5(KIAA0445) 


182 


82 


32 


AJ242540 


Vol vox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


85 


37 


13 


L27428 


Homo sapiens 


reverse transcriptase 


135 


61 


14 . 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


266 


72 


15 


U93569 


Homo sapiens 


putative pi 50 


135 


37 


16 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


132 


67 


17 


X53581 


Rattus 
norvegicus 


ORF4 


124 


34 


18 


AF3 83961 


Homo sapiens 


carbon catabolite repression 4 protein 
homolog 


431 


75 


19 


AJ002190 


Homo sapiens 


dihydroxyacetone phosphate 
acyltransferase 


551 


88 


20 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


127 


45 


21 


AK001269 


Homo sapiens 


unnamed protein product 


1643 


99 


22 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


275 


58 


23 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


123 


75 


24 


AF1 56550 


Mus musculus 


putative E1-E2 ATPase 


168 


58 


25 


AF1 19856 


Homo sapiens 


PRO 1851 


585 


83 


26 


U49974 


Homo sapiens 


mariner transposase 


187 


46 


27 


G00901 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4982. 


86 


30 


28 


AF295773 


Homo sapiens 


ral guanine nucleotide dissociation 
stimulator 


126 


74 


29 


AF1 13685 


Homo sapiens 


PRO0974 


92 


73 


30 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


102 


50 


31 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


279 


75 


32 


AF003535 


Homo sapiens 


ORF2-like protein 


114 


47 


33 


Ml 5386 


Homo sapiens 


gamma-globin 


370 


84 


34 


M19419 


Mus musculus 


proline-rich salivary protein 


110 


35 


35 


AF211943 


Homo sapiens 


WW domain-containing protein 
WWOX 


586 


83 


36 


X13885 


Nicotiana 
tabacum 


extensin(AA 1-620) 


103 


35 


37 


U93563 


Homo sapiens 


putative pi 50 


127 


58 


38 


U93564 


Homo sapiens 


putative pi 50 


103 


77 


39 


AF069732 


Homo sapiens 


ADA2-like protein 


524 


88 


40 


X61046 


Hydra sp. 


mini-collagen 


101 


34 


41 


AK000322 


Homo sapiens 


unnamed protein product 


566 


80 


42 


G03646 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


103 


57 



130 
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SEQ1D 
NO: 


Accession No. 


Species 


Description 


Smilh- 

Waterman 

Score 


% 

Identit 

y 








7727. 






43 


AF071081 


Mycobacterium 
tuberculosis 


proline-rich mucin homolog 


104 


41 


44 


AF092135 


Homo sapiens 


PID014 


228 


41 


45 


Y73353 


Homo sapiens 


HTRM clone 1870914 protein 
sequence. 


295 


56 


46 


AF 118082 


Homo sapiens 


PRO 1902 


119 


44 


47 


X78926 


Homo sapiens 


zinc finger protein 


442 


52 


48 


X54326 


Homo sapiens 


glutaminyl-tRNA synthetase 


542 


81 


49 


D50645 


Homo sapiens 


SDF2 


321 


95 


50 


M92439 


Homo sapiens 


leucine-rich protein 


344 


80 


51 


U28963 


Homo sapiens 


Gps2 


593 


82 


52 


U41806 


Homo sapiens 


p60 


660 


81 


53 


AF181490 


Homo sapiens 


prenylcysteine lyase 


461 


78 


54 


U93570 


Homo sapiens 


putative pi 50 


147 


36 


55 


W73499 


Homo sapiens 


Von Willebrand factor 


529 


76 


56 


AF1 19851 


Homo sapiens 


PR01722 


126 


57 


57 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


115 


61 


58 


AL021939 


Homo sapiens 


dJ352A20.2 (aldehyde dehydrogenase 
family protein) 


422 


90 


59 


L24158 


Homo sapiens 


integrin alpha 9 protein 


317 


71 


60 


Y32157 


Homo sapiens 


Human SH3D1A protein. 


530 


91 


61 


X61296 


Rattus 
norvegicus 


open reading frame 2 


117 


31 


62 


AK002064 


Homo sapiens 


unnamed protein product 


330 


80 


63 


AB012223 


Canis familiaris 


ORF2 


80 


56 


64 


U93570 


Homo sapiens 


putative pi 50 


113 


37 


65 


U 15647 


Mus musculus 


reverse transcriptase 


152 


55 


66 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


126 


54 


67 


Y48359 


Homo sapiens 


Human prostate cancer-associated 
protein 56. 


590 


99 


68 


W74879 


Homo sapiens 


Human secreted protein encoded by 
gene 151 clone HTLEF62. 


368 


98 


69 


AF 104921 


Homo sapiens 


succinyl-CoA synthetase alpha subunit 


604 


93 


70 


7VF175265 


Homo sapiens 


vacuolar sorting protein 35 


632 


88 


71 


U93571 


Homo sapiens 


p40 


106 


33 


72 


XI 5324 


Homo sapiens 


angiotensinogen 


330 


84 


73 


Z98204 


Hordeum 
vulgar e 


extensin 


111 


38 


74 


Y30713 


Homo sapiens 


Amino acid sequence of a human 
secreted protein. 


232 


61 


75 


AF 118092 


Homo sapiens 


PRO2061 


453 


79 


76 


M63175 


Homo sapiens 


autocrine motility factor receptor 


190 


85 


77 


M26361 


Mus musculus 


LINE/Ig H-chain fusion protein 


153 


38 


78 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


171 


58 ! 


79 


X78926 


Homo sapiens 


zinc finger protein 


199 


37 


80 


M77381 


Homo sapiens 


acrosin 


98 


54 


81 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


129 


44 


82 


U93569 


Homo sapiens 


putative pi 50 


94 


38 


83 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


132 


100 


84 


AF255446 


Crypthecodinium 
cohnii 


Dip 1 -associated protein C 


129 


34 


85 


R59837 


Homo sapiens 


Sequence of human microtubule- 


82 


48 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

WaJerraan 

Score 


% 

Identit 

y 








associated protein tau. 






86 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


157 


76 


87 


AF116712 


Homo sapiens 


PR02738 


91 


58 


88 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


77 


44 


89 


Y82742 


Homo sapiens 


DNA replication and repair associated 
protein (DRASP). 


315 


79 


90 


M16961 


Homo sapiens 


alpha-2-HS-glycoprotein 


138 


74 


91 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


250 


56 


92 


AF220656 


Homo sapiens 


apoptosis-associated nuclear protein 
PHLDA1 


62 


69 


93 


U65928 


Homo sapiens 


Jun activation domain binding protein 


188 


75 


94 


U93568 


Homo sapiens 


putative pi 50 


102 


48 


95 


S80119 


Rattus sp. 


reverse transcriptase homolog 


130 


53 


96 


U93563 


Homo sapiens 


putative pi 50 


242 


50 


97 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:387. 


105 


46 


98 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


132 


62 


99 


X74045 


Equus caballus 


preproalbumin 


289 


65 


100 


AF 118090 


Homo sapiens 


PRO2044 


269 


90 


101 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


198 


51 


102 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


88 


53 


103 


Y86573 


Homo sapiens 


Human gene 9 1 -encoded protein 
fragment, SEQ ID NO:490. 


225 


82 


104 


AF003535 


Homo sapiens 


ORF2-like protein 


114 


47 


105 


AF130079 


Homo sapiens 


PR02852 


133 


56 


106 


AF 130089 


Homo sapiens 


PRO2550 


107 


71 


107 


M63473 


Homo sapiens 


alpha-5 type JV collagen 


131 


45 


108 


AF1 16661 


Homo sapiens 


PRO 143 8 


112 


54 


109 


X92485 


Plasmodium 
vivax 


pval 


101 


41 


110 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


113 


80 


111 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


199 


69 


112 


AF194537 


Homo sapiens 


NAG 13 


104 


44 


113 


L27428 


Homo sapiens 


reverse transcriptase 


160 


34 


114 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


137 


56 


115 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


391 


67 


116 


AF130052 


Homo sapiens 


PRO0956 


163 


47 


117 


L27428 


Homo sapiens 


reverse transcriptase 


117" 


36 


118 


U93569 


Homo sapiens 


putative pi 50 


104 


66 


119 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


96 


66 


120 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


81 


57 


121 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


78 


51 


122 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


95 


80 


123 


X61296 


Rattus 
norvegicus 


open reading frame 2 


94 


36 


124 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


131 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


0/ 
/o 

Identit 

y 


125 


AF119900 


Homo sapiens 


PR02822 


168 


68 


126 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


209 


58 


127 


L27428 


Homo sapiens 


reverse transcriptase 


102 


35 


128 


G02607 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6688. 


99 


63 


129 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


113 


73 


130 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


170 


36 


131 


U93572 


Homo sapiens 


putative pi 50 


168 


38 


132 


U37263 


Homo sapiens 


KRAB zinc finger protein; Method: 
conceptual translation supplied by 
author 


155 


57 


133 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


137 


92 


134 


B08918 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 28 SEQ ID NO:75. 


58 


61 


135 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


128 


66 


136 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


102 


38 


137 


U49973 


Homo sapiens 


0RF1;MER37; putative transposase 
similar to pogo element 


230 


55 


138 


AK000496 


Homo sapiens 


unnamed protein product 


127 


46 


139 


X53581 


Rattus 
norvegicus 


ORF4 


136 


38 


140 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


158 


48 


141 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


162 


65 


142 


AF090930 


Homo sapiens 


PRO0478 


127 


65 


143 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


141 


58 


144 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:387. 


98 


65 


145 


AJ238588 


Sciurus vulgaris 


cytochrome c oxidase subunit 111 


417 


72 


146 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


139 


76 


147 


Y36156 


Homo sapiens 


Human secreted protein #28. 


91 


40 


148 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


121 


70 


149 


Y76184 


Homo sapiens 


Human secreted protein encoded by 
gene 61. 


214 


85 


150 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


95 


57 


151 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


126 


66 


152 


G00262 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4343. 


105 


51 


153 


AF1 19900 


Homo sapiens 


PR02822 


116 


62 


154 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


149 


66 


155 


AB009993 


Mus musculus 


collagen al(V) 


305 


36 


156 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


155 


69 


157 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


348 


71 


158 


G04072 ! 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


146 


54 


159 


AF247705 


Oryctolagus 
cuniculus 


alpha 1 type X collagen 


102 


42 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

ldentit 

y 


160 


R95913 


Homo sapiens 


Neural thread protein. 


99 


56 


161 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


112 


52 


162 


X71442 


Rattus 
norvegicus 


ORF 1; putative 


96 


47 


163 


U93570 


Homo sapiens 


putative pi 50 


118 


38 


164 


U23515 


Caenorhabditis 
elegans 


weak similarity to adenylyl cyclase- 
associated protein (CAP) and to P. 
chabaudi adami major merozoite surfae 
antigen protein (P1R:A32555). Final 
exon overlaps gene predicted on other 
strand. 


93 


37 


165 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


143 


66 


166 


AF130079 


Homo sapiens 


PR02852 


143 


90 


167 


L27428 


Homo sapiens 


reverse transcriptase 


200 


53 


168 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


92 


51 


169 


R95913 


Homo sapiens 


Neural thread protein. 


116 


54 


170 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


324 


85 


171 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


111 


50 


172 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


111 


69 


173 


AF130089 


Homo sapiens 


PRO2550 


126 


59 


174 


S80119 


Rattus sp. 


reverse transcriptase homolog 


151 


46 


175 


G02451 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6532. 


113 


53 


176 


U 15647 


Mus musculus 


reverse transcriptase 


104 


46 


177 


M24732 


Homo sapiens 


lamin-like protein 


112 


42 


178 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


137 


38 


179 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


143 


58 


180 


AF194537 


Homo sapiens 


NAG 13 


92 


90 


181 


U93564 


Homo sapiens 


putative pi 50 


131 


53 


182 


U93574 


Homo sapiens 


putative pi 50 


86 


46 


183 


Y14166 


Gallus gallus 


attachment region binding protein 


91 


40 


184 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


104 


64 


185 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


183 


73 


186 


U93572 


Homo sapiens 


putative pi 50 


139 


64 


187 


M22332 


Homo sapiens 


unknown protein 


79 


41 


188 


Y87202 


Homo sapiens 


Human secreted protein sequence SEQ 
IDNO:241. 


75 


71 


189 


U70935 


Peromyscus 
maniculatus 


reverse transcriptase 


132 


37 


190 


S80119 


Rattus sp. 


reverse transcriptase homolog 


172 


43 


191 


AF1 94537 


Homo sapiens 


NAG13 


81 


75 


192 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


112 


64 


193 


X92485 


Plasmodium 
vivax 


pval 


96 


40 


194 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


112 


45 


195 


L27428 


Homo sapiens 


reverse transcriptase 


141 


37 


196 


U93570 


Homo sapiens 


putative pi 50 


201 


41 


197 


X92485 


Plasmodium 
vivax 


pval 


120 


48 


198 


AF 130089 


Homo sapiens 


PRO2550 


137 


60 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Watermon 


ldentif 










Score 


y 


199 


V00662 


Homo tjanien 1 ? 


1]RF 1 fNATYH Hphv^lroppnacp "^?)hl)nit , ) 


377 




200 


AF010144 


Hnnin **anien^ 


npiirnnal thr-pan* nrotpin AD7r-N'l *P 


1 19 


S7 


201 


Y86573 


Hnmn caoipn <i 


T-fnman o/>t\t> Q 1 _pnf*nHpn nrotpin 

JlUIIlall qCIIC ^ 1 -ClJCUUtU pi UIC11 1 


151 
i^i 


6R 
Do 








fraompnt SFO ID NO-490 






202 


U49973 


Homo Qanipn<; 


ORF1* MFR^7' nntativp tran<mn*;a<*p 


247 


7R 
f o 








similar to nnan plpmpnt 






203 


W48351 


Homo QanienQ 


Human hrpat-t mnrpr rplatpH nrotpin 

11 UJ J J dj i L7J Cdjl wdllwCI IClalCU piUldJl 


126 


S6 








BCRB2. 






204 


Y91577 


Homo sanien*; 


Human Rprrpfprl nrotpin ^Pnnence 

ilUlJldll JVvl CL^U LFlvllwllJ J^l^ UWlV-t- 


362 










encoded hv &ene 2 SEO ID 

t»i ivyv/vjCid uy gene oijv^ ix/ ji^y.iju. 






205 


R59842 


Homo <;aniens 


A no R41 . 1 nrotpa^p 


100 


82 


?06 


AFI61356 


I— I r\ m O car* ipn c 
nuiuu oapiCllD 


H^PPOO^ 
norLU"j 


7R 


67 


207 


G00500 


Homo sanipn<; 


Human ^errpteH nrotpin SFO ID NO* 
riuiiidii j<w^ivvcu piui&iii, JLy li-^ i^w. 


111 

ill 


48 
•to 








4581 . 






208 


U83280 


1 piOrmartia 


^0 kDa antio^n 


171 

1X» 1 








donovarii 

tJtfi iw val H 








209 


G03714 


HomO canipnc 


Human cp/*rpfp/^ nrc^f^in TTl XTO - 
JJUIIIall aCU CLCU jJIULCul, OJLiv^ JU IN w. 


X4 










779 S 






210 


U49973 


Homo <;anfpn<i 


fYRF 1 ' lvlPR'^7 - nutafivp tran^nrvcacp 
Vw/jvi j t ivijQrvj/ / , puidtivc u uiiopvj^dou 


1 4U 


77 








sim?Jar to noffo plpmpnt 






71 1 


lvt6Q 1 Q7 

1Y1VJ7 17 i 


T-Tomo c flnipn c 


iidpiogioDui-reiaieu proicm 




07 


21? 


AF01461 1 


U/\mf\ canipTtC 

jiUJiiu bapiciib 


liiLTiribic id"wiur-Di^ rtxcpiur prevurbor. 




J / 








niV»i]in 

\j\X\J\l 111 






213 


YR674R 


Homo cantpnc 
x iuhikj ;>apicilb 


Human cprrpfpH nrntpin HPHPF/%R 


170 










SFO ID NO' 163 






214 


V00662 


Homo QanipnQ 

1JIV1JJW JULfltlJO 


fvtnphrnimp oviHa^p T 
0 y lUL/iii uii it uajuuov 1 


4XS 


R7 


215 


G02514 


Homo *iani*pn^ 


Human sprrptpH nrotpin ^FO TD NO- 




R0 








6595. 






216 


U35312 


I'lUO JJlUOwUJUO 


nnrlpar rprpr\tor f*rv-rPTMrp<iQr%r 

llUV^lwdl JLLtJJlUl VV/^l CU1C09U1 


IIS 

1 1 J 


47 


217 


L26953 


Homo <;anien<; 


rYimm n<znm r) nrntPtn 

WJJ i/JUV/jV/JlIdl pivlwlJl 


143 


77 




U 12690 


Homo cfirvipnc 
xmsjihsj bapicilb 


^*\/t/%nVirr4mp rivi^lacp ciiViiinit IT 
L»y li/wllIfJJIIC UMUaoC oUUUflll 11 


774 


70 


719 




f-fomo conipnc 
jnUIIlli bapjCIlb 


14iiman ct*nrt*tf>r\ rtiTtfpin CCO TT\ XJO* 

nuiudii bccretea proiem, ojcv^ i^u. 


1Z3 


7S 








7S14 






220 


AB0181 14 


ArahifionQiQ 


WTMf~? finorpr nr/>tpin-ltL"p 
rvn > vj imgwJ pi uiciiJ-JiAC 


1 1 1 
i J J 


^R 

JO 






thaliana 

IL Id I IdL Id 








221 


D38112 


Homo ^anipn*; 


ATPa<ip QiiHunit 6 

/ v A X dot JUUUllll \7 


475 


R4 


222 


V00662 


Homo Qanipn*£ 


rvtrinhrnm P TA 


466 


77 


223 


Y86248 


J1U11II" bdpiCU*> 


Human cprrptpH nrotpin MPHPPAR 
xiuiiidii 5cu clcu pii/Lcm nvtirrvO, 


17S 


RS 








SFO ID NO 163 






224 


AF0I0144 


Homo canipriQ 


npiironal tYirpafl nrntpin A07r-N7 > P 
jjcuj \jnai a u cau pi uiciJi r\Ws / 1 1 


iij 


^?R 


225 


Y02999 


Homo c^nipn q 
X XXJiXlSJ odpiciio 


Fraompnt of human cprrptpH nrotpin 

I laglllClu UL llUllldll dCCiClCU UllHC 1X1 


oo 


65 








pnroHpfl l*i v ppne 121 






776 


Y77R16 


D ottnc 


rt\r V De la i 










norvp^ini^ 








227 


U09500 


Homo <*,anien<; 


rvtochrome h 


274 


62 


228 


AF081 104 


miicfiiliiQ 




1 1 1 
jii 


16 






domesticiK 








229 


AF090942 


XlXJUlVJ Odpiwllct 


PROf>fiS7 


00 


S7 


230 


G04091 


Hnmrt cflnipnc 

> IUIIHJ odpiCllo 


T-Inman G.f*rrf*tf*f\ nrotpin QPO TO Mf~V 
JTLUUlcUl oCwldvU piUlClll, Jdy IXJ V\\J. 


76 


S7 














231 


G03472 


Homo Qftnipnc 

1 ILHHis oapidIO 


Human Qprrptpo 1 nrotpin SFO TO NO* 


Jvl 


66 








/ jjj. 






232 


B12310 


Homo canipnc 

1 1 VJI UU odpjCJld 


Hnmnn cpf*rptp/1 nrotpin PnPoHpr? hv/ 

riUJllCtii OfcUI CtCTJ pjULCUl CIJLfUUCU \Jj 


1 16 


S4 








gene j u cjone i^Jur^ryH. 






233 


A F0 10400 


Hnmo Qanipnc 
XXUUISJ onpiwio 


lTanca1*1o]a<ip— rplat"Pfi nrotpin 


7ST 


77 


234 


AF 19791 3 


Helicovema 


h»«;ir DNA-bindinff nrotein BDBP 

Udolv* L/l^i/i. CllldlllUj piVllkVlJJ LJ1\SXJX7 


117 


50 






armigera nuclear 












polyhedrosis 












vims 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 


91S 


afooooii 

t\.r i 


xiorno sapiens 


PT?n04Rl 
.rixVJUHoj 


IZJ 


/J 


916 
z jo 


T 140071 
UH77 / j 


Homo sapiens 


ukt 1 3 MtKj /, putative transposase 


IOC 
J OJ 


50 








sim 1 jar 10 pogo eiemeni 






CD 1 


Ml 0501 

1»1 1 7JUJ 


notno sapiens 


\ji\x 1 , puiaiive 


00 


A A 
4U 


91X 

Z Jo 


nooi68 


Homo sapiens 


rtuman secretea protein, ob^ UJ nu. 


yj 


CO 

5o 








4440 






910 


AF014RR1 


jiorno sapiens 


NADH dehydrogenase subunit 2 


jUj 


OJ 


940 


noi 1 09 

VJU J 1 uz 


Homo sapiens 


Human secretea protein, obi^ IU iNU. 


OU 


44 








71 81 

/ 1 OJ. 






241 

A*T 1 


YR6479 


nomo sapiens 


Human gene jz-encooea protein 


70 


CO 
JU 








fraampnt QFn !P> "Krn'187 

iragmeiii, ocv^ ll/ inw.jo/. 






242 


Hi c/ojo 


1Y1US IIIUSC>UlUS 


reverse iraiiscnpcase 


1 17 


47 


243 


AF010144 


JiUJIiO sapiens 


ijcuiL/nai iiireao proicin t\u 1 c-in 1 jr 




JO 


244 


noun 


nuiiiu sapiens 


Human secretea protein, oi^v *u INU. 


04 


4^ 








7914 

/z m , 






94 

Z**J 


A |<~A71C/19 
.ttlVUZ J jtZ 


: 

Homo sapiens 


unnamed protein product 


00 

oz 


0 0 


946 

ZHO 


YCC707 
AJ J /UZ 


Drosophila 


polycomb protein 


84 


3 1 






in e I an og aster 








ZH / 


ad 17RQ 


Homo sapiens 


Human secretea protein, bbil iu NU. 


129 


^c 
OJ 








•787 A 






948 

-HO 


fi09S17 
VJUZJJZ 


riomo sapiens 


Human secretea protein, otv^ iu iNU. 


1 54 


TA 








DDI J. 






9/fO 

z^y 




Homo sapiens 


Human 5 hST related polypeptide SEQ 


142 


63 








ttx xt/"** i nc 1 






9ca 

ZJU 


VI '7817 
I I /5JZ 


Human 


env protein 


297 


71 






enaogenous 












ICuOVJJIis rv 








9S1 




nomo sapiens 


p4U 


lUJ 


40 


z jz 


AF041110 


duuo bdjidns 


iNAUH aenyarogenase suDunit j 


ZU L 


4/ 


9S1 


AF0008QC. 


Homo sapiens 


ri\UU I 1 / 


iSy 


AA 
OO 


9<.4 

JH 


Y09RR6 


numo sapiens 


Fragment of human secreted protein 


lOJ 


/z 








encoded by gene 90. 






9^ 


I 97/170 
l_»Z /*fZo 


—7 : 

Homo sapiens 


reverse transcriptase 


1 cc 


40 


9ceC 
ZJO 


I f4QQ71 


Homo sapiens 


UKr 1; MbKiv; putative transposase 


157 


59 








similar to pogo element 






9^7 


noom 

VJl/l/J J J 


numo sapiens 


Human secretea protein, on-v iu inu. 


Ho 


OA 
/U 














9SR 


AFl 04517 


tiomo sapiens 


XI A C 1 "3 

jnAvjI J 


J4J 


Jd 


9 SO 

Z J7 


R01179 
DU J J / z 


xiomo sapiens 


Neuron-associated protein. 


1 1 j 


1 1 
/ 1 


960 


noo6i7 


TJ/\mst pnrtianr 

nomo sapiens 


Human secreted protein, SHQ ID iNO'. 


1 1 J 


CI 

JJ 








47 18 






961 


M99119 


nojijo sapiens 


unxnown protem 


78 

/o 


A C 

4j 


262 


AF010144 


noii ju sapiens 


neuroiiai [jireau protein /\u /c-is ir 


70 


78 


96^ 


X619Q6 
y\v_> j ^70 


D oftlic 
IvdlLUS 


open reading frame 2 


1 Aft 


JO 






ijurvcgicuo 








264 


AF01 6000 


1V1US JilUSCUlUS 


; 

endonuclease/reverse transcriptase 


1 78 

1 /o 


/I c 
43 


96S 


nmioi 

VJVJ J JUJ 


riomo sapiens 


Human secretea protein, oiiy iu nu. 


ol 


OJ 








T2QA 

I Jo4. 






966 
zoo 


vn 1 1 S4 


noino sapiens 


PVotein sequence Seq Id 54 from 


1 10 


O/f 

84 








WnOQOl O90 
WU77U 1 uzu. 






967 


G017X6 

VJvJ / ou 


fiuiiiL> sapiens 


Human secretea protein, otv^ il/ jnu. 


118 
1 i 5 


CO 
JZ 








7867 








AFl IQRSS 

AVI J 1 70JJ 


numo sapiens 


PT? C\ 1 847 


O/l 


OA 


960 

ZOy 


AFl 00007 


nomo sapiens 




Of 

o5 


61 


970 
Z /U 


vjUUj Jj 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


337 


63 








4414. 






271 


X924S5 


Plasmodium 


pval 


307 


72 






vivax 








272 


AFl 94537 


Homo sapiens 


NAG 13 


367 


51 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Srnirh- 

Watcrman 

Score 


% 

IdentU 

y 


97T 


TlQ3Sr^l 


numo sapiens 




lfl4 




274 


L27428 


Homo sapiens 


reverse transcriptase 


142 


56 


97 c 

£.10 




Homo sapiens 


Human secreted protein, oci^ *L/ InU. 

*t*f o O. 


i sfi 
1 


60 


276 


X61296 


Rattus 

nAn/Poin ic 

IlUi vcgicus 


open reading frame 2 


96 


48 


111 


AFAQn031 
f\r\jy\jyo l 


numo sapiens 




!4fl 




278 


U49973 


Homo sapiens 


0RP1 ; MER37; putative transposase 
similar to pogo element 


231 


66 


979 


AFHOOflO 
r\i i Jw07 


riomo sapiens 








280 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
pruiein 


98 


58 


281 


I 29S48 


nuiiiU sapiens 


collagen type avih dipna l 


09 

yL 


JO 


282 




\J1 y La bdllVd 


similar 10 kiino i iz linger proxein 
RHAla(AF078683) 


1 


05 




AFT 1671^ 


nOHio sapiens 


rssXJjioAy 




7< 
/-> 


284 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


in 


53 




vjuj /yu 


Homo sapiens 


Human secreted protein, oby 119 NO. 
7871. 


94 


5j 


9R6 
zoo 




Homo sapiens 


Human breast cancer related protein 
oUtxDx. 


lzu 


ji 


287 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


147 


66 


288 


U93572 


Homo sapiens 


putative pi 50 


125 


32 


9ftQ 
X5y 




Arabidopsis 
thaliana 


putative proline-rich protein 


142 


44 




YQ94R*? 


Plasmodium 
vivax 


pval 


1 An 
14/ 




901 


AJtJU^ /OUU 


Macaca 
iascicuians 


hypothetical protein 


172 


66 


9Q9 


nft37RQ 
vJVJ j / oy 


nomo sapiens 


Human secretea protein, oby 119 rsu. 

/ o /U. 


lUo 




293 


D38115 


Pongo pygmaeus 


NADH dehydrogenase subunit 5 


342 


.71 


9 04 


A F0QftQ49 


nomo sapiens 




no 


00 




ivioi lOO 


Dap tonrn e 

DOS laurus 


glutamic acid-rich protein 




44 


296 


M13100 


Rattus 

IlUrVCglLUS 


unknown protein 


107 


43 


297 


AF010144 


Homo sapiens 


neuronal thread protein AD7C-NTP 


114 


50 


908 




Plasmodium 
vivax 


pval 


93 


78 


900 


no^i79 

\J\JO l 1 £j 


noiijo bdpiens 


nun Jan becrecea protein, oJCi^ 11/ vh\s. 
7253. 


1 07 


7<i 


300 


AFA10144 


nuinu Sapiens 


npnrnnol fkrOQ/^ nrAfpin A T"^7/"» "K.T' 1 "O 

neuronal inreau protein /vjj /c-in i r 


i ic 
1 10 


/t9 
4Z 




I 94S91 


numo sapiens 


transform ation-reiated protein 


1 17 


oU 


302 


X83413 


Human 
Herpesvirus o 


U88 


219 


49 


303 


U93567 


Homo sapiens 


putative pi 50 


130 


48 






Homo sapiens 


Human secreted protein sequence 
encoaea oy gene zo ojtv^ inij. /d. 


72 


61 


305 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxy pro line-rich glycoprotein DZ- 

JlRUr 


153 


68 


J\J\J 


rnai 19 


nomo sapiens 


cytochrome c oxidase subunit 3 


<"27 


70 

/y 


30,7 




Homo sapiens 


numan secreiea protein, oni^ 119 inu. 
7795. 


o4 




JUO 


I 9749X 


Homo sapiens 


reverse transcriptase 


1 C 1 


11 


309 


M69297 


Hnmn ^aniens 


ORF i 


14S 


HO 


310 


X92485 


Plasmodium 
vivax 


pval 


81 


60 


311 


L27428 


Homo sapiens 


reverse transcriptase 


103 


41 
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SEQ 10 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


ldcnrtt 










Score 


y 


J 16 


AF1 30070 


noino sdpieni> 


pp r^7c^o 


1 jj 


49 




fift^7Rft 
\J\Jj 1 OO 


nomo sapiens 


Human secreted protein, otv<? IL> WU. 


I ID 


58 








7RA7 
/50/. 








AF00009K 


l-J/MTirt caniPnc 


PR00470 


oo 


4o 


315 


G0035? 


Hnmn cuniAnc 
IJUJliU odpiUllD 


Unman ro^rota^ nrntain CCH I FN XJ/^. 

numao secretca prorem, icy iu vvkj. 


1 7^ 










A All 






316 


U03568 


nuiilU DapJCIld 


pUldllVc pi JU 


1 4Q 


40 


317 


AF1 10RSS 


T-J/^rY^ f\ roniPnc 

jnuiiiu ddpicns 


ppni R/i7 


1 Aff 
1 U5 


9/1 

54 


3 IX 


PftOR^O 
rouojy 


1 — I />m r\ c i t-\ T tin P 

nomo Sapiens 


Sequence of human serum albumin 


1 /3 


50 








(no/\j on piasm ia pajl-jj. 








W4ft494 


t-t-I /"vrTt f\ c r\ lane 

nomo sapiens 


Human macrophage stimulating protein 


2.J I 


69 














320 




i luuiu oapiciio 


HT^4F7 9 fPRFR PP ffilTl\ 


747 


CA 

04 


321 




T-Taitia cqtm c 
rnjinu SapiciiS 


numan secretea protein, ocv; vskj. 


1 1U 


oo 








ftft13 






322 


AFOlftOOO 


T\/tiic mucr'iiliic 


enaonucjease/reverse transcriptase 


1 AO 


AQ 

4o 


393 




nomo sapiens 


JtKvJUh /o 


141 


11 




T 14007^ 

UH77 / J 


Homo sapiens 


UKr 1 ; MbK37; putative transposase 


126 


44 








similar to pogo element 








noo^<;4 


— — : 

Homo sapiens 


riuman secretea protein, bby ID NO: 


146 


59 














396 


RSQR47 

l\.jyo 4 }'Z 


— : 

Homo sapiens 


ApoE4Ll protease. 




60 


V?7 




Homo sapiens 


Human breast cancer related protein 


O A 

84 


61 


















— — : 

Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


66 














39Q 


noo ^^4 


— — : 

Homo sapiens 


Human secretea protein, obQ ID NO. 


IOC 


65 








4 HjJ. 






330 


AF1 IQR5S 

1 11 70JJ 


nuniu i>dpieni> 


ppni R47 


1Z1 


OA 

oU 


331 


L78671 


nuiiju ddpiciiD 


^OAii/.L/-ioop uin/\ rusion protein 


JCri 




33? 


A K 00040ft 


Homo sapiens 


unnamed protein product 


145 


41 


333 
j j j 


D00S70 

JL/v/VJ J / V7 


LYIUS muscuius 


open reading frame (1 96 AA) 


15J 


53 


334 


API IQQSS 


Homo sapiens 


rKUl o4 / 


1 16 


1A 

74 


33S 
j> j J 


no^7QO 
vjuj iy\j 


Homo sapiens 


Human secretea protein, .obtj 1JJ NU: 


122 


50 








/o/I. 






33ft 




— : 

Homo sapiens 


Protein encoded downstream of hhc M 


129 


56 








oncoprotein. 






T^7 


n 09004 


-— : 

Homo sapiens 


Human secreted protein, SEQ ID NO: 


107 


59 








/U/j. 






J JO 


I v/J J jo 


— — . 

Homo sapiens 


Secreted protein encoded by gene 18 


1 15 


72 








cione jilaljoi. 






330 


AT 1S0789 
/■vjlo jy i oz. 


i rypanosoma 


possible (hhv-6) ul 1 02, variant a dna, 


i n 
11/ 


CA 

50 






brucei 


complete virion genome. 






340 


A 1C 0979 17 


nomo sapiens 


unnamed protein product 


1 0*7 


70 


341 


U433ft0 


x erumyscus 


reverse transcriptase 


lie 
115 


75 






IliajJJCUlatliS 








34.9 


AP1 1 RORft 


Homo sapiens 


rKU 1 yyl 


1 A 1 

141 


73 


343 


"X094RS 

A7ZH6J 


r j asm o a mm 


pval 


96 


CA 

59 






VlvaA 








344 


AFI0ftft77 

/vi 1 V/U17 / / 


JL/iO S>OpJl I la 


/ItfPoH r far»f «/>ri 

aissansiaction 




A O 

4o 






i Held nogaolvl 








345 




M/\tn /\ comonc 
-TIOIIIO bdpiCllb 


r n r — 

cytochrome oxidase sub unit 11 




91 


34ft 


I 9747R 


Homo sapiens 


reverse transcriptase 


95 


56 


347 


(303714 

UUj / i ** 


nomo sapiens 


Human secretea protein, bbQ ID NO. 


133 


69 








7795. 






348 


G02532 


Homo saoiens 


Human secreted nmtpin 5>FO ID NO" 


Rl 










6613. 






349 


X51616 


Voivox carteri 


SULFATED SURFACE 


110 


41 








GLYCOPROTEIN 185 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wattrman 

Score 


% 

Identit 

y 


OCA 

350 


UUj /oy 


Homo sapiens 


Human secreted protein, oc^ lu isu. 
7870. 


1 

(JO 


JJ 


3_>J 


T J/f 0077 

Unify f 6 


Homo sapiens 


UKr i , ivifcKj / , putative transposase 
similar to pogo element 


1 Q1 
lOJ 


<A 
Oli 


352 


AL390U4 


Leishmania 
major 


extremely cysteine/valine rich protein 


151 


51 




t\yjy i3 


jiomo sapiens 


iNcurai inreao proiein. 


yj 


JO 


I^A 


APftA 114ft 


AJTlDeUS 
Jail Id 1 Cell SIi> 


j-** ri-/\f+ Vt y/xrvi £> /•* AVinof A film irt if 111 

cyiocnrome c oxidase suoumi 111 


1Afi 


7ft 


355 


AF090895 


Homo sapiens 


PRO0117 


126 


60 




a pf|1 aAQQ 
ArU 1 ouyy 


ivjus muscuius 


enaonuciease/re verse transcriptase 


191 


*+o 


dd f 


AP1 1 RftR£ 


nomo sapiens 


PPf>1 QQ7 


tjy 


73 


J JO 


v i &&m 


nomo sapiens 


rragrneiii oi numan secreiea proiein 
encoded by gene 17. 


OD 


oy 




j\ru lu iH^f 


Homo sapiens 


neuronal inreaa protein au /c-in i r 


QSi 




1£fi 




Homo sapiens 


neuronal tnreaa protein ajj /c-in i r 


1 1 A 


<i7 
J / 


361 


M13100 


Rattus 
norvegicus 


unknown protein 


J22 


34 


362 


Y36203 


Homo sapiens 


Human secreted protein #75. 


108 


63 


363 




Homo sapiens 


Human secreted protein, bbv<> ID MU. 

71 11 
I IJJ. 




/ J 




uuo /y / 


— — : — ■ 

Homo sapiens 


Human secreted protein, SEQ ID NO. 

787R 
ro/O, 


ZIZ 


03 




r\r. i juuj i 


nomo sapiens 


rivvjuoyo 




71 


366 


AF068294 


Homo sapiens 


HDCMB45P 


188 


65 


30/ 


1V/M A<>1£ 

MIUMo 


Homo sapiens 


cytochrome oxidase I 


77^ 


7A 


1£Q 


CCA 1 1 Q 

ooUl iy 


Rattus sp. 


reverse transcriptase homolog 


i oo 




1&Q 


U JyjyJj 


Peromyscus 
rnanicuianjs 


reverse transcriptase 


/J 


/t 9. 

HO 


37ft 
J IV 


API 1 RftR r ) 


Homo sapiens 


nrvw i y Uj£ 


yo 


70 
iy 


371 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


106 


40 


J /Z 


A CAl /IO/T3 

ArUJ4yU3 


Pan troglodytes 


NADH dehydrogenase subunit 2 


loy 


/i i 

4 1 


373 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


93 


48 


374 


t\f/f 0~» C 1 

W4&> J 1 


Homo sapiens 


Human breast cancer related protein 
rSv_/Kx5z. 


Q/t 

y4 


OO 


375 


G03107 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7 1 ttfi 


90 


80 


D/0 




— : ■ 

Homo sapiens 


putative pi 50 


1/1 A 


JO 


inn 


uuzyy4 


Homo sapiens 


Unman oarrdfa^ Hi-aIaih CT?A I PN fvT^^' 

numan secrecea protein, oci^ iu inu. 

7A7^ 


1/1 A 


zr\ 


37R 


A PftQftQA7 


noiiio Sapiens 


pp.nn^*?7 

A 1N.V/UO J / 


1 


KJSJ 


37Q 


U7JjDo 


nomo Sapiens 


puiaiive p 1 JU 




JO 


3Rft 


uyjj f\j 


nomo sapiens 


n AA 


ISA 


S7 


JO l 


1 9747R 


nomo Sapiens 


lCVCJoC UallSOripLdbC 






382 


AF 194537 


Homo sapiens 


NAG 13 


114 


35 


JOJ 




Homo sapiens 


PP C\1H9. 
rtsXJZ /do 


i no 
iuy 


sa 

JO 


IRA 


Loot LZ 


nomo sapiens 


cyiocnrome c oxidase suoumi j 




o 1 


385 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 

OUAla (K PA7Q fLQ1\ 


116 


63 


joO 


N1/Z./.JD** 


____ : 

Homo sapiens 


unknown protein 


174. 


jy 


387 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
Oyjj. 


97 


52 


3B5 


5 1 1 z 


— : 

Homo sapiens 


NADH dehydrogenase subunit 5 


"577 


OA 


389 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


157 


70 


390 


AF010]44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


129 


62 


391 


U49973 


Homo sapiens 


ORF2; MER37; putative transposase 
similar to pogo element 


259 


66 
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SEQ 10 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wafermfln 

Score 


% 

Identic 

y 


709 


nnfK77 
vjuvo / / 


Homo sapiens 
— 


Human secreted protein, bJbQ lu NO. 


1^7 


63 




T J47760, 


Peromyscus 

UJctlllCU laLUj> 


reverse transcriptase 


1 

\ly 


54 


394 


AK023582 


Homo sapiens 


unnamed protein product 


148 


46 


j/j 


M99779 


jiomo sapiens 


unknown protein 


1 oc 


A 1 

41 


706 


AF1 1 ror£ 


Homo sapiens 


do r\ i ooi 
rKU lyyZ 


1 60 


71 


397 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

AAA A 

0444. 


101 


52 


398 


D38] 12 


Homo sapiens 


cytochrome c oxidase subunit 3 


199 


66 


7QQ 


T14QQ77 
U4yy ID 


Homo sapiens 


OKr 1 ; JvjbK37; putative transposase 
similar to pogo element 


234 


78 


400 


AT 3S97X? 


i rypanosoma 
Km ppt 


prooaoie similar to ruig-nx linger 
pruLcui maid. 


JU/ 


/in 

4U 


401 


AF000996 


T-lArnri cantfn c 


UUIl]LiUUU5 I r £\ JJlOlII, I 1SOIOJIJJ 


1 1 A 
1 J 0 


0 1 


402 


ill V^T IJJU 


RaHa ccilfar^p 
DUUU banal IS 


iNAUri aenyarogenase suounuD 


1 A < 
14.) 


in 


403 


AFT 1 Rf)X9 


numo sapiens 


ppAl 0O9 


09 

y/ 


55 


404 


AF202635 


Homo sapiens 


PP1200 


126 


55 


40S 


vnnfi^9 

v 


nomo sapiens 


cytochrome oxidase I 




68 


406 


AF229067 


Homo sapiens 


PADI-H protein 


129 


71 


407 


A T 7001 14 


Leishmania 
major 


extremely cysteine/valine rich protein 


197 


38 




1 o<9ci 
L,z0z3 I 


Trypanosoma 
brucei 




95 


46 


4uy 


U4yy /.> 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


310 


62 


41 ft 
41U 


V09/1 £C 
AyZ45J 


Plasmodium 
vivax 


pval 


96 


68 




1U 64707 


ivauus 
norvegicus 


: : 

saJivary proiine-nch protein 


128 


A A 

40 




VI Q 109 
1 1 y I yz. 


Talpa europaea 


cytochrome oxidase subunit I 


431 


83 


417 


IVi I U J*f o 


Homo sapiens 


cytochrome oxidase J 


299 


86 


414 


VR694R 


Homo sapiens 


Human secreted protein HLHProo, 
SEQ ID NO: 163. 


220 


81 




AFJO^R*, 


ran irogioaytes 


NADH dehydrogenase subunit 5 


296 


on 

89 




^SR47R 

AJOf jO 


Mus musculus 


proline rich protein 


1 12 


50 


417 


T 170079 


reromyscus 
ieucopus 


reverse transcriptase 




51 


418 


V00662 


Homo sapiens 


cytochrome oxidase III 


200 


84 


410 


AFftl 77RQ 
-rvrin / /oy 


Homo sapiens 


putative transcription factor CA150 


120 


41 


490 


iVfTO'vdfi 

lVl I \J JHfj 


Homo sapiens 


cytochrome oxidase I 




69 


4? 1 

HZ. I 


AT 7^075*9 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


Joo 


A A 

44 


422 


afi ^onsi 


iiuiiiu bap i ens 


PROOROR 
JriNAJUoyo 




CO 

jy 


423 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


86 


52 


494 


U J o I JO 


Pan paniscus 


cytochrome c oxidase subunit 3 


342 


82 


425 


U93570 


Homo sapiens 


putative pi 50 


133 


41 




i o0z45 


Homo sapiens 


Human secreted protein HLHProo, 

jD^ uJ JVC. J Oj. 


165 


67 


477 


H17QS1 


_ - 

Nicotiana 
tabacum 


extGBsin precursor 


140 


42 


49 R 


T 9749R 


Homo sapiens 


reverse transcriptase 


104 


34 


490 


OQ5Q17 

ivyjy i j 


riomo sapiens 


Neural thread protein. 


1 1 o 

1 IS 


49 




VR694R 


Homo sapiens 


iiuman secreted protem HCHProo, 
SEOIDN0163 


206 


97 


431 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


88 


55 


432 


Y12713 


Mus musculus 


Pro-Pol-dUTPase poiyproteln 


98 


54 


433 


J05042 


Oryctolagus 


alpha- 1 (VIII) collagen precursor 


91 


48 



140 



WO 01/64835 



PCT/US01/04927 



j SEQID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Water man 


Identit 


! 








Score 


y 


I 




cuniculus 








' A** A 

4j4 


G0^267 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


105 


56 








7348. 






4:>5 


U93572 


Homo sapiens 


putative pi 50 


118 


38 


yl O 

436 


U93569 


Homo sapiens 


putative pi 50 


100 


30 


4j7 


G0^j56 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


126 


81 








7437. 






438 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


166 


71 








6613. 






439 


U 52077 


Homo sapiens 


mariner transposase 


187 


52 


440 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 


80 


45 








7214. 






441 


A PA 1 A 1 A A 

AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


104 


71 


A A 1 

442 


AE003727 


Drosophila 


CGI 67 18 gene product 


301 


48 






melanogaster 








443 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


221 


74 








clone HPMBQ32. 






444 


U35730 


Mus musculus 


jerky 


159 


26 


445 


X53581 


Rattus 


ORF3 


192 


46 






norvegicus 








446 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


142 


52 








4497. 






447 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


156 


38 








similar to pogo element 






448 


AF 194537 


Homo sapiens 


NAG 13 


315 


70 


449 


IT T A C>*> C 1 

W48:>51 


Homo sapiens 


Human breast cancer related protein 


93 


66 








BCRB2. 






450 


X92099 


Brugia pahangi 


collagen 


126 


44 


451 


AF090930 


Homo sapiens 


PRO0478 


88 


60 


452 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


93 


40 








SEQ ID NO: 163. 






453 


AF081114 


Mus musculus 


ORF2 


108 


32 






domesticus 








454 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


173 


65 








7871. 






/ICC 

455 


S801 19 


Rattus sp. 


reverse transcriptase homolog 


197 


54 


456 


G02535 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


89 


68 








6616. 






457 


R95913 


Homo sapiens 


Neural thread protein. 


114 


48 


458 


U09116 


Homo sapiens 


ORF1, encodes a 40 kDa product 


160 


39 


A C C\ 

459 


X92485 


Plasmodium 


pval 


99 


52 






vivax 








4ou 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


100 


52 








8172. 






461 


S80119 


Rattus sp. 


reverse transcriptase homolog 


138 


48 


462 


Y91577 


Homo sapiens 


Human secreted protein sequence 


211 


67 








encoded by gene 2 SEQ ID NO:250. 






465 


X97707 


Pongo pygmaeus 


stopcodon created by 


229 


76 






abelii 


posttranscriptional polyadenylation 






A SLA 

464 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


119 


67 


465 


L27428 1 


Homo sapiens 


reverse transcriptase 


154 


40 


466 


AK000496 


Homo sapiens 


unnamed protein product 


140 


69 


467 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


114 


61 j 








4718. 






468 


G00589 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


146 


69 














469 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


286 


79 


470 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


448 


86 


471 


M10546 


Homo sapiens 


cytochrome oxidase I 


296 


79 



141 



WO 01/64835 



PCTAJS01/04927 



NO: 


Accession No. 


Species 


Description 


Waterman 
Score 


% 

Ideotit 

y 


472 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


102 


48 


473 


AL080253 


Arabidopsis 
thaliana 


putative snRNP protein 


103 


42 


474 


X99452 


Lycopersicon 
esculentum 


extensin-like protein Dif54 


108 


25 


475 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


68 


34 


476 


ABO 12223 


Canis familiaris 


ORF2 


78 


66 


477 


AF1 30089 


Homo sapiens 


PRO2550 


113 


71 


478 


G03652 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7733. 


390 


97 


479 


AF2 10651 


Homo sapiens 


NAG18 


146 


80 


480 


AB029309 


Homo sapiens 


Npw38-binding protein NpwBP 


103 


40 


481 


AF1 94537 


Homo sapiens 


NAG 13 


118 


31 


482 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


115 


45 


483 


. L27428 


Homo sapiens 


reverse transcriptase 


184 


47 


484 


U93570 


Homo sapiens 


putative pi 50 


101 


50 


485 


AF1 94537 


Homo sapiens 


NAG 13 


213 


52 


486 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


162 


82 


487 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 3 63. 


204 


86 


488 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


140 


53 


489 


U93574 


Homo sapiens 


putative pi 50 


86 


54 


490 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


83 


56 


491 


AJ271872 


Nicotian a 
sylvestris 


extensin 


220 


47 


492 


U11288 


Drosophila 
m el an og aster 


diaphanous protein 


113 


33 


493 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


184 


70 


494 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


68 


495 


AF1 19900 


Homo sapiens 


PR02822 


148 


65 


496 


AB026542 


Homo sapiens 


WASP-family protein 


96 


38 


497 


D86853 


Catharanthus 
roseus 


extensin 


104 


34 


498 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


109 


47 


499 


G00492 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4573. 


109 


67 


500 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


112 


62 


501 


AF1 19901 


Homo sapiens 


PR02831 


116 


82 


502 


AF238235 


Entamoeba 
histolytica 


diaphanous protein 


120 


41 


503 


M22332 


Homo sapiens 


unknown protein 


123 


49 


504 


AF119851 


Homo sapiens 


PR01722 


204 


52 


505 


X61296 


Rattus 
norvegicus 


open reading frame 2 


107 


45 


506 


AF 118082 


Homo sapiens 


PRO1902 


145 


52 


507 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


103 


68 


508 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


175 


39 


509 


X92485 


Plasmodium 


pval 


117 


52 



142 



WO 01/64835 



PCT/US01/04927 



NO: 


Accession No. 


Species 


Description 


Smith- 

Wntcrroon 

Score 


% 

Identit 

y 






vivax 








510 


AF090942 


Homo sapiens 


PRO0657 


95 


77 


511 


U93569 


Homo sapiens 


putative pi 50 


120 


54 


512 


U93574 


Homo sapiens 


putative pi 50 


140 


49 


513 


AJ242540 


Vol vox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


196 


63 


514 


L27428 


Homo sapiens 


reverse transcriptase 


132 


37 


515 


U93565 


Homo sapiens 


putative pi 50 


101 


45 


516. . 


U93574 


Homo sapiens 


putative pi 50 


178 


35 


517 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


81 


27 


518 


AF053538 


Alvinella 
porapejana 


fibrillar collagen chain FApl alpha 


112 


36 


519 


X52235 


Homo sapiens 


ORFJI 


148 


35 


520 


AF130051 


Homo sapiens 


PRO0898 


98 


61 


521 


L02106 


Drosophila 
melanogaster 


ribonucleoprotein 


143 


40 


522 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


202 


70 


523 


U93570 


Homo sapiens 


putative pi 50 


159 


43 


524 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


210 


100 


525 


L27428 


Homo sapiens 


reverse transcriptase 


128 


38 


526 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


96 


65 


527 


X53581 


Rattus 
norvegicus 


ORF4 


130 


42 


528 


U93570 


Homo sapiens 


putative pi 50 


195 


35 


529 


AF130089 


Homo sapiens 


PRO2550 


132 


43 


530 


AK024455 


Homo sapiens 


FLJ00047 protein 


126 


54 


531 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


123 


61 


532 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


210 


44 


533 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


109 


42 


534 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


120 


62 


535 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


124 


37 


536 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


122 


50 


537 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


118 


43 


538 


A23786 


Beta vulgaris 


chitinase 1 


91 


33 


539 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


116 


39 


540 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


102 


67 


541 


S80119 


Rattus sp. 


reverse transcriptase homolog 


191 


50 


542 


R96800 


Homo sapiens 


fluman histiocyte-secreted factor HSF. 


155 


77 


543 


G0}S2S 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


125 


91 


544 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


146 


62 


545 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


74 


45 


546 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


94 


75 


547 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


510 


86 


548 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


146 


68 



143 



WO 01/64835 



PCT/US01/04927 



SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 








ivrlA 1 a (Ar U /oOo j J 








J UOUO 1 


nomo sapiens 


Unman m\/W nrAtain fWmmftnt 

ri luTi an c-myo proiein rragmeni. 


1 75? 
JZo 


oz 


JJU 


DuJO-dO 


Homo sapiens 


Human phospholipase 2 HPPL.2. 




n 


s^l 
J J I 


rSA7Q0£ 


Homo sapiens 


riuman secreteu protein, ocv^ \\J ihkj. 


171 

JzJ 


56 






— 


7/Y77 






^S7 


YQ7A8 5 


Plasmodium 


pval 


1 A^ 


50 






vwax 










W OOOZ 1 


nomo Sapiens 


oecrerea protein encooea oy gene yn 


1 70 

izy 


40 








r1onf» UDA/IUfYV} 








Lml /nZo 


riomo sapiens 


reverse transcriptase 


1 AO 


AA 


JJJ 


AF1QA5^7 
Mr i JJ / 


Homo sapiens 


JNAOl J 


1 J / 


45 


jjO 


I J jz4 / 


Homo sapiens 


rJbsjy protein 


106 


42 


J J / 


nnnA77 

UUUOJ / 


Homo sapiens 


rlunian secreted protein, c>Jbi^ lu NU: 


1 AA 

100 


54 








/171 9 
*l / Jo. 






o 


VJU iyo*r 


— : 

Homo sapiens 


xiunian secreteu protein, oc.i^ iu 


i nfi 


OO 








OOOJ. 






•Us 


^RflT 10 

OOU I 17 


iXcllLUb 5p. 


reverse transcnpiase nomoiog 


1 1 1 
1 1 J 


Al 


Jul/ 


/V I UU5Z IK) 


Homo sapiens 


cholesteryl ester transfer protein 


i at 


A^ 

V5 


301 


a cm a i a a 
Ar010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


140 


63 


nA7 
JOZ 


1 TAQOT2 

U4yy / j 


Homo sapiens 


ORF1; M£Ro7; putative transposase 


347 


68 








similar to pogo element 








AF075AA7 


— . — - 

Caenorhabchtis 


contains similarity to drosophila DNA- 


Q7 

yo 


40 






a| AAnr>n 

eiegdns 


Dinoing protein iv i u ^rNiu.goi^fo^ 








TORI 14 


uuriiict gOllIId 


oyiot'iirorne c oxiuase suounit j ^^vjin^ 


jzv 


HA 
/4 


JUJ 


I JU1JU 


Math ri romonp 

nomo Sapiens 


nunidn secreteu protein tfzo. 


I 3j 


jO 


JOO 


R9oo00 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


131 


48 


c A7 

JO / 


1/ J o 1 1 Z 


Homo sapiens 


cytochrome c oxidase subunit 3 


A A/C 


94 


JOO 


Ar I JUU /y 


Homo sapiens 


r>D AOQ^O 


1 Al 

101 


55 


joy 


A 17 AG 111/1 


Mus musculus 


AT) T?0 


123 


40 






domesticus 










T 7701H 
IjZZUJU 


Glycine max 


r r ~r — i = 

hydroxyproline-nch glycoprotein 


OJ 


45 


571 

J 1 1 


lyoOojJ 


Catharanthus 


extensin 


loo 


39 














S77 


ARM441 5 


IVllio lllUbCUiUb 


gene irap iocuS'U 


1 70 


00 


S7^ 
J / J 


AFflAAQQ 


nomo sapiens 


rf\UZ J J U 


1 14 


jO 


S74 


-A.O /OOJ 


ivjus museums 


7T7 


1 1 < 
1 1 j 


4z 


575 
J / J 


oflul iy 


Rattus sp. 


reverse transcriptase homolog 


1 Al 

101 


28 


^7/£ 
J /O 


OQA1 1 A 

ooOl iy 


Rattus sp. 


reverse transcriptase homolog 


150 


57 


J / / 


U4yy /J 


Homo sapiens 


URr I, MbKj/, putative transposase 


142 


74 








similar to pogo element 






57ft 


OUUOj / 


— : 

Homo sapiens 


rfuman secreted protein, bhi^ ID NU: 


1 A/C 

10o 


57 








/171 C 






570 


UUj /7vJ 


xiojuo sapiens 


numan secretea protein, ocy ii/ iNw. 


1 77 

IZZ 


a/; 
40 








71271 






JOU 


T 7/4571 
A - (Z £ t JZ J 


riomo sapiens 


transformation-related protein 


1 1 A 
1 10 


JO 


JO 1 


n^Ri 17 

iv'Jo J JZ 


nomo sapiens 


cytoenrome c oxiuase suDunu j 


JJ / 


54 


coo 

JOZ 


A 17AQAQAC 


Homo sapiens 


FKOu J 1 7 


127 


OA 

80 


5 £"3 

JOJ 


OUJzUJ 


Homo sapiens 


Human secreted protein, kfc(<) JD iNO: 


145 


"7A 
/O 














Jo4 


AjjOo i 


— : 

Lycopersicon 


extensin (class I) 


111 

1 12 


38 






escuientum 








585 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


473 


60 


586 
JOO 


nni/i 1 1 

O0J41 i 


Homo sapiens 


Human secretea protein, SbQ ID NU: 


144 


/o 

6o 








7/1 07 

/*fyz. 






587 


IJ47855 

W * 1 UJ J 








Ifi 

JV 






diadematus 








588 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


150 


75 


589 


U93567 


Homo sapiens 


putative pi 50 


225 


47 



144 



WO 01/64835 



PCT/US01/04927 



NO: 


/mcoaiun lit). 


Species 


i/otri piiun 


O 111 II 11- 

Waterman 
Score 


0/ 
/o 

ldenrit 

y 


590 


X71602 


Nicotiana 
tabacum 


extensin 


147 


33 


591 


X57527 


Homo sapiens 


alpha 1CVI11) collagen 


103 


42 


592 


G03M2 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7193. 


75 


47 


593 


R28916 


Homo sapiens 


Type 111 procollagen (prior art). 


116 


48 


594 


R95913 


Homo sapiens 


"Neural thread protein. 


116 


37 


595 


U11880 


Petromyzon 
marinus 


cytochrome oxidase subunit 1 


127 


52 


596 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


84 


62 


597 


L27428 


Homo sapiens 


reverse transcriptase 


158 


40 


598 


M55251 


Canis familiaris 


glycoprotein 80 


559 


86 


599 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla (AF078683) 


132 


100 


600 


Ml 8094 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


143 


33 


601 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


154 


54 


602 


X73481 


Drosophila hydei 


mstI01(2) 


107 


42 


603 


M81321 


Macaca 
fascicularis 


proline-rich protein 


114 


39 


604 


X05561 


Homo sapiens . 


alpha- 1 chain precursor (A A -27 to 
917) (2953 is 2nd base in codon) 


109 


42 


605 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


82 


62 


606 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


83 


64 


607 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


107 


44 


608 


L27428 


Homo sapiens 


reverse transcriptase 


147 


43 


609 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


113 


61 


610 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


151 


82 


611 


U93568 


Homo sapiens 


putative pi 50 


144 


32 


612 


AB022223 


Arabidopsis 
thaliana 


extensin protein-like 


186 


58 


613 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


108 


49 


614 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


133 


36 


615 


X92485 


Plasmodium 
vivax 


pval 


120 


42 


616 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


175 


89 


617 


U83280 


Leishmania 
donovani 


39 kDa antigen 


111 


51 


618 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


137 


67 


619 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


120 


53 


620 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


92 


45 


621 


AF130089 


Homo sapiens 


PRO2550 


123 


34 


622 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


133 


59 


623 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


127 


45 


624 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


205 


66 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


625 


X07882 


Homo sapiens 


Po protein 


119 


39 


626 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


70 


100 


627 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


141 


51 


628 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


141 


54 


629 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


115 


46 


630 


X63368 


Homo sapiens 


HSJlb 


151 


52 


631 


AF1 30089 


Homo sapiens 


PRO2550 


155 


47 


632 


X92485 


Plasmodium 
vivax 


pval 


102 


61 


633 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


102 


39 


634 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


171 


74 


635 


X92485 


Plasmodium 
vivax 


pval 


95 


73 


636 


S80119 


Rattus sp. 


reverse transcriptase homolog 


114 


58 


637 


U 15647 


Mus musculus 


reverse transcriptase 


170 


42 


638 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


130 


76 


639 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


83 


36 


640 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


96 


34 


641 


X61296 


Rattus 
norvegicus 


open reading frame 2 


166 


35 


642 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


127 


35 


643 


U23172 


Caenorhabditis 
eltgans 


similar to myoblast cell surface antigen 
(SP:CS24_HUMAN, P23246) and D. 
melanogaster Noon -transient A protein 
(PIR:JH0162) 


115 


35 


644 


AF081111 


Mus musculus 
domesticus 


ORF2 


168 


33 


645 


AK027208 


Homo sapiens 


unnamed protein product 


90 


51 


646 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


101 


59 


647 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


149 


76 


648 


AF273441 


Pongo pygmaeus 


NADH dehydrogenase subunit 3 


121 


58 


649 


L27428 


Homo sapiens 


reverse transcriptase 


173 


58 


650 


AF1 19851 


Homo sapiens 


PR01722 


176 


53 


651 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO: 125. 


168 


68 


652 


AF 130089 


Homo sapiens 


PRO2550 


130 


36 


653 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


126 


41 


654 


AK000385 


Homo sapiens 


unnamed protein product 


195 


63 


655 


AB041881 


Rattus 
norvegicus 


cytoplasmic dynein heavy chain 


158 


100 


656 


X61 047 


Hydra sp. 


mini-collagen 


60 


38 


657 


M22332 


Homo sapiens 


unknown protein 


300 


50 


658 


AF010J44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


143 


62 


659 


AF 194537 


Homo sapiens 


NAG 13 


95 


48 


660 


Y67470 


Homo sapiens 


Np70 protein carboxy terminal region. 


120. 


50 


661 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


86 


32 


662 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


169 


53 


663 


W48351 


Homo sapiens 


Human breast cancer related protein 


120 


72 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Water mo n 
Score 


% 

I den tit 

V 








BCRB2. 






664 


U 15647 


Mus musculus 


reverse transcriptase 


148 


50 


665 


R95913 


Homo sapiens 


Neural thread protein. 


161 


59 


666 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


134 


80 


667 


G03267 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7348. 


117 


44 


668 


AB018705 


Mus musculus 


ORF2 


115 


32 


669 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


280 


75 


670 . 


X5358I 


Rattus 
norvegicus 


ORF4 


71 


39 


671 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


201 


66 


672 


R95913 


Homo sapiens 


Neural thread protein. 


144 


78 


673 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


164 


46 


674 


AF 11 8082 


Homo sapiens 


PRO1902 


137 


49 


675 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


91 


43 


676 


D00570 


Mus musculus 


open reading frame (251 AA) 


112 


72 


677 


AF1 94537 


Homo sapiens 


NAG 13 


238 


56 


678 


M13100 


Rattus 
norvegicus 


unknown protein 


146 


51 


679 


U15647 


Mus musculus 


reverse transcriptase 


123 


54 


680 


R95913 


Homo sapiens 


Neural thread protein. ( 


145 


55 


681 


R59842 


Homo sapiens 


ApoE4Ll protease. 


107 


63 


682 


AF130089 


Homo sapiens 


PRO2550 


94 


51 


683 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


129 


69 


684 


AF093748 


Homo sapiens 


KH type splicing regulatory protein; 
KSRP 


93 


50 


685 


U93569 


Homo sapiens 


putative pi 50 


133 


58 


686 


G03095 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7176. 


117 


64 


687 


Y36243 


Homo sapiens 


Human secreted protein encoded by 
gene 20. 


69 


73 


688 


AF116712 


Homo sapiens 


PR02738 


133 


56 


689 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


134 


53 


690 


U93563 


Homo sapiens 


putative pi 50 


132 


49 


691 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


349 


70 


692 


AF090895 


Homo sapiens 


PRO0117 


115 


63 


693 


AF130089 


Homo sapiens 


PRO2550 


132 


80 


694 


S80119 _j 


Rattus sp. 


reverse transcriptase homolog 


101 


43 


695 


U15647 


Mus musculus 


reverse transcriptase 


120 


64 


696 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


132 


59 


697 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


128 


72 


698 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


182 


47 


699 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


459 


83 


700 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


148 


73 


701 


AF003535 


Homo sapiens 


ORF2-like protein 


125 


49 


702 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


89 


41 


703 


L27428 


Homo sapiens 


reverse transcriptase 


255 


50 


704 


AF130089 


Homo sapiens 


PRO2550 


87 


55 


705 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


113 


52 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 
Score 


% 

Idcntit 

y 








7133. 






706 


Y79140 


Homo sapiens 


Human haemopoietic stem cell 
regulatory protein SCM3. 


211 


88 | 


707 


U 15647 


Mus musculus 


reverse transcriptase 


94 


47 


708 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


153 


66 


709 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


107 


50 


710 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


163 


64 


711 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


146 


65 


712 


U93565 


Homo sapiens 


putative pi 50 


108 


33 


713 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


108 


37 


714 


M24732 


Homo sapiens 


lamin-like protein 


92 


35 


715 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


306 


79 


716 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain I 


462 


85 


717 


AF004715 


Homo sapiens 


jerky gene product homolog 


100 


42 


718 


X92485 


Plasmodium 
vivax 


pval 

• 


84 


48 


719 


AF1 30089 


Homo sapiens 


PRO2550 


132 


74 


720 


AL451017 


Neurospora 
crassa 


related to U 1 SMALL NUCLEAR 
RIBONUCLEOPROTEIN C 


125 


43 


721 


AK024455 


Homo sapiens 


FLJ00047 protein 


108 


68 


722 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


146 


46 


723 


X83413 


Human 
herpesvirus 6 


U88 


269 


41 


724 


X92485 


Plasmodium 
vivax 


pval 


117 


43 


725 


X92485 


Plasmodium 
vivax 


pval 


97 


41 


726 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


102 


73 


727 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


118 


43 


728 


A23786 


Beta vulgaris 


chitinase 1 


91 


DO 


729 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


107 


49 


730 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


131 


59 


731 


W49717 


Homo sapiens 


Protein polymer adhesive substrate 
PPAS1-C. 


148 


29 


732 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


95 


45 


733 


X96731 


Ostertagia 
circumcincta 


cuticular collagen 


104 


37 


734 


AF130089 


Homo sapiens 


PRO2550 


118 


40 


735 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


166 


100 


736 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


494 


86 


737 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


188 


69 


738 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


593 


91 


739 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


102 


62 
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Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


ldentit 






♦ 




Score 


y 


740 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


ill 


54 








7284. 






741 


A23786 


Beta vulgaris 


chitinase 1 


106 


36 


742 


G00354 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


71 


72 








4435. 






743 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


184 


61 








similar to pogo element 






744 


AE003629 


Drosophila 


CG17108 gene product 


76 


36 






melanogaster 








745 


U93563 


Homo sapiens 


putative pi 50 


145 


50 


746 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


68 


66 








6012. 






747 


AF2 17973 


Homo sapiens 


unknown 


113. 


79 


748 


AC006161 


Arabidopsis 


putative CENP-B/ARS-binding 


112 


31 






thaliana 


protein-like protein 






749 


G02996 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


106 


47 








7077. 






750 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 


115 


54 








RHAla(AF078683) 






751 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


99 


72 








6561. 






752 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


85 


48 








7214. 






753 


X92485 


Plasmodium 


pval 


89 


73 






vivax 








754 


U93563 


Homo sapiens 


putative pi 50 


186 


68 


755 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 


116 


50 








RHAla(AF078683) 






756 


AF 194537 


Homo sapiens 


NAG 13 


138 


40 


757 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


112 


79 


758 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


119 


61 








7075. 






759 


AF130079 


Homo sapiens 


PR02852 


138 


40 


760 


X92485 


Plasmodium 


pval 


88 


77 






vivax 








761 


U93050 


Mus musculus 


poly(A) binding protein II 


95 


35 


762 


V01555 


Human 


BYRFI, encodes EBNA-2 (Dambaugh 


80 


41 






herpesvirus 4 


et al, 1984; Dillner et al, 1984) 






763 


V00662 


Homo sapiens 


ATPase 6 


337 


83 


764 


X62677 


Oryctolagus 


retrovirus related reverse transcriptase 


117 


41 






cuniculus 








765 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


423 


81 


766 


R95913 


Homo sapiens 


Neural thread protein. 


114 


66 


767 


V00662 


Homo sapiens 


cytochrome oxidase I 


223 


83 


768 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


268 


83 


769 


V00662 


Homo sapiens 


cytochrome oxidase I 


357 


81 


770 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


296 


71 


771 


AF026211 


Caenorhabditis 


Similar to cuticular collagen 


95 


39 






elegans 








772 


AK024455 


Homo sapiens 


FLJ00047 protein 


108 


53 


773 


X92485 


Plasmodium 


pval 


95 


39 






vivax 








774 


AF130051 


Homo sapiens 


PRO0898 


123 


38 


775 


AB0I2223 


Canis familiaris 


ORF2 


174 


51 


776 


AB028664 


Paralichthys 


cytochrome oxidase subunit-3 


268 


57 






olivaceus 








111 


V00662 


Homo sapiens 


cytochrome oxidase I 


436 


85 


778 


X52235 


Homo sapiens 


ORFII 


125 


47 


779 


U93569 


Homo sapiens 


putative pi 50 


235 


49 
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SEQ ID 


Accession No. 


Species 


Description 


kmith- 


% 


NO: 










Idcntit 










Score 


y 


780 


U49973 


Homo sapiens 


ORFl; MER37; putative transposase 


262 


76 




• 




similar to pogo element 






781 


U49973 


Homo sapiens 


ORFl; MER37; putative transposase 


239 


70 








similar to pogo element 






782 


AF090942 


Homo sapiens 


PRO0657 


146 


69 


783 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


85 


66 








4535. 






784 


U49973 


Homo sapiens 


ORFl; MER37; putative transposase 


209 


62 








similar to pogo element 






785 


U49973 


Homo sapiens 


ORFl; MER37; putative transposase 


184 


60 








similar to pogo element 






786 


U49973 


Homo sapiens 


ORFl; MER37; putative transposase 


158 


60 








similar to pogo element 






787 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


293 


86 


788 


AF1 30089 


Homo sapiens 


PRO2550 


153 


64 


789 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


57 








7492. 






790 


G00354 


Homo sapiens 


Human secreted protein, SEQ ED NO: 


100 


51 








4435. 






791 


G02987 


Homo sapiens 


Human secreted protein, SEQ ED NO: 


116 


80 








7068. 






792 


Y36203 


Homo sapiens 


Human secreted protein #75. 


104 


77 


793 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 


117 


58 








isoform 






794 


AF090930 


Homo sapiens 


PRO0478 


130 


68 


795 


AK024455 


Homo sapiens 


FLJ00047 protein 


114 


61 


796 


AFO 10144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


141 


70 


797 


AF 130089 


Homo sapiens 


PRO2550 


273 


85 


798 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


134 


66 








clone HPMBQ32. 






799 


AF130051 


Homo sapiens 


PRO0898 


162 


80 


800 


G03560 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


179 


70 








7641. 






80] 


Y 14479 


Homo sapiens 


Fragment of human secreted protein 


75. 


51 








encoded by gene 14. 






802 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


103 


34 


803 


D38484 


Hylobates 


Cytochrome C oxidase subunit 1 


263 


70 






syndactylus 


(COX1) 






804 


G00637 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


112 


41 








4718. 






805 


X92485 


Plasmodium 


pval 


103 


38 






vivax 








806 


AF 194537 


Homo sapiens 


NAG 13 


285 


51 


807 


AF121360 


Drosophila 


DNZDHHC/NEW 1 zinc finger protein 


179 


47 






melanogaster 


11 






808 


X92485 


Plasmodium 


pval 


131 


46 






vivax 








809 


D13951 


Nicotiana 


extensin precursor 


88 


41 






tabacum 








810 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 


174 


73 








clone HNHF029. 






811 


U93565 


Homo sapiens 


putative pi 50 


118 


38 


812 


AFI 18082 


Homo sapiens 


PRO1902 


88 


54 


813 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


132 


42 








clone HPMBQ32. 






814 


AL359782 


Trypanosoma 


probable similar to ring-h2 finger 


114 


50 






brucei 


protein rhala. 






815 


Y12713 


Mus musculus 


Pro-Pol-dUTPase poiyprotein 


113 


43 


816 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


148 


40 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

" mcriu&n 

Score 


% 

f sl»rt tit 

y 


817 


AF2I7449 


Schistosoma 
mekongi 


NADH dehydrogenase subunit 6 


102 


37 


818 


ABO 12223 


Canis familiaris 


ORF2 


101 


54 


819 


X71602' 


Nicotiana 
tabacum 


extensin 


162 


45 


820 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


154 


36 


821 


R95913 


Homo sapiens 


Neural thread protein. 


153 


61 


822 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


125 


61 


823 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


364 


57 


824 


U43360 


Perornyscus 
maniculatus 


reverse transcriptase 


121 


48 


825 


AF194537 


Homo sapiens 


NAG 13 


224 


58 


826 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain 1 


437 


72 


827 


AF051782 


Homo sapiens 


diaphanous 1 


108 


38 


828 


AF1 94537 


Homo sapiens 


NAG13 


92 


45 


829 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


492 


75 


830 


M64791 


Ratrus 

norvegicus . 


salivary proline-rich protein 


110 


46 


831 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


108 


31 


832 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


117 


34 


833 


U93564 


Homo sapiens 


putative p 1 50 


84 


40 


834 


U93563 


Homo sapiens 


putative pi 50 


262 


54 


835 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


214 


80 


.836 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


107 


48 


837 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


158 


76 


838 


AF194537 


Homo sapiens 


NAG 13 


153 


60 


839 


U52077 


Homo sapiens 


mariner transposase 


344 


67 


840 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NlD:g8148) 


104 


46 1 


841 


W90847 


Homo sapiens 


Human lymphocyte targeted peptide 
#15. 


130 


92 


842 


M64791 


Rattus 
norvegicus 


salivary proline-rich protein 


114 


36 


843 


G03333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


196 


43 


844 


X92485 


Plasmodium 
vivax 


pval 


102 


73 


845 


X61048 


Hydra sp. 


mini-collagen 


106 


41 


846 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


92 


48 


847 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


112 


54 


848 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


328 


68 


849 


AF194537 


Homo sapiens 


NAG 13 


141 


46 


850 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


121 


45 


851 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


153 


58 


852 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


220 


60 
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cca irk 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Idea tit 










Score 


y 


853 


X92485 


Plasmodium 


pval 


127 


45 






vivax 








854 


AF 134305 


Homo sapiens 


Scar3 


99 


38 


855 


D38112 


Homo sapiens 


NADH dehydrogenase subunit2 


343 


68 


856 


S80119 


Rattus sp. 


reverse transcriptase homolog 


159 


56 


857 


AF130089 


Homo sapiens 


PRO2550 


112 


40 


858 


AK024372 


Homo sapiens 


unnamed protein product 


129 


50 


859 


G03790 


Homo sapiens . 


Human secreted protein, SEQ ID NO: 


103 


76 








7871. 






860 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


279 


80 


861 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


96 


44 








7214. 






862 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 


83 


40 








similar to pogo element 






863 


AF2 10651 


Homo sapiens 


NAG 18 


122 


63 


864 


AF016099 


Mus musculus 


endonuc lease/reverse transcriptase 


109 


51 


865 


X55685 


Lycopersicon 


extensin (class I) 


115 


34 






esculentum 






866 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


107 


80 








4478. 






867 


X92485 


Plasmodium 


pval 


105 


41 






vivax 








868 


G00397 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


127 


62 








4478. 






869 


X92485 


Plasmodium 


pval 


105 


38 






vivax 








870 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


90 


56 








4478. 






871 


Y27571 


Homo sapiens 


Human secreted protein encoded by 


128 


72 








gene No. 5. 






872 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


36 








7214. 






873 


AF130089 


Homo sapiens 


PRO2550 


160 


82 


874 


AF 118082 


Homo sapiens 


PRO 1 902 


143 


65 


875 


U93564 


Homo sapiens 


putative pi 50 


180 


44 


876 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


248 


75 


877 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


127 


52 


878 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


106 


35 








7871. 






879 


U11288 


Drosophila 


diaphanous protein I 


93 


46 






melanogaster 








880 


AL359782 


Trypanosoma 


probable similar to ring-h2 finger 


71 


47 






brucei 


protein rha la. 






881 


B08942 


Homo sapiens 


Human secreted protein sequence 


95 


40 








encoded by gene 18 SEQ ID NO:99. 






882 


AF130089 


Homo sapiens 


PRO2550 


137 


44 


883 


AF090942 


Homo sapiens 


PRO0657 


142 


73 


884 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


97 


60 








7868. 






885 


X61296 


Rattus 


open reading frame 2 


106 


43 






norvegicus 








886 


Y19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


91 


57 


887 


X14963 


Homo sapiens 


collagen-like protein (447 AA) 


130 


51 


888 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


117 


55 








6536. 






889 


L25616 


Homo sapiens 


CGI protein 


150 


62 


890 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


171 


66 








7867. 






891 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 


107 


40 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

▼ 1 U LCI IJJ Jl U 

Score 


% 

] denti t 
y 








fragment, SEQ ID NO:387. 






892 


X523I8 


Bos taurus 


histone H2A.Z (A A 1-127) 


356 


79 


893 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


102 


46 


894 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


173 


75 


895 


X92485 


Plasmodium 
vivax 


pval 


109 


47 


896 


L76159 


Homo sapiens 


FRG 1 gene product 


100 


35 


897 


D50926 


Homo sapiens 


The KIAA0136 gene product is novel. 


280 


89 


898 


X0401 1 


Homo sapiens 


precursor polypeptide 


114 


95 


899 


M90656 


Homo sapiens 


gamma-glutamylcysteine synthetase 


101, 


90 


900 


R95913 


Homo sapiens 


Neural thread protein. 


95 


75 


901 


L27428 


Homo sapiens 


reverse transcriptase 


81 


47 


902 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


104 


53 


903 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


105 


76 


904 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


126 


37 


905 


AF130089 


Homo sapiens 


PRO2550 


88 


82 


906 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


230 


50 


907 


L27428 


Homo sapiens 


reverse transcriptase 


114 


64 


908 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


142 


71 


909 


U93570 


Homo sapiens 


putative pi 50 


130 


41 


910 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


91 


63 


911 


L27428 


Homo sapiens 


reverse transcriptase 


168 


46 


912 


X92485 


Plasmodium 
vivax 


pval 


91 


60 


913 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


103 


64 


914 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


96 


64 


915 


Y64890 


Homo sapiens 


Human 5* EST related polypeptide SEQ 
ID NO: 1051. 


121 


51 


916 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


87 


77 


917 


Ml 2099 


Mus musculus 


proiine-rich protein 


129 


44 


918 


M15530 


Homo sapiens 


B-cell growth factor 


88 


51 


919 


AF130079 


Homo sapiens 


PR02852 


158 


88 


920 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


103 


77 


921 


X53581 


Rattus 
norvegicus 


ORF4 


124 


32 


922 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


110 


50 


923 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


99 


36 


924 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


80 


47 


925 


AC006127 


Homo sapiens 


BRG-1 -HUMAN ; nuclear protein 
GRB1 ; homeotic gene regulator; SNF2- 
BETA; MITOTIC GROWTH AND 
TRANSCRIPTION ACTIVATOR; 
POSSIBLE GLOBAL 
TRANSCRIPTION ACTIVATOR 
SNF2L4 


442 


92 


926 


L17318 


Rattus 
norvegicus 


proline-rich proteoglycan 


126 


39 


927 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


321 


76 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 




AC006161 


Arabidopsis 
thaiiana 


putative CENP-B/ARS-binding 
protein-like protein 


97 


35 


919 


X02873 


Daucus carota 


put precursor 


112 


38 


930 


U93563 


Homo sapiens 


putative p]50 


325 


70 




ABO 12223 


Canis familiaris 


ORF2 


202 


50 


932 


AF053538 


Alvinella 
pompejana 


fibrillar collagen chain FApl alpha 


114 


37 




G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


107 


57 


QFKA 

yj** 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


283 


54 




U41017 


Caenorhabditis 
elegans 


repetitive region; weakly similar to E. 
gracilis major membrane skeletal 
protein (PIR:A434 17) 


107 


33 


936 


U47855 


Araneus 
diadematus 


fibroin-3 


109 


33 


937 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


95 


43 




W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


108 


50 




M13101 


Rattus 
norvegicus 


unknown protein 


121 


40 




G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


117 


46 




AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


88 


62 


942 


L27428 


Homo sapiens 


reverse transcriptase 


86 


45 




U93564 


Homo sapiens 


putative pi 50 


279 


40 


944 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
IDNO:1051. 


110 


48 




L27428 


Homo sapiens 


reverse transcriptase 


238 


66 


946 


AF] 94537 


Homo sapiens 


NAG 13 


146 


47 




G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


81 


55 




AC006161 


Arabidopsis 
thaiiana 


putative CENP-B/ARS-binding 
protein-like protein 


113 


37 


9A9 
y**y 


AF 194537 


Homo sapiens 


NAG13 


106 


66 


950 


Y 14437 


Homo sapiens 


Human secreted protein encoded by 
gene 27 clone HSAWA27. 


74 


75 


951 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


78 


66 


952 


Y19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


85 


72 




U44838 


Glycine max 


extensm 


145 


39 




R13556 


Homo sapiens 


Protein encoded downstream of hhcJM 
oncoprotein. 


131 


39 


OSS 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


128 


53 


y 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


103 


74 




AF 130089 


Homo sapiens 


PRO2550 


120 


37 


"JO 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


115 


71 


yjy 


AF090942 


Homo sapiens 


PRO0657 


83 


63 


960 


L27428 


Homo sapiens 


reverse transcriptase 


121 


30 


961 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


157 


68 


962 


AF090942 


Homo sapiens 


PRO0657 


138 


61 


963 


U83280 


Leishmania 
donovani 


39 kDa antigen 


101 


53 


964 


U93566 


Homo sapiens 


p40 


102 


31 



154 



WO 01/64835 



PCT/US01/04927 



SEQ ID 

NO: 




Species 


L/CSLI I pi ion 


oniiin- 

Watcrraan 

Score 


oT — 

/O 

Identit 

y 


965 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


104 


63 


966 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


136 


40 


967 


AF090930 


Homo sapiens 


PRO0478 


158 


80 


968 


ABO 12223 


Canis familiaris 


ORF2 


94 


36 


969 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


127 


54 


970 


X5358I 


Rattus 
norvegicus 


ORF4 


163 


43 


971 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


109 


56 


972 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


82 


47 


973 


Y69166 


Homo sapiens 


A mature human N-acetylglycosaminyl 
transferase protein. 


95 


80 


974 


G03095 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7176. 


74 


51 


975 


U93574 


Homo sapiens 


putative pi 50 


140 


43 


976 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


79 


65 


977 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA3 563 8. 


116 


55 


978 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


148 


63 


979 


AF130114 


Homo sapiens 


PR02459 


121 


61 


980 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


99 


40 


981 


AF 11 6909 


Homo sapiens 


unknown 


115 


42 


982 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


106 • 


75 


983 


Y14674 


Plasmodium 
falciparum 


glutamate-cysteine Jigase 


106 


66 


984 


AF229067 


Homo sapiens 


PADI-H protein 


152 


60 


985 


AF 119900 


Homo sapiens 


PR02822 


142 


48 


986 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


119 


70 


987 


R13556 


Homo sapiens 


Protein encoded downstream of hhc__M 
oncoprotein. 


106 


60 


988 


G03119 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7200. 


81 


51 


990 


U35730 


Mus musculus 


jerky 


133 


29 


991 


AF1 13685 


Homo sapiens 


PRO0974 


136 


63 


992 


U52077 


Homo sapiens 


mariner transposase 


497 


77 


993 


Z97211 


Schizosaccharom 
yces pombe 


kinesin-like protein 


197 


47 


994 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


124 


68 


995 


U93563 


Homo sapiens 


putative pi 50 


157 


50 


996 


AB015802 


Acetobacter 
xylinus 


similar to cellulose complementing 
protein of A. xylinum ATCC23869 


140 


54 


997 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


144 


60 


998 


D38116 


Pan paniscus 


cytochrome c oxidase subunit 1 


352 


75 


999 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


524 


78 


1000 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


377 


70 


1001 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


109 


50 


1002 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


249 


61 


1003 


Ml 4702 


Murine leukemia 


pol polyprotein 


206 


48 
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oca irk 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 






virus 








1004 


Z21507 


Homo sapiens 


human elongation factor- 1 -delta 


511 


85 


1005 


L27428 


Homo sapiens 


reverse transcriptase 


176 


63 


1006 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


332 


77 


1007 


AF090895 


Homo sapiens 


PRO0I17 


162 


66 


1008 


G03102 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7183. 


140 


65 


1009 


U44838 


Glycine max 


extensin 


166 


33 


1010 


AF251290 


Plasmodium 
falciparum 


glutamic acid-rich protein 


114 


52 


1011 


L27428 


Homo sapiens 


reverse transcriptase 


114 


52 


1012 


AF1 30089 


Homo sapiens 


PRO2550 


114 


77 


1013 


G04092 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
8173. 


81 


44 


1014 


AF090S95 


Homo sapiens 


PRO0117 


97 


65 


1015 


AF1 30089 


Homo sapiens 


PRO2550 


168 


83 


1016 


AF079367 


Mesocricerus 
auratus 


cytochrome c oxidase subunit III 


276 


52 


1017 


AF055985 


Onchocerca 
volvulus 


pyrrolidone-rich antigen 


94 


44 


1018 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


114 


46 


1019 


AF090944 


Homo sapiens 


PRO0663 


137 


50 


1020 


Y21166 


Homo sapiens 


Human bcl2 proto-oncogene mutant 
protein fragment 14. 


84 


36 


1021 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


140 


37 


1022 


AL049608 


Arabidopsis 
thaliana 


extensin- like protein 


105 


34 


1023 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


152 


52 


1024 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


125 


66 


1025 


M12140 


Homo sapiens 


envelope protein 


343 


62 


1026 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


200 


58 


1027 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


266 


67 


1028 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


97 


31 


1029 


G02950 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7031. 


102 


56 


1030 


G02482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6563. 


76 


63 


1031 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


74 


56 


1032 


X90568 


Homo sapiens 


Protein sequence and annotation 
available soon via Swiss-Prot; available 
at present via e-mail from 
LABEIT@EMBL-Heidelberg.DE 


389 


100 


1033 


G02654 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6735. 


96 


40 


1034 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


316 


60 


1035 


AF194537 


Homo sapiens 


NAG 13 


208 


52 


1036 


L27428 


Homo sapiens 


reverse transcriptase 


166 


51 


1037 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


107 


44 


1038 


AF1 16638 


Homo sapiens 


PR01546 


56 


61 


1039 


U93570 


Homo sapiens 


putative pi 50 


138 


40 


1040 


AF130089 


Homo sapiens 


PRO2550 


150 


91 


1041 


AK024455 


Homo sapiens 


FLJ00047 protein 


151 


68 
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SEQ ID 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


1042 


Y36156 


Homo sapiens 


Human secreted protein #28. 


97 


41 


1043 


U93568 


Homo sapiens 


putative pi 50 


124 


34 


1044 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


208 


71 


1045 


U93563 


Homo sapiens 


putative pi 50 


246 


54 


1046 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


131 


64 


1047 


U93563 


Homo sapiens 


putative pi 50 


127 


30 


1048 


AF130114 


Homo sapiens 


PR02459 


117 


67 


1049 


U12919 


Mus musculus 


adenylyl cyclase type VII 


170 


68 


1050 


AC008054 


Leishmania 
major 


L8453.1 


129 


30 


1051 


X99467 


Medicago 
truncatula 


ENOD20 


110 


38 


1052 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


150 


76 


1053 


AF116712 


Homo sapiens 


PR02738 


109 


44 


1054 


M96256 


Homo sapiens 


rapamycin binding protein 


168 


56 


1055 


U 15647 


Mus musculus 


reverse transcriptase 


86 


37 


1056 


AL024498 


Homo sapiens 


dJ4] 7M 14.2 (novel serine/threonine- 
protein kinase (ortholog of mouse and 
rat MAK (male germ cell-associated 
kinase)) 


190 


72 


1057 


AF090942 


Homo sapiens 


PRO0657 


103 


63 


1058 


AF0I0I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


156 


68 


1059 


AF081114 


Mus musculus 
domesticus 


ORF2 


134 


47 


1060 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


180 


83 


1061 


U70935 


Peromyscus 
maniculatus 


reverse transcriptase 


126 


45 


1062 


G03790 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7871. 


84 


55 


1063 


U 15647 


Mus musculus 


reverse transcriptase 


95 


38 


1064 


U93567 


Homo sapiens 


putative pi 50 


128 


58 


1065 


Y 14479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


130 


66 


1066 


X92485 


Plasmodium 
vivax 


pval 


119 


62 


1067 


U93567 


Homo sapiens 


p40 


161 


48 


1068 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


540 


84 


1069 


U93570 


Homo sapiens 


putative pi 50 


107 


59 


1070 


AF321051 


Chalinolobus 
tuberculatus 


cytochrome c oxidase subunit HI 


333 


71 


1071 


U93567 


Homo sapiens 


p40 


99 


28 


1072 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


105 


66 


1073 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


136 


59 


1074 


U93572 


Homo sapiens 


putative pi 50 


140 


53 


1075 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6933. 


66 


43 


1076 


AL049608 


Arabidopsis 
thaliana 


extensin-Iike protein 


105 


37 


1077 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


94 


66 


1078 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


81 


57 


1079 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


83 


35 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Wntfrmfln 


Identit 










Score 


y 








8172. 






1080 


AF162149 


Mycoplasma 


variable surface lipoprotein 


103 


41 






bovis 








1081 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


148 


75 








7253. 






1082 


U43360 


Perornyscus 


reverse transcriptase 


121 


42 






maniculatus 








1083 


U93564 


Homo sapiens 


p40 


97 


42 


1084 


AF229067 


Homo sapiens 


PADI-H protein 


145 


61 


1085 


U49973 


Homo sapiens 


ORF1 ; MER37; putative trahsposase 


221 


60 








similar to pogo element 






1086 


U88573 


Homo sapiens 


NBR2 


165 


67 


1087 


Y36156 


Homo sapiens 


Human secreted protein //28. 


93 


72 


1088 


AF1 94537 


Homo sapiens 


NAG 13 


142 


62 


1089 


B08976 


Homo sapiens 


Human secreted protein sequence 


93 


62 








encoded by gene 28 SEQ ID NO: 133. 






1090 


AF1 94537 


Homo sapiens 


NAG 13 


155 


40 


1091 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


103 


35 








8172. 






1092 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


195 


40 


1093 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


91 


46 








similar to pogo element 






1094 


X53581 


Rattus 


ORF4 


106 


62 






norvegicus 








1095 


AL 160493 


Leishmania 


probable (hhv-6)ul 102, variant a 


129 


51 






major 


DNA, complete virion genome 






1096 


Y86473 


Homo sapiens 


Human gene 52-encoded protein 


72 . 


33 








fragment, SEQ ID NO:388. 






1097 


U40342 


Mus musculus 


ninein 


152 


44 


1098 


M24732 


Homo sapiens 


lamin-like protein 


92 


37 


1099 


X92485 


Plasmodium 


pval 


111 


67 






vivax 








1100 


Y27868 


Homo sapiens 


Human secreted protein encoded by 


156 


86 








gene No. 107. 






1101 


AP000616 


Oryza sativa 


similar to RTNG-H2 finger protein 


116 


90 








RHAla(AF078683) 






1102 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


158 


71 








4518. 






1103 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


97 


36 








7214. 






1104 


U93572 


Homo sapiens 


putative pi 50 


168 


56 


1105 


U93570 


Homo sapiens 


putative pi 50 


96 


40 


1106 


L27428 


Homo sapiens 


reverse transcriptase 


188 


43 


1107 


X53581 


Rattus 


ORF4 


141 


43 






norvegicus 








1108 


Y91577 


Homo sapiens 


Human secreted protein sequence 


344 


77 








encoded by gene 2 SEQ ID NO:250. 






1109 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


68 








6571. 






1110 


U93569 


Homo sapiens 


putative pi 50 


156 


38 


1111 


[AF1 18086 | 


Homo sapiens 


PRO 1992 


135 


54 


1112 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


71 


63 








gene 22 clone HMSJW18. 






1113 


AF016099 


Mus musculus 


endonuc lease/reverse transcriptase 


124 


62 


1114 


L27428 


Homo sapiens 


reverse transcriptase 


200 


40 


1115 


G02996 


Homo sapiens 


Human secreted protein, SEQ ID MO: 


101 


50 








7077. 






1116 


L27428 


Homo sapiens 


reverse transcriptase 


122 


70 


1117 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


148 


65 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








4718. 






1118 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


116 


65 


1119 


D38484 


Hylobates 
syndactylus 


Cytochrome C oxidase subunit 1 
(COXI) 


315 


89 


1120 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


115 


76 


1121 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


136 


68 


1122 


AFO 13990 


Homo sapiens 


ubiquitin C-terminal hydrolase 


163 


50 


1123 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


94 


55 


1124 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


154 


65 


1125 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


106 


53 


1126 


AF130089 


Homo sapiens 


PRO2550 


76 


72 


1127 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


92 


59 


1128 


Y14479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


80 


59 


1129 


AF1 19855 


Homo sapiens 


PR01847 


146 


70 


1130 


AF1 94537 


Homo sapiens 


NAG 13 


182 


66 


1131 


L27428 


Homo sapiens 


reverse transcriptase 


173 


38 


1132 


U93570 


Homo sapiens 


putative pi 50 


119 


34 


1133 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


157 


68 


1134 


AJ0048IO 


Zea mays 


cytochrome P450 monooxygenase 


79 


87 


1135 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


138 


70 


1136 


GO 1502 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5583. 


81 


73 


1137 


ABO 18705 


Mus musculus 


ORF2 


138 


36 


1138 


L20321 


Homo sapiens 


protein serine/threonine kinase 


150 


63 


1139 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


92 


60 


1140 


AF1 94537 


Homo sapiens 


NAG 13 


115 


33 


1141 


U93564 


Homo sapiens 


putative pi 50 


135 


51 


1142 


D86853 


Catharanthus 
roseus 


extensin 


142 


37 


1143 


D00570 


Mus musculus 


open reading frame (25 1 AA) 


213 


50 


1144 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


62 


38 


1145 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


105 


32 


1146 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


79 


54 


1147 


Y36156 


Homo sapiens 


Human secreted protein #28. 


151 


62 


1148 


A23786 


Beta vulgaris 


chitinase 1 


98 


37 


1149 


AF129756 


Homo sapiens 


BAT2 


177 


52 


1150 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


147 


73 


1151 


L27428 


Homo sapiens 


reverse transcriptase 


77 


31 


1152 


U34044 


Homo sapiens 


selenium donor protein 


238 


48 


1153 


AK024455 


Homo sapiens 


FLJ00047 protein 


78 


78 


1154 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


197 


67 


1155 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


120 


64 


1156 


U25281 


Rattus 
norvegicus 


SH3 domain binding protein 


98 


34 


1157 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


138 


54 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Score 


% 

Jdentit 

y i 


1158 


AF 194537 


Homo sapiens 


NAG 13 


106 


48 


1159 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


357 


69 


1160 


U93572 


Homo sapiens 


p40 


89 


47 


1161 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


184 


68 


1162 


G037S7 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


123 


57 


1163 


AF1 16712 


Homo sapiens 


PR02738 


129 


69 


1164 


V00662 


Homo sapiens 


cytochrome oxidase I 


465 


69 


1165 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


118 


57 


1166 


L26163 


Mus musculus 


histoneHle 


104 


37 


1167 


X70343 


Nicotiana 
sylvestris 


extensin 


95 


33 


1168 


AF130051 


Homo sapiens 


PRO0898 


117 


43 


1169 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


104 


48 


1170 


L27428 


Homo sapiens 


reverse transcriptase 


149 


33 


1)71 


G00497 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4578. 


108 


62 


1172 


AF030277 


Tragelaphus 
spekii 


cytochrome oxidase subunit III 


266 


54 


1173 


L22030 


Glycine max 


hydroxyproline-rich glycoprotein 


87 


38 


1174 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


168 


45 


1175 


U43627 


Arabidopsis 
thaliana 


extensin 


111 


42 


1176 


U43627 


Arabidopsis 
thaliana 


extensin 


98 


29 


1177 


U93565 


Homo sapiens 


putative pi 50 


89 


58 


1178 


JO 1047 


Caenorhabditis 
elegans 


collagen 


108 


39 


1179 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


170 


68 


1180 


AF016099 


Mus musculus 


en don uc lease/re verse transcriptase 


313 


36 


1181 


AF0 10144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


134 


65 


1182 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


107 


62 


1183 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQID NO: 163. 


124 


45 


1184 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


418 


86 


1185 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


106 


41 i 


1186 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


381 


75 


1187 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


434 


79 


1188 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


75 


35 


1189 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


159 


68 


1190 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


146 


68 


1191 


AF 118086 


Homo sapiens 


PR01992 


146 


81 


1192 


W12842 


Homo sapiens 


Truncated pro-alpha 1(111) chain. 


106 


35 


1193 


AF000298 


Caenorhabditis 
elegans 


weak similarity to collagens; glycine- 
and proline-rich 


67 


34 


1194 


G03556 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
.7637. 


116 


74 


1195 


Y30681 


Homo sapiens 


Splice variant ZAP- IB protein of the 
human tumor suppressor gene ZAP-1 . 


132 


82 
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NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Idenrit 

y 


1196 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


75 


48 


1197 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


254 


73 


1198 


U93570 


Homo sapiens 


p40 


103 


30 


1199 


AL390U4 


Leishmania 
major 


extremely cysteine/valine rich protein 


145 


39 


1200 


AK024455 


Homo sapiens 


FLJ00047 protein 


115 


56 


1201 


AF090942 


Homo sapiens 


PRO0657 


88 


64 


1202 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


124 


70 


1203 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


113 


46 


1204 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


81 


41 


1205 


U35730 


Mus musculus 


jerky 


107 


27 


1206 


U 15647 


Mus musculus 


reverse transcriptase 


191 


45 


1207 


U 15647 


Mus musculus 


reverse transcriptase 


124 


50 


1208 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


140 


58 


1209 


AF010144 . 


Homo- sapiens 


neuronal thread protein AD7c-NTP 


91 


54 


1210 


AF1 19900 


Homo sapiens 


PR02822 


160 


81 


1211 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


122 


68 


1212 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


142 


45 


1213 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 37. 


125 


61 


1214 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


102 


61 


1215 


G03560 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7641. 


101 


46 


1216 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


270 


58 


1217 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ IDNO:387. 


105 


46 


1218 


AC002483 


Homo sapiens 


putative product from mRNA sequence 
CG003 from BRCA2 region; match to 
U50534 (NID:gl685103) 


378 


97 


1219 


AF090895 


Homo sapiens 


PRO0117 


130 


58 


1220 


AF 113685 


Homo sapiens 


PRO0974 


117 


60 


1221 


X61295 


Rattus 
norvegicus 


LI retroposon, a portion of its ORF2 
sequence 


126 


50 


3222 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


148 • 


70 


1223 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


99 


56 


1224 


U93574 


Homo sapiens 


putative pi 50 


93 


44 


1225 


AF130051 


Homo sapiens 


PRO0898 


133 


69 


3226 


U93563 


Homo sapiens 


putative pi 50 


125 


47 


1227 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


220 


47 


1228 


U93564 


Homo sapiens 


putative pi 50 


116 


47 


1229 


W21733 


Homo sapiens 


NIP- 3 encoded by clone 59. 


138 


63 


1230 


U 15647 


Mus musculus 


reverse transcriptase 


105 


42 


1231 


U93563 


Homo sapiens 


putative pi 50 


299 


54 


1232 


R95913 


Homo sapiens 


Neural thread protein. 


138 


51 


1233 


AF1 30079 


Homo sapiens 


PR02852 


203 


70 


1234 


X53581 


Rattus 
norvegicus 


ORF3 


106 


60 
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SEQ H> 


Accession No. 


Species 


Description 


Smith- 

▼t uici lUn n 

Score 


% 

Identtt 
y 


1235 


AF1 18086 


Homo sapiens 


PRO 1992 


144 


81 


1236 


X92485 


Plasmodium 
vivax 


pval 


125 


71 


1237 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-MTP 


116 


75 


1238 


U93572 


Homo sapiens 


putative pi 50 


133 


40 


1239 


GO 1249 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5330. 


69 


56 


1240 


AF1 30089 


Homo sapiens 


PRO2550 


136 


41 


1241 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


109 


53 


1242 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


161 


75 


1243 


G02752 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6833. 


87 


45 


1244 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


128 


58 


1245 


U93570 


Homo sapiens 


putative pi 50 


161 


50 


1246 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


121 


45 


1247 


AF257305 


Homo sapiens 


ASH1 


576 


89 


1248 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


98 


68 


1249 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


107 


43 


1250 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


130 


91 


1251 


U63542 


Homo sapiens 


FAP protein 


116 


61 


1252 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


109 


53 


1253 


AF068294 


Homo sapiens 


HDCMB45P 


251 


63 


1254 


AF090895 


Homo sapiens 


PRO0317 


111 


60 


1255 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


201 


75 


1256 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


116 


51 


1257 


AB033032 


Homo sapiens 


KIAA1206 protein 


115 


80 


1258 


• G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


122 


60 


1259 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


137 


68 


1260 


AB032906 


Hylobates 
pileatus 


dopamine receptor D4 


96 


35 


1261 


AF022985 


Caenorhabditis 
elegans 


Similar to collagen; coded for by C. 
elegans cDNA yk55f3.3; coded for by 
C. elegans cDNA yk66d5.3; coded for 
by C- elegans cDNA yk73e4.3; coded 
for by C. elegans cDNA yk55f3.5; 
coded for by C. elegans cDNA 
yk66d5.5; coded for by C. elegans 
cDNAyk71e4.5 


106 


38 


1262 


U93566 


Homo sapiens 


p40 


182 


39 


1263 


L20096 


Manduca sexta 


ribosomal protein s7 


227 


59 


1264 


AF1 19901 


Homo sapiens 


PR02831 


103 


71 


1265 


D87446 


Homo sapiens 


Similar to a C.elegans protein encoded 
in cosrnid C27F2 (U40419) 


219 


97 


1266 


D90279 


Homo sapiens 


collagen alpha 1(V) chain precursor 


120 


42 


1267 


L27428 


Homo sapiens 


reverse transcriptase 


111 


41 


1268 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


126 


68 


1269 


AF0 16099 


Mus musculus 


endonuclease/reverse transcriptase 


102 


34 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

uicr IDau 

Score 


% 

Identic 

y 


1270 


AF130089 


Homo sapiens 


PRO2550 


96 


69 


1271 


U 12707 


Homo sapiens 


Wiskott-Aldrich syndrome protein 


121 


45 


1272 


AF165310 


Homo sapiens 


ATP cassette binding transporter 1 


243 


100 


1273 


R95913 


Homo sapiens 


Neural thread protein. 


110 


70 


1274 


X92485 


Plasmodium 
vivax 


pval 


106 


65 


1275 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


104 


56 


1276 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


53 ' 


36 


1277 


X03725 


Mus musculus 


ORF 2 (466 aa) 


103 


41 


1278 


U93570 


Homo sapiens 


putative pi 50 


98 


43 


1279 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


159 


83 


1280 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


167 


71 


1281 


AJ271871 


Nicotiana 
sylvestris 


putative extensin 


105 


36 


1282 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


319 


32 


1283 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


124 


66 


1284 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


135 


50 


1285 


A3 1039 


Nicotiana alata 


PRP3 


112 


36 


1286 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


116 


72 


1287 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


289 


67 


1288 


S80119 


Ratrus sp. 


reverse transcriptase homolog 


112 


33 


1289 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


203 


76 


1290 


AF010144 


Homo sapiens 


neuronal thread protein AD7c~NTP 


151 


53 


1291 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7253. 


128 


82 


1292 


AF130089 


Homo sapiens 


PRO2550 


127 


62 


1293 


AF003535 


Homo sapiens 


ORF2-like protein 


101 


48 


1294 


Y19610 


Homo sapiens 


SEQ ID NO 328 from W09922243. 


100 


42 


1295 


L27428 


Homo sapiens 


reverse transcriptase 


126 


36 


1296 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


140 ! 


71 


1297 


L24433 


Oncorhynchus 
mykiss 


complement component C3 


359 


31 


1298 


AC004381 


Homo sapiens 


SA gene 


443 


55 


1299 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


180 


64 


1300 


Y14479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


135 


66 


1301 


D84391 


Mus musculus 


reverse transcriptase 


106 


48 


1302 


D13951 


Nicotiana 
tabacum 


extensin precursor 


134 


42 


1303 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


73 


1304 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


93 


38 


1305 


Y13620 


Homo sapiens 


BCL9 


102 


39 


1306 


U93567 


Homo sapiens 


putative pi 50 


245 


63 


1307 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


130 


70 


1308 


AL355774 


Streptomyces 
coelicolor A3(2) 


putative integral membrane protein 


336 


40 


1309 


W54966 


Homo sapiens 


Synthetic human type III collagen 


124 


41 | 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Waterman 

Score 


% 

Id en tit 

y 








SYN-C3. 






1310 


M20670 


Plasmodium 
vivax 


circumsporozoite protein 


107 


34 


1311 


AF151366 


Arabidopsis 
thaliana 


arginine/serine-rich protein 


114 


36 


1312 


G03099 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7180. 


76 


43 


1313 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


109 


85 


1314 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


111 


37 


1315 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


123 


62 


1316 


R95913 


Homo sapiens 


Neural thread protein. 


98 


58 


1317 


AF1 13685 


Homo sapiens 


PRO0974 


170 


47 


1318 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKJEX85. 


122 


61 


1319 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


99 


68 


1320 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxvpro line-rich glycoprotein D2- 
HRGP 


270 


56 


1321 


U93569 


Homo sapiens 


putative pi 50 


124 


37 


1322 


AF090931 


Homo sapiens 


PRO0483 


111 


85 


1323 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


85 


44 


1324 


Ml 8094 


Phaseoius 
vulgaris 


hydroxyproline-rich glycoprotein 


131 


43 


1325 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


144 


54 


1326 


AF 194537 


Homo sapiens 


NAG 13 


125 


49 


1327 


L27428 


Homo sapiens 


reverse transcriptase 


111 


45 


1328 


U93568 


Homo sapiens 


putative pi 50 


112 


30 


1329 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


110 


51 


1330 


L27428 


Homo sapiens 


reverse transcriptase 


142 


53 


1331 


GO 1828 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
5909. 


98 


88 


1332 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


113 


55 


1333 


X71602 


Nicotiana 
tabacum 


extensin 


113 


35 


1334 


G03333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


129 


41 


1335 


G02832 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6913. * ! 


112 


50 


1336 


G00354 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4435. 


102 


68 


1337 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


95 


51 


1338 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


114 


60 


1339 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


142 


55 


1340 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


123 


31 


1341 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


118 


70 


1342 


X71629 


Mus musculus 


msgl 


106 


57 


1343 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


105 


79 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


1344 


G03435 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7516. 


116 


85 


1345 


AF161356 


Homo sapiens 


HSPC093 


88 


88 


1346 


J01435 


Rattus 
norvegicus 


ATPase 


348 


66 


1347 


U93563 


Homo sapiens 


putative pi 50 


142 


36 


1348 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


87 


66 


1349 


AF090942 


Homo sapiens 


PRO0657 


152 


54 


1350 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


143 


63 


1351 


U93572 


Homo sapiens 


putative pi 50 


113 


84 


1352 


X92485 


Plasmodium 
vivax 


pval 


130 


70 


1353 


X61047 


Hydra sp. 


mini-collagen 


105 


36 


1354 


AF1 15549 


Homo sapiens 


Wiskott-Aldrich Syndrome protein 


128 


46 


1355 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


91 


39 


1356 


AF194537 


Homo sapiens 


NAG 1 3 


148 


63 


1357 


AF 130079 


Homo sapiens 


PR02852 


139 


73 


1358 


X53581 


Rattus 
norvegicus 


ORF4 


208 


43 


1359 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


195 


50 


1360 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


328 


69 


1361 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


126 


65 


1362 


G02451 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6532. 


97 


47 


1363 


X53581 


Rattus 
norvegicus 


ORF4 


110 


35 


1364 


U93569 


Homo sapiens 


putative pi 50 


123 


.41 


1365 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


114 


63 


1366 


X61294 


Rattus 
norvegicus 


LI retroposon, a portion of its ORF2 
sequence 


153 


43 


1367 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNFIU96. 


69 


80 


1368 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


80 


46 


1369 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


113 


26 


1370 


X92485 


Plasmodium 
vivax 


pval 


106 


46 


1371 


U90946 


Dictyostelium 
discoideum 


myosin heavy chain kinase B 


114 


62 


1372 


L27428 


Homo sapiens 


reverse transcriptase 


98 


61 


1373 " 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


124 


80 


1374 


U49974 


Homo sapiens 


mariner transposase 


137 


57 


1375 


AC004891 


Homo sapiens 


contactin-like; similar to U87224 
(PlD:gl857710) 


234 


58 


1376 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


132 


60 


1377 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


317 


51 


1378 


AF] 18082 


Homo sapiens 


PRO 1902 


302 


42 


1379 


AF 115549 


Homo sapiens 


Wiskott-Aldrich Syndrome protein 


186 


45 


1380 


U93567 


Homo sapiens 


putative pi 50 


116 


38 


1381 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 


218 


47 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterraan 

Score 


% 

Identit 

y 








similar to pogo element 






1382 


B08918 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 28 SEQ ID NO:75. 


87 


66 


1383 


AF090895 


Homo sapiens 


PRO0117 


68 


82 


1384 


U93570 


Homo sapiens 


putative pi 50 


178 


39 


1385 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


132 


43 


1386 


AF130089 


Homo sapiens 


PRO2550 


142 


35 


1387 


L27428 


Homo sapiens 


reverse transcriptase 


163 


49 


1388 


X61296 


Rattus 
norvegicus 


open reading frame 2 


123 


44 


1389 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


138 


67 


1390 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


147 


57 


1391 


U93570 


Homo sapiens 


putative pi 50 


110 


28 


1392 


R95913 


Homo sapiens 


Neural thread protein. 


104 


35 


1393 


L27428 


Homo sapiens 


reverse transcriptase 


101 


39 


1394 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40J3. 


147 


47 


1395 


AF2 16972 


Homo sapiens . 


p8 protein 


118 


49 


1396 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


160 


58 


1397 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


312 


62 


1398 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


97 


62 


1399 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


125 


54 


1400 


X92485 


Plasmodium 
vivax 


pval 


124 


39 


1 1401 


U93563 


Homo sapiens 


putative pi 50 


131 


36 


• 1402 


X67863 


Mus musculus 


T2 


160 


48 


| 1403 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


94 


39 


1404 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


84 


73 


1405 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


71 


71 


1406 


Ml 8094 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


138 


31 


1407 


AF134304 


Homo sapiens 


Scar2 


118 


40 


1408 


Y08061 


Homo sapiens 


Human c-myb protein fragment 


121 


82 


1409 


U93574 


Homo sapiens 


putative pi 50 


179 


43 


1410 


U93563 


Homo sapiens 


putative pi 50 


98 


43 


1411 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


124 


46 


1412 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


149 


56 


1413 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


148 


48 


1414 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


155 


82 


1415 


G03267 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7348. 


92 


52 


1416 


AF1 19855 


Homo sapiens 


PR01847 


82 


70 


1417 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


130 


34 


1418 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


99 


39 


1419 


AF 130079 


Homo sapiens 


PR02852 


114 


69 


1420 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


133 


52 
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oty ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wafer man 
Score 


% 

Identit 

y 


1421 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


115 


44 


1422 


G037S6 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
7867.* 


111 


77 


1423 


R959J3 


Homo sapiens 


Neural thread protein . 


128 


80 


1424 


L26953 


Homo sapiens 


chromosomal protein 


104 


34 


1425 


U83280 


Leishmania 
donovani 


39 kDa antigen 


105 


51 


1426 


Y 19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


98 


75 


1427 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


149 


40 


1428 


AF090895 


Homo sapiens 


PRO0117 


111 


75 


1429 


AF1 19855 


Homo sapiens 


PRO 1847 


88 


56 


1430 


AF229067 


Homo sapiens 


PADI-H protein 


157 


51 


1431 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


509 


79 


1432 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


333 


62 


1433 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


149 


57 


1434 


AF161356 


Homo sapiens 


HSPC093 


180 


46 


1435 


U93570 


Homo sapiens 


putative pi 50 


116 


48 


1436 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


171 


73 


1437 


U83280 


Leishmania 
donovani 


39 kDa antigen 


106 


80 


1438 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


103 


73 


1439 


U15647 


Mus musculus 


reverse transcriptase 


233 


44 


1440 


L27428 


Homo sapiens 


reverse transcriptase 


78 


40 


1441 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


115 


68 


1442 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


77 


63 


1443 


M22332 


Homo sapiens 


unknown protein 


153 


62 


1444 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


102 


40 


1445 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


101 


66 


1446 


G02515 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6596. 


125 


74 


1447 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


90 


66 


1448 


X76208 


Drosophila 
melanogaster 


protein 33-specific exons 


123 


48 


1449 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


178 


79 


1450 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


109 


45 


1451 


S80119 


Rattus sp. 


reverse transcriptase homolog 


115 


54 


1452 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


70 


63 


1453 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


105 


40 


1454 


AK024455 


Homo sapiens 


FLJ00047 protein 


109 


53 


1455 


AC007258 


Arabidopsis 
thaliana 


Hypothetical protein 


105 


37 


1456 


AF194537 


Homo sapiens 


NAG 13 


208 


52 


1457 


U63542 


Homo sapiens 


FAP protein 


111 


84 


1458 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


111 


65 


1459 


AF090931 


Homo sapiens 


PRO0483 


84 


43 
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cm 111 

NO: 




Species 


jl/cmi ripiiun 


omiin- 

Wnterman 

Score 


% 

Identit 

y 


1460 


R95913 


Homo sapiens 


Neural thread protein. 


106 


69 


1461 


R95913 


Homo sapiens 


Neural thread protein. 


109 


40 


1462 


U93564 


Homo sapiens 


putative pi 50 


237 


42 


1463 


AB029309 


Homo sapiens 


Npw38-binding protein NpwBP 


97 


37 


1464 


U44838 


Glycine max. 


extensin 


97 


33 


1465 


AL050341 


Homo sapiens 


dJ39G22. 1 (rearranged L-myc fusion 
sequence (ZN-15 related zinc finger 
protein)) 


121 


45 


1466 


L27428 


Homo sapiens 


reverse transcriptase 


94 


34 


1467 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


117 


58 


1468 


Y17221 


Homo sapiens 


Human secreted protein (clone fk317- 
3). 


98 


48 


1469 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


123 


55 


1470 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


147 


67 


1471 


AF 109907 


Homo sapiens 


S164 


133 


35 


1472 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


142 


36 


1473 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


152 


90 


1474 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


157 


45 


1475 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


398 


58 


1476 


U49974 


Homo sapiens 


manner transposase 


201 


59 


1477 


U49974 


Homo sapiens 


mariner transposase 


206 


60 


1478 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


117 


72 


1479 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


146 


82 


1480 


U93567 


Homo sapiens 


putative pi 50 


202 


42 


1481 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


101 


46 


1482 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


100 


37 


1483 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
787 3. 


324 


75 


1484 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


108 


62 


1485 


U15647 


Mus musculus 


reverse transcriptase 


115 


73 


1486 


AF194537 


Homo sapiens 


NAG 3 3 


132 


42 


1487 


Ml 1902 


Mus musculus 


proline-rich salivary protein 


118 


40 


1488 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


102 


64 


1489 


AF009668 


multiple 
sclerosis 
associated 
retrovirus 


polyprotein 


110 


48 


1490 


AK023542 


Homo sapiens 


unnamed protein product 


114 


37 


1491 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


133 


50 


1492 


U49973 


Homo sapiens 


ORF J ; MER37; putative transposase 
similar to pogo element 


184 


47 


1493 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


222 


53 


1494 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


94 


50 


1495 


AF109907 


Homo sapiens 


S564 


259 


45 


1496 


R95913 


Homo sapiens 


Neural thread protein. 


130 


51 


1497 


U49973 


Homo sapiens 


ORF I; MER37; putative transposase 
similar to pogo element 


299 


80 



168 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO* 








•tier m*i o 


lueniit 










Score 


y 


1498 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


158 


65 








7339. 






1499 


L26953 


Homo sapiens 


chromosomal protein 


104 


67 


1500 


AF090895 


Homo sapiens 


PRO0117 


145 


68 


1501 


U93572 


Homo sapiens 


p40 


115 


42 


1502 


G04091 


Homo sapiens 


Human secreted protein, SEQ TD NO: 


133 


50 








8172. 






1503 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


143 


56 








6588. 






1504 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


119 


69 








4409. 






1505 


W00838 


Homo sapiens 


Tumour necrosis factor- related gene 


105 


52 








product. 






1506 


AF 109907 


Homo sapiens 


S164 


184 


43 


1507 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 


288 


67 








similar to pogo element 






1508 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 


131 


69 








oncoprotein. 






1509 


AK000241 


Homo sapiens 


unnamed protein product 


167 


72 


1510 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


153 


60 








6613. 






1511 


S62928 


Homo sapiens 


PRB1M protein precursor 


157 


39 


1512 


ABO 12223 


Canis familiaris 


ORF2 


116 


40 ! 


1513 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


109 


59 








7888. 






1514 


AF220264 


Homo sapiens 


MOS1M 


108 


80 


1515 


X53581 


Rattus 


ORF4 


96 


44 






norvegicus 








1516 


V00662 


Homo sapiens 


cytochrome oxidase JII 


433 


74 


1517 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


263 


70 








similar to pogo element 






1518 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


266 


70 








similar to pogo element 






1519 


M24732 


Homo sapiens 


lamin-lilce protein 


107 


44 


1520 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


51 








7214. 






1521 


W48351 


Homo sapiens 


Human breast cancer related protein 


81 


68 








BCRB2. 






1522 


AF 194537 


Homo sapiens 


NAG 13 


116 


42 


1523 


X92485 


Plasmodium . 


pval 


85 


42 






vivax 








1524 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


125 


50 








8172. 






1525 


AB041228 


Homo sapiens 


G protein-coupled receptor TGR-1 


220 


100 


1526 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


138 


70 


1527 


U52077 


Homo sapiens 


mariner transposase 


237 


56 


1528 


L27428 


Homo sapiens 


reverse transcriptase 


189 


40 


1529 


Y86573 


Homo sapiens 


. Human gene 91 -encoded protein 


355 


78 








fragment, SEQ ID NO:490. 






1530 


L13610 


Mus musculus 


IFN-response element binding factor 2 


90 


37 


1531 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


90 


64 








4435. 






1532 


U11288 


Drosophila 


diaphanous protein 


138 


38 






melanogaster 








1533 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


429 


63 








similar to pogo element 






1534 


L27428 


Homo sapiens 


reverse transcriptase 


249 


55 


1535 


U93570 


Homo sapiens 


putative pi 50 


114 


31 


1536 


AF130089 


Homo sapiens 


PRO2550 


111 


47 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 

W n tf rmnn 

Score 


% 

Identit 
y 


1537 


X55687 


Lycopersicon 
esculentum 


extensin (class 11) 


63 


28 


1538 


U 15647 


Mus musculus 


reverse transcriptase 


110 


42 


1539 


AK024455 


Homo sapiens 


FLJ00047 protein 


139 


80 


1540 


G03062 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7143. 


128 


48 


1541 


AC024788 


Gaenorhabditis 
elegans 


Hypothetical protein Y46E12A.d 


80 


46 


1542 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


132 


73 


1543 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


90 


32 


1544 


G02971 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7052. 


71 


63 


1545 


R95913 


Homo sapiens 


Neural thread protein. 


118 


55 


1546 


D38116 


Pan paniscus 


cytochrome c oxidase subunit 1 


218 


78 


1547 


D381I2 


Homo sapiens 


cytochrome c oxidase subunit 1 


370 


71 


1548 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


119 


65 


1549 


AJ004810 


Zea mays 


cytochrome P450 monooxygenase 


140 


70 


1550 


AF 113685 


Homo sapiens 


PRO0974 


115 


47 


1551 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


172 


75 


1552 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


366 


94 


1553 


W401 13 


Homo sapiens 


Human alpha-2(IV) collagen protein. 


117 


59 


1554 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. . 


138 


76 


1555 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


113 


40 


1556 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


502 


89 


1557 


AF 130089 


Homo sapiens 


PRO2550 


98 


55 


1558 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


109 


43 


1559 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


183 


52 


1560 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


180 


52 


1561 


AF202893 


Mus musculus 


Kif21b 


254 


85 


1562 


M63421 


Drosophila 
melanogaster 


csp32 


104 


39 


1563 


G03652 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7733. 


129 


69 


1564 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


98 


59 


1565 


AJ132106 


Bos taurus 


SCO-spondin 


114 


40 


1566 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


119 


66 


1567 


AF161356 


Homo sapiens 


HSPC093 


100 


38 


1568 


AF119851 


Homo sapiens 


PRO 1722 


94 


72 


1569 


JL27428 


Homo sapiens 


reverse transcriptase 


107 


48 


1570 


X99451 


Lycopersicon 
esculentum 


extensin-like protein DiflO 


104 


32 


1571 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


126 


59 


1572 


X7348I 


Drosophila hydei 


mst!01(2) 


105 


41 


1573 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NlD:g8148) 


133 


50 


1574 


G04063 ! 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


154 


51 



170 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

ldentit 
y 








8144. 






1575 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


323 


83 


1576 


AF062008 


Caenorhabditis 
elegans 


unknown 


111 


54 


1577 


X92485 


Plasmodium 
vivax 


pval 


81 


57 


1578 


U93570 


Homo sapiens 


p40 


102 


33 


1579 


AF090944 


Homo sapiens 


PRO0663 


132 


59 


1580 


AL 137798 


Homo sapiens 


dJl 182A14.5.1 (novel gene (isoform 
1)) 


182 


53 


1581 


X92485 


Plasmodium 
vivax 


pval 


120 


44 


1582 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


160 


47 


1583 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


135 


54 


1584 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


139 


52 


1585 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


82 


55 


1586 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


152 


60 


1587 


D28482 


Homo sapiens 


SCR2 


390 


83 


1588 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


122 


59 


1589 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


117 


50 


1590 


AF1 18078 


Homo sapiens 


PRO 1848 


118 


59 


1591 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


56 


78 


1592 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


118 


80 


1593 


U93571 


Homo sapiens 


p40 


170 


77 


1594 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


230 


51 


3595 


L27428 


Homo sapiens 


reverse transcriptase 


138 


45 


1596 


X97707 


Pongo pygmaeus 
abelii 


stopcodon created by 
posttranscriptional polyadenylation 


139 


61 


1597 


X98710 


Homo sapiens 


COL1A1 and PDGFB fusion transcript 


107 


31 


1598 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


97 


58 


1599 


AF2I0651 


Homo sapiens 


NAG18 


86 


89 


1600 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


148 


48 


1601 


J03770 


Mus musculus 


homeobox protein 


99 


35 


1602 


AF1 19901 


Homo sapiens 


PR02831 


119 


56 


1603 


AL031673 


Homo sapiens 


dJ694B14.1 (PUTATIVE novel KRAB 
box protein with 18 C2H2 type Zinc 
finger domains) 


233 


44 


1604 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


66 


1605 


G03267 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7348. 


89 


44 


1606 


D88461 


Rattus rattus 


N-WASP 


123 


43 


1607 


AF090942 


Homo sapiens 


PRO0657 


107 


61 


1608 


U35730 


Mus musculus 


jerky 


105 


34 


1609 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


108 


45 


1610 


B06334 


Homo sapiens 


Human subtil isin-kexin isoenzyme 1. 


474 


84 


161] 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


101 


90 


1612 


AK024455 


Homo sapiens 


FLJ00047 protein 


83 


55 


1613 


D86853 


Catharanthus 


extensin 


123 


39 
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cca irv 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identic 

y 




- 


roseus 








1614 


AF1 19851 


Homo sapiens 


PRO 1722 


135 


59 


1615 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


142 


57 


1616 


AF1 94537 


Homo sapiens 


NAG 13 


154 


63 


1617 


AF1 19851 


Homo sapiens 


PRO 1722 * 


91 


62 


1618 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


92 


48 


1619 


AK024455 


Homo sapiens 


FLJ00047 protein 


147 


60 


1620 


AF2 17973 


Homo sapiens 


unknown 


116 


67 


1621 


AF000298 


Caenorhabditis 
elegans 


weak similarity to collagens; glycine- 
and proline-rich 


102 


41 


1622 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


108 


40 


1623 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
3148. 


135 


44 


1624 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


322 


62 


1625 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


356 


72 


1626 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


113 


65 


1627 


X92485 


Plasmodium 
vivax 


pval 


90 


45 


1628 


AF090895 


Homo sapiens 


PRO0117 


156 


61 


1629 


AF1 16661 


Homo sapiens 


PR01438 


87 


54 


1630 


M13100 


Rattus 
norvegicus 


unknown protein 


109 


76 


1631 


G03203 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7284. 


147 


60 


1632 


AF1 19851 


Homo sapiens 


PRO 1722 


107 


70 


1633 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


109 


46 


1634 


L27428 


Homo sapiens 


reverse transcriptase 


109 


38 


1635 


AF 118082 


Homo sapiens 


PRO 1902 


80 


40 


1636 


R95913 


Homo sapiens 


Neural thread protein. 


118 


88 


1637 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


79 


60 


1638 


U93570 


Homo sapiens 


putative p 1 50 


128 


54 


1639 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


127 


69 


1640 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


171 


68 


1641 


AF194537 


Homo sapiens 


NAG 13 


140 


66 


1642 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


101 


50 


1643 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


117 


33 


1644 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


123 


50 


1645 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


96 


70 


1646 


L27428 


Homo sapiens 


reverse transcriptase 


86 


84 


1647 


X92485 


Plasmodium 
vivax 


pval 


137 


40 


1648 


U 15647 


Mus musculus 


reverse transcriptase 


93 


68 


1649 


K02576 


Homo sapiens 


salivary proline-rich protein 3 


131 


41 


1650 


AF116712 


Homo sapiens 


PR02738 


107 


57 


1651 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


139 


72 


1652 


X05472 


Rattus 


ORF3 


84 


51 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smitb- 
WatcrmDn 
Score • 


% 

Identit 

y 






norvegicus 








1653 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


122 


71 


1654 


U93566 


Homo sapiens 


p40 


117 


52 


1655 


AF217536 


Homo sapiens 


truncated mevalonate kinase 


141 


70 


1656 


AF090895 


Homo sapiens 


PRO0117 


125 


60 


1657 


X92485 


Plasmodium 
vivax 


pval 


114 


45 


1658 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


192 


61 


1659 


Y86473 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:388. 


73 


30 


1660 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


331 


74 


1661 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


127 


69 


1662 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


312 


67 


1663 


S80119 


Rattus sp. 


reverse transcriptase homolog 


99 


59 


1664 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


106 


45 


1665 


M76729 


Homo sapiens 


pro-alpha- 1 type V collagen 


172 


47 


1666 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


97 


54 


1667 


AF169388 


Mus musculus 


alpha 4 collagen IV 


84 


38 


1668 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


84 


66 1 


1669 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


428 


80 j 


1670 


M29622 


Mus musculus 


open reading frame 2 


74 


46 


1671 


W90838 


Homo sapiens 


Human lymphocyte targeted peptide 
#6. 


98 


100 


1672 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


55 


58 


1673 


AF09093J 


Homo sapiens 


PRO0483 


72 


39 


1674 


AF051782 


Homo sapiens 


diaphanous 1 


116 


49 


1675 


U57361 


Rattus 
norvegicus 


collagen XII alpha 1 


108 


48 


1676 


AF 182844 


Homo sapiens 


VPS28 protein 


395 


95 


1677 


L27428 


Homo sapiens 


reverse transcriptase 


189 


47 


1678 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


142 


53 


1679 


U93565 


Homo sapiens 


putative pi 50 


214 


40 


1680 


AK002129 


Homo sapiens 


unnamed protein product 


128 


57 


1681 


X03145 


Homo sapiens 


pot. ORF V 


93 


48 


1682 


X63005 


Mus musculus 


proline-rich protein 


108 


38 


1683 


AF1 18082 


Homo sapiens 


PRO 1902 


117 


42 


1684 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


157 


58 


1685 


R95913 


Homo sapiens 


Neural thread protein. 


92 


66 


1686 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


111 


61 


1687 


X61296 


Rattus 
norvegicus 


open reading frame 2 


104 


38 


1688 


AB012223 


Can is familiaris 


ORF2 


98 


39 


1689 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


278 


72 


1690 


U52077 


Homo sapiens 


mariner transposase 


175 


56 


1691 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


83 


46 
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NO: 


Accession No. 


Species 


Description 


Smith- 

Waterni&n 

Score 


% 

Id en tit 

y 


1692 


AF061128 


Plasmodium 
falciparum 


merozoite surface protein 1 


85 


44 


1693 


X77722 


Homo sapiens 


interferon alpha/beta receptor 


89 


60 


1694 


M13100 


Rattus 
norvegicus 


unknown protein 


94 


40 


1695 


AF202635 


Homo sapiens 


PP1200 


114 


60 


1696 


AK001116 


Homo sapiens 


unnamed protein product 


127 


53 


1697 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


162 


53 


1698 


AF 118078 


Homo sapiens 


PRO 1848 


93 


42 


1699 


X92485 


Plasmodium 
vivax 


pval 


147 


49 


1700 


M63819 


Plasmodium 
falciparum 


malaria antigen 


101 


64 


1701 


AF090930 


Homo sapiens 


PRO0478 


146 


76 


1702 


AB009993 


Mus musculus 


collagen al(V) 


94 


40 


1703 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


169 


66 


1704 


AF 130089 


Homo sapiens 


PRO2550 


145 


38 


1705 


X83413 


Human 
herpesvirus 6 


U88 


113 


58 


1706 


S60088 


Homo sapiens 


putative adhesion molecule=ADMLX 


151 


86 


1707 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


176 


52 


1708 


AF1 30079 • 


Homo sapiens 


PR02852 


174 


41 


1709 


Y28682 


Homo sapiens 


Human pp392_3 secreted protein. 


557 


99 


1710 


Ml 4423 


Mus musculus 


pro-alpha- 1 type 1 collagen 


112 


34 


1711 


D 13623 


Rattus sp. 


p34 protein 


128 


45 


1712 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


84 


41 


1713 


X97675 


Homo sapiens 


plakophiiin 2b 


121 


60 


1714 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


102 


51 


1715 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


171 


48 


1716 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


99 


63 


1717 


S80119 


Rattus sp. 


reverse transcriptase homolog 


140 


57 


1718 


L27428 


Homo sapiens 


reverse transcriptase 


103 


46 ' 


1719 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


154 


78 


1720 


AF 130089 


Homo sapiens 


PRO2550 


106 


35 


1721 


G03652 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7733. 


147 


49 


1722 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


111 


72 


1723 


AF0 16099 


Mus musculus 


endonuc lease/reverse transcriptase 


132 


60 


1724 


X92485 


Plasmodium 
vivax 


pval 


96 


62 


1725 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


249 


52 


1726 


M81321 


Macaca 
fascicularis 


proline-rich protein 


132 


45 


1727 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


119 


69 


1728 


U93564 


Homo sapiens 


p40 


129 


58 


1729 


U93574 


Homo sapiens 


putative pi 50 


113 


76 


1730 


AF 130089 


Homo sapiens 


PRO2550 


336 


61 


1731 


L05608 


Cercopithecine 


glycoprotein gl 


100 


46 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wafer man 
Score 


% 

Identit 

y 






herpesvirus 2 








1732 


U 15647 


Mus musculus 


reverse transcriptase 


138 


36 


1733 


U93574 


Homo sapiens 


putative pi 50 


187 


43 


1734 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


155 


64 


1735 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


102 


64 


1736 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


118 


64 


1737 


G00490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4571. 


110 


58 


1738 


AF090942 


Homo sapiens 


PRO0657 


163 


55 


1739 


U1I288 


Drosophila 
melanogaster 


diaphanous protein 


149 


46 


1740 


L27428 


Homo sapiens 


reverse transcriptase 


108 


33 


174] 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


76 


54 


1742 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


165 


59 


1743 


AC003682 


Homo sapiens 


R28830J 


179 


63 


1744 


X65165 


Volvox carteri 


extensin 


173 


49 


1745 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


114 


62 


1746 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


89 


41 


1747 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


115 


42 


1748 


U93565 


Homo sapiens 


putative pi 50 


125 


37 


1749 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


121 


45 


1750 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121 . 


139 


53 


1751 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


87 


80 


1752 


L27428 


Homo sapiens 


reverse transcriptase 


133 


42 


1753 


U93570 


Homo sapiens 


putative pi 50 


126 


57 


1754 


U22376 


Homo sapiens 


alternatively spliced product using exon 
13A 


134 


50 


1755 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


175 


76 


1756 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


113 


60 


1757 


U54788 


Mus musculus 


Wiskott-Aldrich Syndrome Protein 


158 


44 


1758 


Y86579 


Homo sapiens 


Human gene 92-encoded protein 
fragment, SEQ ID NO:496. 


109 


88 


1759 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


123 


73 


1760 


Y86579 


Homo sapiens 


Human gene 92-encoded protein 
fragment, SEQ ID NO:496. 


113 


92 


1761 


Y86579 


Homo sapiens 


Human gene 92-encoded protein 
fragment, SEQ ID NO:496. 


110 


81 


1762 


U08020 


Mus musculus 


collagen pro-alpha-1 type I chain 


105 


34 


1763 


G03790 


Homo sapiens - 


Human secreted protein, SEQ ID NO: 
7871. 


90 


45 


1764 


U93569 


Homo sapiens 


putative pi 50 


148 


36 


1765 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 1 63. 


116 


45 


1766 


X02873 


Daucus carota 


put. precursor 


112 


47 


1767 


X92485 


Plasmodium 
vivax 


pval 


100 


45 


1768 


R95913 


Homo sapiens 


Neural thread protein. 


96 


65 
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CCA IfV 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


1769 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


114 


51 


1770 


X97675 


Homo sapiens 


plakophilin 2b 


115 


70 


1771 


G00637 


Homo sapiens 


Human secreted protein, SEQ ED NO: 
4718. 


151 


58 


1772 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


131 


85 


1773 


AF 130089 


Homo sapiens 


PRO2550 


158 


69 


1774 


U23552 


Ailuropoda 
melanoleuca 


cytochrome b 


206 


78 


1775 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


98 


53 


1776 


AF1 16715 


Homo sapiens 


PR02829 


134 


67 


1777 


AC008054 


Leishmania 
major 


L8453.1 


114 


28 


1778 


AF037364 


Homo sapiens 


paraneoplastic neuronal antigen MAI 


397 


73 


1779 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


132 


60 


1780 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


168 


64 


1781 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


80 


36 


1782 


AF174482 


Homo sapiens 


polycomb 3 


133 


46 


1783 


U93563 


Homo sapiens 


putative pi 50 


196 


70 


1784 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


142 


59 


1785 


AF1 94537 


Homo sapiens 


NAG 13 


114 


38 


1786 


U21123 


Drosophila 
melanogaster 


. ena polypeptide 


120 


44 


1787 


AF200187 


cercopithicine 
herpesvirus 15 


EBNA2-like protein 


108 


30 


1788 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


97 


56 


1789 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


128 


40 


1790 


X92485 


Plasmodium 
vivax 


pval 


98 


51 


1791 


AF0J0144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


114 


34 


1792 


U49973 


Homo sapiens 


ORF 1 ; MER37; putative transposase 
similar to pogo element 


197 


81 


1793 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


145 


71 


1794 


AF1 04923 


Homo sapiens 


putative transcription factor 


142 


59 


1795 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


133 


60 


1796 


AC003113 


Arabidopsis 
thaliana 


F2401.6 


57 


62 


1797 


M22332 


Homo sapiens 


unknown protein 


118 


29 


1798 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


100 


71 


1799 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


154 


37 


1800 


U93570 


Homo sapiens 


p40 


103 


56 


1801 


X99452 


Lycopersicon 
esculentum 


extensin-like protein Dif54 


101 


28 


1802 


L27428 


Homo sapiens 


reverse transcriptase 


102 


34 


1803 


L27428 


Homo sapiens 


reverse transcriptase 


141 


43 


1804 


Ml 8933 


Mus musculus 


alpha- 1 type-Ill collagen precursor 


118 


30 


1805 


X92485 


Plasmodium 
vivax 


pval 


106 


67 


1806 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


118 


65 



176 



WO 01/64835 PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


1807 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


105 


33 


1803 


X97675 


Homo sapiens 


plakophilin 2b 


154 


61 


1809 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


130 


53 


1810 


X92485 


Plasmodium 
vivax 


pval 


133 


54 


1811 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


121 


66 


1812 


Y17833 


Human 
endogenous 
retrovirus K 


env protein 


119 


81 


1813 


AF1 19851 


Homo sapiens 


PRO 1722 


130 


58 


1814 


X53581 


Rattus 
norvegicus 


ORF4 


158 


50 


1815 


G03473 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7554. 


HI 


74 


1816 


AF010J44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


153 


68 


1817 


M19155 


Plasmodium 
falciparum 


S-antigen precursor 


164 


50 


1818 


AF 118082 


Homo sapiens 


PRO1902 


90 


75 


1819 


W40353 


Homo sapiens 


Human unspecified protein from 
US5702907. 


110 


52 


1820 


U93563 


Homo sapiens 


putative pi 50 


114 


35 


1821 


U41538 


Caenorhabditis 
elegans 


proline rich 


95 


52 


1822 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


154 


45 


1823 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


131 


53 


1824 


AF130089 


Homo sapiens 


PRO2550 


128 


40 


1825 


AF090944 


Homo sapiens 


PRO0663 


103 


45 


1826 


AC003113 


Arabidopsis 
thaliana 


F2401.18 


107 


40 


1827 


AF194537 


Homo sapiens 


NAG13 


85 


28 


1828 


AF009668 


multiple 
sclerosis 
associated 
retrovirus 


polyprotein 


185 


41 


1829 


AF016099 


Mus musculus 


endonuclease/reverse transcriptase 


155 


42 


1830 


X69465 


Sus scrofa 


ryanodine receptor 1 


516 


86 


1831 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


108 


40 


1832 


U88966 


Homo sapiens 


rapamycin associated protein FRAP2 


434 


89 


1833 


M19155 


Plasmodium 
falciparum 


S-antigen precursor 


105 


32 


1834 


AF085809 


Mus musculus 


synapsin lb 


98 


33 


1835 


AK023003 


Homo sapiens 


unnamed protein product 


393 


81 


1836 


Y41740 


Homo sapiens 


Human PRO701 protein sequence. 


429 


78 


1837 


M36913 


Zea mays 


cell wall protein (put.); putative 


72 


35 


1838 


X63005 


Mus musculus 


proline-rich protein 


98 


40 


1839 


X83413 


Human 
herpesvirus 6 


U88 


149 


45 


1840 


AF1 34304 


Homo sapiens 


Scar2 


87 


37 


1841 


AC024772 


Caenorhabditis 
elegans 


contains similarity to Mus musculus 
alpha-NAC, muscle-specific form 
(GB:U48363) 


131 


25 


1842 


AB002366 


Homo sapiens 


KJAA0368 


153 


75 


1843 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


140 


47 
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cim in 

NO: 


Accession Wo. 


Species 


Description 


omith- 

Waterman 

Score 


% 

Identit 

y 


1844 


AL035526 


Arabidopsis 
thaliarta 


extensin-like protein 


93 


JO 


1845 


D26156 


Homo sapiens 


hSNF2b 


91 


34 


1846 


Ml 4228 


Gallus gallus 


c-beta-3 beta-tubuiin 


598 


83 


1847 


AK022217 


Homo sapiens 


unnamed protein product 


97 


56 


1848 


AJ250042 


Homo sapiens 


Rab5 GDP/GTP exchange factor 
homologue 


174 


83 


1849 


W23949 


Homo sapiens 


Human phosphoinositide 30H-kinase 
plOl subunit. 


143 


28 


1850 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


101 


63 


1851 


AB017U4 


Homo sapiens 


AD 3 


113 


100 


1852 


D00570 


Mus musculus 


open reading frame (251 A A) 


174 


55 


1853 


A67530 


Mus musculus 


MUS MUSCULUS GENOMIC DNA 
CONTAINING N ALLELE OF FV1 
GENE. 


133 


42 


1854 


U49974 


Homo sapiens 


mariner transposase 


214 


82 


1855 


U93569 


Homo sapiens 


p40 


95 


31 


1856 


D89729 


Homo sapiens 


CRM1 protein 


475 


90 


1857 


AF090895 


Homo sapiens 


PRO0117 


89 


36 


1858 


AFO 15926 


Homo sapiens 


ezrin-radixin-moesin binding 
phosphoprotein-50 


117 


73 


1859 


D13721 


Gallus gallus 


NF-kB p65 subunit 


223 


56 


I860 


K03204 


Homo sapiens 


salivary proline-rich protein precursor 


111 


32 


1861 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


195 


52 


1862 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


331 


69 


1863 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


80 


35 


1864 


L27428 


Homo sapiens 


reverse transcriptase 


84 


51 


1865 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


106 


46 


1866 


U53585 


Mycobacterium 
avium 


fibronectin attachment protein 


86 


36 


3867 


AF255446 


Crypthecodinium 
cohnii 


Dipl -associated protein C 


134 


45 


1868 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


81 


63 


1869 


AP000001 


Pyrococcus 
horikoshii 


235aa long hypothetical protein 


108 


40 


1870 


M13100 


Rattus 
norvegicus 


unknown protein 


121 


53 


1871 


X67863 


Mus musculus 


T2 


101 


35 


1872 


S80119 


Rattus sp. 


reverse transcriptase homolog 


151 


43 


1873 


W73633 


Homo sapiens 


Human secreted protein clone. 


340 


44 


1874 


U57053 


Homo sapiens 


myosin-ID 


203 


82 


1875 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


92 


54 


1876 


M21097 


Homo sapiens 


CD19 differentiation antigen | 


432 


79 


1877 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


150 


52 


1878 


U25281 


Rattus 
norvegicus 


SH3 domain binding protein 


108 


36 


1879 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


117 


48 


1880 


I X73113 


Homo sapiens 


fast MyBP-C 


599 


77 


1881 


AX028128 


Homo sapiens 


unnamed protein product 


162 


43 


1882 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


138 


62 | 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








7870. 






1883 


Y00664 


Homo sapiens 


open reading frame 1 (AA 1 - 86) 


74 


34 


1884 


U86587 


Mus musculus 


phosphatidylinositol 3-kinase catalytic 
subunitpllOdelta 


204 


77 


1885 


X67337 


Homo sapiens 


Human pre-mRNA cleavage factor I 68 
kDa subunit 


148 


37 


1886 


Y13829 


Homo sapiens 


MBNL protein 


117 


63 


1887 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6012. 


119 


80 


J 888 


R95913 


Homo sapiens 


Neural thread protein. 


91 


64 


1889 


L39059 


Homo sapiens 


transcription factor SL1 


92 


34 


1890 


M69297 


Homo sapiens 


ORF3 


169 


48 


1891 


R95913 


Homo sapiens 


Neural thread protein. 


91 


62 


1892 


Z28201 


Saccharomyces 
cerevisiae 


ORF YKL202w 


95 


51 


1893 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4508. 


90 


51 


1894 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


183 


73 


1895 


Y10055 


Homo sapiens 


phosphoinositide 3-kinase 


564 


84 


1896 


AF093775 


Mus musculus 


alpha-actinin 3 


375 


85 


1897 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


82 


66 


1898 


M21904 


Homo sapiens 


4F2 heavy chain antigen 


386 


80 


1899 


AB028997 


Homo sapiens 


KIAA1074 protein 


145 


38 


1900 


U97553 


rnurid 

herpesvirus 4 


unknown 


98 


41 


1901 


AB011142 


Homo sapiens 


KIAA0570 protein 


209 


95 


1902 


AF194537 


Homo sapiens 


NAG 13 


161 


55 


1903 


U93564 


Homo sapiens 


putative pi 50 


142 


33 


1904 


M29399 


Homo sapiens 


erythrocyte membrane protein band 4.2 


413 


90 


1905 


Y27400 


Homo sapiens 


Human P450 reductase functional 
fragment sequence. 


294 


67 


1906 


Y28503 


Homo sapiens 


HGFH3 Human Growth Factor 
Homologue 3. 


167 


100 


1907 


AF128625 


Homo sapiens 


CDC42-binding protein kinase beta 


509 


89 


1908 


AB029147 


Cucumis sativus 


expressed in cucumber hypocotyls 


98 


41 


1909 


X13783 


Homo sapiens 


alpha- 1 type 2 collagen (714 AA) 


87 


43 


1910 


AF240630 


Mus musculus 


IQ motif containing GTPase activating 
protein 1 


330 


48 


1911 


AF 129075 


Homo sapiens 


T-COMPLEX PROTEIN 1, THETA 
SUBUNIT (TCP- 1 -THETA) 


511 


90 


1912 


AF011450 


Mus musculus 


type XV collagen 


87 


28 


1913 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


124 


75 


1914 


AF171230 


Vigna 
unguiculata 


phosphatidic acid phosphatase beta 


112 


53 


1915 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


100 


47 


1916 


M94131 


Homo sapiens 


mucin 


97 


37 


1917 


X13885 


Nicotiana 
tabacum 


extensin (AA 1-620) 


120 


34 


1918 


AF 186605 


Homo sapiens 


MLL2 protein 


115 


29 


1919 


M12130 


Mus musculus 


RNA polymerase II 


498 


83 


1920 


AL049794 


Homo sapiens 


dJ777L9.1 (novel protein similar to 
mouse kinesin-like proteins KJF1A and 
KIF1B) 


514 


90 


1921 


D83703 


Homo sapiens 


peroxisome assembly factor-2 


233 


64 


1922 


Y11922 


Homo sapiens 


Human 5* EST secreted protein SEQ ID 
No: 522. 


162 


77 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


Identit 

y 


1923 


AC002481 


Homo sapiens 


similar to nitrogen permease regulator, 
similar to P39923 (PID:g730170), 
match to AA233630 (NID:gl 856833) 
and AA399402 (NID:g2053147) 


223 


79 


1924 


D82060 


Homo sapiens 


membrane protein with histidine rich 
charge clusters 


115 


40 


1925 


U49974 


Homo sapiens 


mariner transposase 


195 


61 


1926 


S80119 


Rattus sp. 


reverse transcriptase homolog 


104 


40 


1927 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


79 


68 


1928 


S79639 


Homo sapiens 


EXT l=putative tumour 
suppressor/hereditary multiple 
exostoses candidate gene 


430 


88 


1929 


X58063 


Brugia pahangi . 


major protein component of the 
micofilarial sheath 


104 


43 


1930 


AF1 19855 


Homo sapiens 


PR01847 


132 


64 


1931 


AJ005577 


Homo sapiens 


6-phosphofructo-2-kinase 


326 


90 


1932 


AF020261 


Santalurn album 


proline rich protein 


93 


33 


1933 


AJ272204 


Homo sapiens 


hypothetical protein 


321 


52 


1934 


AL451017 


Neurospora 
crassa 


related to Ul SMALL NUCLEAR 
RIBONUCLEOPROTEIN C 


116 


39 


1935 


A61971 


unidentified 


MCSP 


328 


79 


1936 


U93564 


Homo sapiens 


putative pi 50 


217 


54 


1937 


U97553 


murid 

herpesvirus 4 


unknown 


113 


38 


1938 


AF 194537 


Homo sapiens 


NAG 13 


90 


37 


3939 


AF226044 


Homo sapiens 


HSNFRK 


403 


85, 


1940 


X83413 


Human 
herpesvirus 6 


U88 


303 


50 


1941 


AJ007628 


Rattus 
norvegicus 


ELK channel 1 


112 


38 


1942 


AF 104328 


Arabidopsis 
thaliana 


cell wall-plasma membrane linker 
protein homolog 


135 


35 


1943 


AF 130089 


Homo sapiens 


PRO2550 


93 


63 


1944 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


102 


34 


1945 


M19419 


Mus musculus 


pro line-rich salivary protein 


121 


40 


1946 


U57316 


Homo sapiens 


histone acetyltransferase 


132 


73 


1947 


AL 163302 


Homo sapiens 


human type XVIII collagen 


79 


34 


1948 


AB020746 


Arabidopsis 
thaliana 


protein kinase-like protein 


117 


36 


1949 


AJ011738 


Homo sapiens 


Inilb 


209 


85 


1950 


AFO 10144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


155 


48 


1951 


AF119569 


Homo sapiens 


patched 2 


166 


89 


1952 


AB002107 


Homo sapiens 


hPer 


118 


39 


1953 


X98834 


Homo sapiens 


zinc finger protein Hsal2 


430 


70 


1954 


Y19641 


Homo sapiens 


SEQ ID NO 359 from W09922243. 


96 


64 


1955 


U93569 


Homo sapiens 


putative pi 50 


157 


44 


1956 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


85 


53 


1957 


AB013729 


Mus musculus 


semaphorin Y 


106 


38 


1958 


AC005360 


Homo sapiens 


FAA 


338 


68 


1959 


AJ223075 


Homo sapiens 


TRIP protein 


598 


95 


1960 


AC004022 


Homo sapiens 


serum paraoxonasearylesterase 3 


147 


62 


1961 


AF076776 


Drosophila 
melanogaster 


helicase DOMINO A 


157 


45 


1962 


AF265555 


Homo sapiens 


ubiquitin-conjugating BIR-domain 
enzyme APOLLON 


587 


77 


1963 


AF229642 


Mus musculus 


DXlmx46e protein 


127 


91 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


1964 


U72520 


Mus musculus 


mena protein 


89 


31 


1965 


W40309 


Homo sapiens 


Human ITAK protein. 


179 


32 


1966 


AJ388557 


Canis familiaris 


zinc finger protein 


826 


56 


1967 


Y92515 


Homo sapiens 


Human OXRE-12. 


224 


53 


1968 


Y 17832 


Human 
endogenous 
retrovirus K 


pol protein 


187 


49 


1969 


Y41245 


Homo sapiens 


Human Y2 18 protein. 


220 


78 


1970 


AB052738 


Sus scrofa 


Smad3 


366 


85 


1971 


AB007644 


Arabidopsis 
thaliana 


contains similarity to phytocy an in/early 
nodulin-Iike protein~gene_id:K19P17.3 


106 


32 


1972 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


122 


57 


1973 


AL357472 


Homo sapiens 


VPS33B 


112 


31 


1974 


AF151902 


Homo sapiens 


CGI- 144 protein 


112 


95 


1975 


AL1 37260 


Homo sapiens 


hypothetical protein 


148 


92 


1976 


U89505 


Homo sapiens 


Hiark 


408 


89 


1977 


U67328 


Mus musculus 


NIPI-like protein 


168 


73 


1978 


AK026435 


Homo sapiens 


unnamed protein product 


601 


94 


1979 


Y14318 


Homo sapiens 


peroxisomal ABC- transporter 


507 


96 


1980 


U63630 


Homo sapiens 


MCM4 


570 


90 


1981 


AF1 18090 


Homo sapiens 


PRO2044 


154 


84 


1982 


AFO 16370 


Homo sapiens 


U4/U6 small nuclear ribonucleoprotein 
hPrp3 


422 


63 


1983 


AB011154 


Homo sapiens 


KIAA0582 protein 


420 


80 


1984 


ABO 11422 


Homo sapiens 


Trad 


201 


67 


1985 


AL390156 


Homo sapiens 


hypothetical protein 


230 


97 


1986 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


163 


44 


1987 


M 12523 


Homo sapiens 


alloalbumin Venezia 


411 


91 


1988 


G02996 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7077. 


145 


63 


1989 


Y36156 


Homo sapiens 


Human secreted protein #28. 


107 


80 


1990 


AF161356 


Homo sapiens 


HSPC093 


156 


57 


1991 


G03443 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7524. 


132 


72 


1992 


AF1 19851 


Homo sapiens 


PRO 1722 


126 


52. 


1993 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


228 


60 


1994 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


113 


40 


1995 


G02469 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6550. 


118 


58 


1996 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


137 


57 


1997 


X75068 


Bos taurus 


plasmalemmal porin 


85 


85 


1998 


Y64869 


Homo sapiens 


Human 5* EST related polypeptide SEQ 
ID NO: 1030. 


92 


80 


1999 


Y91577 


Homo sapiens 


Human secreted protein sequence i 
encoded by gene 2 SEQ ID NO:250. 


275 


79 


2000 


AF1 18078 


Homo sapiens 


PRO 1848 


111 


57 


2001 


S80119 


Rattus sp. 


reverse transcriptase homolog 


120 


61 


2002 


AB011110 


Homo sapiens 


KIAA0538 protein 


146 


73 


2003 


Ml 5530 


Homo sapiens 


B-cell growth factor 


94 


64 


2004 


AF225918 


Mus musculus 


intestinal cell kinase 


216 


77 


2005 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


125 


85 


2006 


D84391 


Mus musculus 


reverse transcriptase 


135 


38 


2007 


AF090930 


Homo sapiens 


PRO0478 


101 


86 
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cm i r\ 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identil 

y 


2008 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


156 


66 


2009 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJ\V18. 


165 


49 


2010 


AF1 13685 


Homo sapiens 


PRO0974 


124 


63 


2011 


AF1 30079 


Homo sapiens 


PR02852 


141 


78 


2012 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


94 


51 


2013 


AF090944 


Homo sapiens 


PRO0663 


67 


53 


2014 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DN A3 563 8. 


151 


58 


2015 


G03797 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7878. 


223 


75 


2016 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


137 


78 


2017 


L26953 


Homo sapiens 


chromosomal protein 


120 


74 


2018 


G03646 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7727. 


68 


57 


2019 


G03646 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7727. 


64 


42 


2020 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


334 


63 


2021 


L26953 


Homo sapiens 


chromosomal protein 


112 


64 


2022 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


139 


69 


2023 


U93569 


Homo sapiens 


putative pi 50 


187 


89 


2024 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


80 


72 " 


2025 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: J 63. 


142 


71 


2026 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


77 


66 


2027 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxy pro line-rich glycoprotein DZ- 
HRGP 


372 


73 


2028 


U49973 


Homo sapiens 


ORFJ ; MER37; putative transposase 
similar to pogo element 


159 


80 


2029 


AF1 94537 


Homo sapiens 


NAG13 


158 


57 


2030 


L26251 


Trypanosoma 
brucei 


CR5 


110 


41 


2031 


AF197913 


Helicoverpa 
armigera nuclear 
polyhedrosis 
virus 


basic DNA-binding protein BDBP 


149 


55 


2032 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


115 


80 


2033 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


157 


82 


2034 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


133 


75 


2035 


G03646 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7727. 


104 


67 


2036 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


137 


71 


2037 


AF130089 


Homo sapiens 


PRO2550 


146 


55 


2038 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


81 


73 


2039 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


122 


66 


2040 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


159 


68 
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SEQ IB 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identic 

y 


2041 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


95 


79 


2042 


V01555 


Human 
herpesvirus 4 


BYRF1, encodes EBNA-2 (Dambaugh 
eta], 1984; Dillner eta! 3 1984) 


108 


77 


2043 


G02515 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6596. 


125 


65 


2044 


AF 118086 


Homo sapiens 


PRO 1992 


103 


64 


2045 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


64 


2046 


W50392 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


108 


51 


2047 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


133 


68 


2048 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


155 


64 


2049 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


125 


53 


2050 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


112 


56 


2051 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


70 


62 


2052 


X61045 


Hydra sp. 


mini-collagen 


99 


46 


2053 


X83413 


Human 
herpesvirus 6 


U88 


148 


73 


2054 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


75 


63 


2055 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


104 


75 


2056 


X16524 


Dictyostelium 
discoideum 


coding region (AA 1 - 437) 


104 


51 


2057 


R95913 


Homo sapiens 


Neural thread protein. 


83 


77 


2058 


AFJ 18080 


Homo sapiens 


PROl 880 . 


126 


61 


2059 


AJ276003 


Homo sapiens 


GAR1 protein 


136 


59 


2060 


G02485 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6566. 


120 


70 


2061 


X01918 


Drosophila 
melanogaster 


salivary gland glue protein 


179 


40 


2062 


U00029 


Saccharornyces 
cerevisiae 


Yhr217cp 


110 


46 


2063 


AF130051 


Homo sapiens 


PRO0898 


143 


80 


2064 


AF006061 


Homo sapiens 


placental growth hormone isoform 
hGH-V3 


121 


85 


2065 


G02409 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6490. 


129 


66 


2066 


U82303 


Homo sapiens 


unknown 


92 


68 


2067 


AJ242540 


Volvox carted f. 
cagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


368 


79 


2068 


L27428 


Homo sapiens 


reverse transcriptase 


186 _j 


58 


2069 


AF130051 


Homo sapiens 


PRO0898 


164 


73 


2070 


U49973 


Homo sapiens 


ORF 1 ; MER37; putative transposase 
similar to pogo element 


271 


73 


2071 


AF130O51 


Homo sapiens 


PRO0898 


110 


56 


2072 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


117 


67 


2073 


AF 157706 


Human 

herpesvirus 6B 


B4 


104 


49 


2074 


AL049608 


Arabidopsis 
thaliana 


extensin-like protein 


120 


41 


2075 


AP002460 


Arabidopsis 
thaliana 


gene_id:FlD9.26~unknown protein 


150 


27 


2076 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


130 


85 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Idenlit 

y 


2077 


Ml 1897 


Mus musculus 


proline-rich salivary protein 


125 


42 


2078 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22ck>neHMSJW18. 


66 


75 


2079 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


3 85 


47 


2080 


AJ006470 


Homo sapiens 


cartilage-associated protein (CASP) 


139 


84 


2081 


AK024509 


Homo sapiens 


unnamed protein product 


132 


83 


2082 


U93564 


Homo sapiens 


putative pi 50 


137 


67 


2083 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


99 


71 


2084 


B01372 


Homo sapiens 


Neuron-associated protein. 


148 


81 


2085 


AL1 60371 


Leish mania 
major 


probable (bhv-6) ul 102, variant a 
DNA, complete virion genome 


114 


76 


2086 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


255 


63 


2087 


AF 194537 


Homo sapiens 


NAG 13 


122 


78 


2088 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


108 


74 


2089 


AF130079 


Homo sapiens 


PR02852 


149 


77 


2090 


U93574 


Homo sapiens 


p40 


260 


96 


2091 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


99 


76 


2092 


AF1 94537 


Homo sapiens 


NAG 13 


125 


51 


2093 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


339 


72 


2094 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


159 


56 


2095 


U93572 


Homo sapiens 


putative pi 50 


195 


57 


2096 


X83413 


Human 
herpesvirus 6 


U88 


132 


57 


2097 


AFO 10400 


Homo sapiens 


transaldolase-related protein 


463 


89 


2098 


U93563 


Homo sapiens 


putative pi 50 


128 


35 


2099 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


160 


43 


2100 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


133 


43 


2101 


G02532 


Homo sapiens 


Human secreted protein, SEQ I© NO: 
6613. 


97 


71 


2102 


K02401 


Homo sapiens 


chorionic somatomammotropin 


628 


90 


2103 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


141 


80 


2104 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


309 


63 


2105 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


192 


37 


2106 


Y59772 


Homo sapiens 


Human normal ovarian tissue derived 
protein 49. 


261 


89 


2107 


AF202051 


Homo sapiens 


NM23-H8 


680 


100 


2108 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


127 


54 


2109 


L22029 


Glycine max 


hydroxyproline-rich glycoprotein 


121 


36 


2110 


D26135 


Homo sapiens 


diacylglycerol kinase gamma 


372 


100 


2111 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 1 
similar to pogo element 


159 


56 


2112 


X65488 


Homo sapiens 


hnRNP U protein 


117 


70 


2113 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rha la. 


116 


35 


2114 


AF 130051 


Homo sapiens 


PRO0898 


93 


62 


2115 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


260 


53 


2116 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


148 


70 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterninn 

Score 


% 

Identit 

y 


2117 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


304 


71 


2118 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


70 


66 


2119 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


118 


84 


2120 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


94 


94 


2121 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


304 


73 


2122 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


83 


32 


2123 


AK025047 


Homo sapiens 


unnamed protein product 


116 


48 


2124 


G03371 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7452. 


95 


72 


2125 


AF138883 


Bos taurus 


type 11 collogen cyanogen bromide 
fragment CB 10 


103 


40 


2126 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


186 


100 


2127 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


117 


52 


2128 


AF1 94537 


Homo sapiens 


NAG 13 


126 


66 


2129 


AB015802 


Acetobacter 
xylinus 


similar to cellulose complementing 
protein of A. xyiinum ATCC23869 


109 


80 


2130 


AF187147 


Mus musculus 


drebrin A 


110 


38 


2131 


W54966 


Homo sapiens 


Synthetic human type 111 collagen 
SYN-C3. 


148 


42 


2132 


L36343 


Aspergillus 
nidulans 


regulatory protein 


130 


49 


2133 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


119 


58 


2134 


AF1 16689 


Homo sapiens 


PR02168 


113 


SI 


2135 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


191 


38 


2136 


M81321 


Macaca 
fascicularis 


proline-rich protein 


125 


43 


2137 


A18812 


Brassica napus 


extensin 


106 


34 


2338 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


104 


41 


2139 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


191 


92 


2140 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


196 


90 


2141 


Y57285 


Homo sapiens 


Human GPCR protein (HGPRP) 
sequence (clone ED 2214673). 


507 


78 


2142 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


201 


47 


2143 


AF090944 


Homo sapiens 


PRO0663 


164 


53 


2144 


Y86573 


Homo sapiens 


Human gene 9 1 -encoded protein 
fragment, SEQ ID NO:490. 


390 


76 


2145 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


198 


70 


2146 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


119 


82 


2147 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


194 


45 


2148 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


91 


60 


2149 


AF090942 


Homo sapiens 


PRO0657 


129 


66 


2150 


AF)300^9 


Homo sapiens 


PRO2550 


372 


82 


2151 


AC009991 


Arabidopsis 


unknown protein 


81 


59 
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Score 


% 

Identit 

y 






thaliana 








2152 


AF090942 


Homo sapiens 


PRO0657 


93 


53 


2153 


R133J9 


Homo sapiens 


Partial Human Natural Killer receptor. 


215 


89 


2154 


AC008075 


Arabidopsis 
thaliana 


F24J5.4 


139 


36 


2155 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


348 


50 


2156 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


112 


58 


2157 


AK024455 


Homo sapiens 


FLJ00047 protein 


152 


66 


2158 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


85 


80 


2159 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


165 


75 


2160 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


145 


45 


2161 


AF 1 19900 


Homo sapiens 


PR02822 


138 


71 


2162 


AJ223953 


Homo sapiens 


hPTTG 


106 


62 


2163 


AK023542 


Homo sapiens 


unnamed protein product 


76 


52 


2164 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


118 


84 


2165 


U41038 


Caenorhabditis 
elegans 


Similar to cadherin-type repeat 


137 


65 


2166 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


348 


88 


2167 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


108 


84 


2168 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


114 


48 


2169 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


125 


67 


2170 


AF 130089 


Homo sapiens 


PRO2550 


■ 142 


65 


2171 


Y 19609 


Homo sapiens 


SEQ ID NO 327 from W09922243. 


103 


65 


2172 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


104 


39 


2173 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


91 


50 


2174 


D38435 


Homo sapiens 


homologue of yeast PMS1 


314 


96 


2175 


AF1 19851 


Homo sapiens 


PRO 1722 


230 


69 


2176 


GO 1984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


100 


63 


2177 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


137 


44 


2178 


U23172 


Caenorhabditis 
elegans 


similar to myoblast cell surface antigen 
(SP:CS24_HUMAN, P23246) and D. 
melanogaster No-on-transient A protein 
(PIR:JH0162) 


139 


42 


2179 


AL049608 


Arabidopsis 
thaliana 


extensin-like protein 


286 


57 


2180 


L17318 


Rattus 
norvegicus 


proline-rich proteoglycan 


148 


40 


2181 


AK024455 


Homo sapiens 


FLJ00047 protein 


97 


63 


2182 


R95913 


Homo sapiens 


Neural thread protein. 


100 


69 


2183 


AF266479 


Homo sapiens 


rectachrome 1 


148 


81 


2184 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


64 


70 


2185 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


107 


40 . 


2186 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


110 


84 



186 
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cirn in 

NO: 




Species 


Description 


Smith- 

Waterrnan 

Score 


% 

Identit 

y 


2187 


API 37273 


Gallus gallus 


alpha 1 (V) collagen 


103 


43 


2188 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


115 


36 


2189 


D90064 


Homo sapiens 


NCA-W272 


271 


100 


2190 


AF1 30089 


Homo sapiens 


PRO2550 


137 


68 


2191 


X65165 


Volvox carteri 


extensin 


113 


62 


2192 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


154 


59 


2193 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


148 


59 


2194 


U52077 


Homo sapiens 


mariner transposase 


257 


53 


2195 


B12310 


Homo sapiens 


Human secreted protein encoded by 
gene 1 0 clone HDPGP94. 


98 


79 


2196 


D38I12 


Homo sapiens 


NADH dehydrogenase subunit 5 


180 


77 


2197 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


121 


65 


2198 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


126 


64 


2199 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


101 


67 


2200 


AJ007042 


Homo sapiens 


TRX5 protein 


264 


75 


2201 


AF130051 


Homo sapiens 


PRO0898 


71 


61 


2202 


AK024455 


Homo sapiens 


FLJ00047 protein 


153 


62 


2203 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


95 


52 


2204 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


128 


82 


2205 


AF090895 


Homo sapiens 


PRO0117 


163 


69 


2206 


G03806 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7887. 


154 


69 


2207 


R95913 


Homo sapiens 


Neural thread protein. 


103 


86 


2208 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


144 


78 


2209 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


100 


65 


2210 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


111 


45 


2211 


AF090931 


Homo sapiens 


PRO0483 


63 


90 


2212 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


100 


74 


2213 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


98 


41 


2214 


M76671 


Lycopersicon 
esculentum 


extensin (class II) 


137 


35 


2215 


X03717 


Homo sapiens 


pot. unidentified reading frame 1 


98 


54 


2216 


R95913 


Homo sapiens 


Neural thread protein. 


109 


48 


2217 


AF 118086 


Homo sapiens 


PRO 1992 


138 


79 


2218 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


343 


95 


2219 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


157 


84 . 


2220 


AF341347 


Homo sapiens 


alpha-tubulin 


571 


94 


222] 


AF071172 


Homo sapiens 


HERC2 


187 


84 


2222 


M17783 


Homo sapiens 


glia-derived nexin precursor 


529 


83 


2223 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


588 


85 


2224 


AK026072 


Homo sapiens 


unnamed protein product 


199 


57 


2225 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


161 


61 


2226 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


126 


41 


2227 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


124 


63 



187 
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SEQ ID 

IVO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 
y 


2228 


AF1 19855 


Homo sapiens 


PRO 1847 


108 


74 


2229 


G03133 ' 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


122 


55 


2230 


AF090944 


Homo sapiens 


PRO0663 


146 


61 


2231 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


152 


74 


2232 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


80 


59 


2233 


G03790 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7871. 


129 


58 


2234 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


143 


60 


2235 


AK024455 


Homo sapiens 


FLJ00047 protein 


133 


71 


2236 


Y87103 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 142. 


99 


59 


2237 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


111 


38 


2238 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


119 


63 


2239 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


75 


65 


2240 


L27428 


Homo sapiens 


reverse transcriptase 


136 


40 


2241 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


122 


82 


2242 


G00328 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
4409. 


105 


95 


2243 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


79 


48 


2244 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


145 


75 


2245 


U09116 


Homo sapiens 


ORF1, encodes a 40 kDa product 


346 


87 ! 


2246 


U82303 


Homo sapiens 


unknown 


155 


79 


2247 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


105 


45 


2248 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


105 


47 


2249 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


161 


63 


2250 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


124 


62 


2251 


X81206 


Drosophila hydei 


histone H3.3 


101 


71 


2252 


AF155581 


Danio rerio 


proteasome subunit beta 7 


92 


52 


2253 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


172 


60 


2254 


AF084225 


Homo sapiens 


cytochrome P450 2E1 


114 


46 


2255 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


136 


64 


2256 


AL132841 


Caenorhabditis 
elegans 


Y15E3A.3 


147 


90 


2257 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


297 


59 


2258 


U93563 


Homo sapiens 


putative pi 50 


218 


66 


2259 


L22650 


Homo sapiens 


early lymphoid activation protein 


82 


55 


2260 


AF194537 


Homo sapiens 


NAG 13 


117 


56 


2261 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


130 


82 


2262 


G00366 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4447. 


86 


66 


2263 


AL021918 


Homo sapiens 


b34I8.1 (Kruppel related Zinc Finger 
protein 1 84) 


372 


61 


2264 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


122 


71 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


2265 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


123 


79 


2266 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


204 


95 


2267 


L29029 


Chlamydomonas 
reinhardtii 


amino acid feature: Rod protein 
domain, aa266 468; amino acid 
feature: globular protein domain, aa 32 
265 


141 


58 


2268 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


499 


84 


2269 


A11693 


Homo sapiens 


start codon not included 


594 


87 


2270 


AB014554 


Homo sapiens 


KIAA0654 protein 


141 


63 


2271 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
S148. 


112 


60 


2272 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


118 


54 


2273 


Y20852 


Homo sapiens 


Human neurofilament-H mutant protein 
fragment 11. 


125 


35 • 


2274 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


92 


66 


2275 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


198 


64 


2276 


U15647 


Mus musculus 


reverse transcriptase 


100 


72 


2277 


AJ004810 


Zea mays 


cytochrome P450 monooxygenase 


129 


43 


2278 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


111 


67 


2279 


G00589 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4670. 


112 


68 


2280 


L27428 


Homo sapiens 


reverse transcriptase 


150 


60 


2281 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


142 


40 


2282 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


321 


54 


2283 


D00570 


Mus musculus 


open reading frame (251 AA) 


169 


56 


2284 


Y02887 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


86 


54 


2285 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


144 


50 


2286 


AF1 19901 


Homo sapiens 


PR02831 


116 


82 


2287 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


126 


73 


2288 


AF 130089 


Homo sapiens 


PRO2550 


102 


75 


2289 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


113 


70 


2290 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


327 


64 


2291 


L26953 


Homo sapiens 


chromosomal protein 


137 


53 


2292 


AF161356 


Homo sapiens 


HSPC093 


100 


57 


2293 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


138 


68 


2294 


X03145 


Homo sapiens 


pot. ORF 1 


120 


43 


2295 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


83 


52 


2296 


AK024455 


Homo sapiens 


FLJ00047 protein 


98 


66 


2297 


G00262 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4343. 


123 


73 


2298 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


349 


73 


2299 


GO 1984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


109 


61 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Ideotit 
y 


2300 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


100 


81 


2301 


AF251290 


Plasmodium 
falciparum 


glutamic acid-rich protein 


112 


40 


2302 


AF 155232 


Pisum sativum 


extensm 


89 


36 


2303 


AF1 30089' 


Homo sapiens 


PRO2550 


83 


50 


2304 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


84 


51 


2305 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


86 


30 


2306 


AP002031 


Arabidopsis 
thaliana 


gene_id:K3D20.3~ 


168 


44 


2307 


AF157321 


Homo sapiens 


30kDa protein 


309 


64 


2308 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


170 


57 


2309 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


198 


42 


2310 


Y27607 


Homo sapiens 


Human secreted protein encoded by 
gene No. 41. 


207 


100 


2311 


AF1 30089 


Homo sapiens 


PRO2550 


106 


66 


2312 


G00437 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
4518. 


137 


60 


2313 


R10755 


Homo sapiens 


Non-A non-B hepatitis specific 
antigenic protein encoded by 
phageclone lambda HC2533. 


114 


80 


2314 


AB032910 


Hylobates 
muelleri 


dopamine receptor D4 


108 


40 


2315 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


159 


59 


2316 


AK024455 


Homo sapiens 


FLJ00047 protein 


134 


58 


2317 


AF238235 


Entamoeba 
histolytica 


diaphanous protein 


103 


51 


2318 


U 15647 


Mus muscuius 


reverse transcriptase 


101 


37 


2319 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


117 


51 


2320 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


163 


78 


2321 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


97 


48 


2322 


D00570 


Mus musculus 


open reading frame (196 AA) 


122 


39 


2323 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


122 


75 


2324 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


118 


79 


2325 


U44838 


Glycine max 


extensin 


126 


36 


2326 


Y87103 


Homo sapiens 


Human secreted protein sequence SEQ 
lDNO:!42. 


99 


59 


2327 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


408 


79 


2328 


AF1 94537 


Homo sapiens 


NAG13 


181 


66 


2329 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


405 


75 


2330 


X53581 


Rattus 
norvegicus 


ORF4 


116 


45 


2331 


L26953 


Homo sapiens 


chromosomal protein 


108 


67 


2332 


L27428 


Homo sapiens 


reverse transcriptase 


117 


76 


.2333 


G00637 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4718. 


84 


50 


2334 


AF191687 


Homo sapiens 


alanine-glyoxylate aminotransferase 
homolog 


100 


37 


2335 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


84 


68 
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SEQ H> 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wnterman 


% 

ldentit 

y 


2336 


AL3901 14 


Leishmania 
major 


extremely cysteine/valine rich protein 


106 


53 


2337 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


168 


65 


2338 


R95913 


Homo sapiens 


Neural thread protein. 


164 


67 


2339 


AF090942 


Homo sapiens 


PRO0657 


122 


81 


2340 


G04078 


Homo saoiens 


Human secreted nrotein SEO ID NO* 
8159. 


107 


90 


2341 


AF090942 


Homo sapiens 


PRO0657 


124 


60 


2342 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


126 


83 


2343 


ABO 13454 


Rattus 
norvegicus 


NaPi-2 beta 


143 


77 


2344 


Y02693 


Homo sapiens 


Human secreted Drotein encoded bv 
gene 44 clone HTDAD22. 


127 


73 


2345 


AJ242540 


Vol vox carter i f. 
nagariensis 


hvdroxvDroline-rich slvconrotein DZ- 
HRGP 


146 


45 


2346 


Y67470 


Homo sapiens 


Np70 protein carboxy terminal region. 


120 


40 


2347 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


109 


55 


2348 


Y36203 


Homo sapiens 


Human secreted protein #75. 


138 


78 


2349 


L26953 


Homo <sanipn^ 

i I v/i ii w ocijji^iio 


chromosomal nrotein 


ni 


57 


2350 


G02532 


Homo <?anien<; 


Human secreted nrotein SFO TD NO* 
6613. 


120 


65 


2351 


S58722 


Homo ^aniens 


X-!inlced retinonathv nrotein -JC- 
terminal, clone XEH.Sc} 


144 


58 


2352 


AF 130051 


Homo sapiens 


PRO0898 


155 


70 


2353 


G00357 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4438. 


134 


76 


2354 


L27428 


Homo sapiens 


reverse transcriptase 


141 


71 


2355 


L26953 


Homo ^anien*; 


chromosomal nrotein 

vlU VJlIlVDl/IIICll yJi vlUUl 


128 


66 


2356 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


148 


75 


2357 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


115 


62 


2358 


B12310 


Homo sapiens 


Human secreted protein encoded by 
gene 10 clone HDPGP94 

gwilv IV vlvillv I X-Lsl \J1 J" - 


115 


50 


2359 


M76546 


Helianthus 


hydroxyproline-rich protein 


103 


43 


2360 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


82 


80 


2361 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


95 


72 


2362 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


117 


41 


2363 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
seauence 


98 


80 


2364 


AL451017 


Neurospora 
crassa 


related to UI SMALL NUCLEAR 
R1BONUCLEOPROTEIN C 


152 


45 


2365 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


85 


55 


2366 


G03790 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7871. 


101 


77 


2367 


AF093097 


Homo sapiens 


putative RNA-binding protein Q99 


248 


97 


2368 


U52077 


Homo sapiens 


mariner transposase 


227 


74 


2369 


X07882 


Homo sapiens 


Po protein 


102 


38 


2370 


U44838 


Glycine max j 


extensin 


102 


32 


2371 


ABO 12223 


Canis familiaris 


ORF2 


158 


60 


2372 


AF025467 


Caenorhabditis 


contains similarity to drosophila DNA- 


104 


42 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 






elegans 


binding protein K10 (NID:g8148) 






2373 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


107 


40 


2374 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


106 


67 


2375 


AF 118086 


Homo sapiens 


PRO 1992 


369 


65 


2376 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


95 


55 


2377 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


121 


59 


2378 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (JCEL) protein sequence. 


141 


70 


2379 


R95913 


Homo sapiens 


Neural thread protein. 


120 


50 


2380 


U93572 


Homo sapiens 


putative pi 50 


324 


53 


2381 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


195 


66 


2382 


U52077 


Homo sapiens 


mariner transposase 


282 


67 


2383 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


113 


43 


2384 


AJ242540 


Vol vox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


112 


37 


2385 


G03714 


Homo sapiens 


Human secreted Drotein SEO ID NO" 
7795. 


88 


75 


2386 


AF1 30089 


Homo sapiens 


PRO2550 


160 


62 


2387 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


166 


61 


2388 


AF1 30089 


Homo sapiens 


PRO2550 


303 


71 


2389 


AB027890 


S ch izosaccharom 
yces pom be 


Hypothetical protein 


116 


100 


2390 


U93570 


Homo sapiens 


putative pi 50 


151 


54 


2391 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


1 10 


71 


2392 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


109 


67 


2393 


AE001381 


Plasmodium 
falciparum 


hypothetical protein 


94 


34 


2394 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEOIDN0163 


156 


62 


2395 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


57 


56 


2396 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


107 


43 


2397 


AF2 10651 


Homo sapiens 




362 


54 


2398 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


116 


34 


2399 


S80864 


Homo sapiens 


cytochrome c-like polypeptide 


115 


68 


2400 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


141 


54 


2401 


M13100 


Rattus 
norvegicus 


unknown protein 


148 


46 


2402 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


333 


70 


2403 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


366 


94 


2404 


AF3 13685 


Homo sapiens 


PRO0974 


112 




2405 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


98 


67 


2406 


R41001 


Homo sapiens 


Human myotonic dystrophy gene 
protein. 


207 


68 


2407 


AL390114 


Leishmania 


probable (hhv-6) ul 102, variant a 


127 


63 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 






major 


DNA, complete virion genome 






2408 


G03101 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7182. 


378 


95 


2409 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO: 125. 


250 


86 


2410 


U72520 


Mus musculus 


mena protein 


115 


40 


2411 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF07S683) 


132 


44 


2412 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


109 


85 


2413 


AF1 19901 


Homo sapiens 


PR02831 


113 


66 


2414 


R95913 


Homo sapiens 


Neural thread protein. 


93 


57 


2415 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


104 


83 


2416 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


130 


50 


2417 


J02459 


bacteriophage 
lambda 


K (tail component; 1 99) 


720 


92 


2418 


J04694 


Mus musculus 


alpha- 1 type IV collagen 


103 


43 


2419 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


145 


61 


2420 


W26496 


Homo sapiens 


CD2 associated intracellular protein 
CAIPLS02-21 


115 


80 


2421 


AF000298 


Caenorhabditis 
elegans 


weak similarity to collagens; glycine- 
and pro line-rich 


145 


38 


2422 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


158 


73 


2423 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


156 


70 


2424 


G02480 


Homo sapiens 


Human secreted nrotein SFO ID TvICV 
6561. 


122 


61 

U 1 


2425 


Y30822 


Homo saoiens 


Human secreted nrotein encoded from 
gene 12. 


95 




2426 


U93565 


Homo sapiens 


putative pi 50 


147 


75 


2427 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


246 


53 


2428 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


138 


61 


2429 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


112 


75 


2430 


D13892 


Homo sapiens 


carboxyl methyltransferase 


181 


68 


2431 


X97675 


Homo sapiens 


plakophilin 2b 


131 


65 


2432 


G02896 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6977. 


108 


70 


2433 


X03145 


Homo sapiens 


pot. ORF HI 


180 


82 


2434 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


77 


86 


2435 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


42] 


67 


2436 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


111 


38 


2437 


AF2J0651 


Homo sapiens 


NAG 18 


128 


72 


2438 


AF0 16099 


Mus musculus 


endonuclease/reverse transcriptase 


232 


46 


2439 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA comnlete virion <*enorne 


122 


53 


2440 


G00376 


Homo saoien*; 


Human secreted nrotein SFO ID NO* 
4457. 


116 


80 


2441 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


139 


54 


2442 


AF090895 


Homo sapiens 


PRO0117 


115 


61 


2443 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


125 


70 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identil 

y 


2444 


G00594 


Homo saoiens 


Human secreted nrotein SEO ID NO' 
4675. 


71 


80 


2445 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


81 


37 


2446 


AF090895 


Homo sapiens 


PRO0117 


86 


64 


2447 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


103 


86 


2448 


W48351 


Homo sapiens 


Human breast cancer related Drotein 
BCRB2. 


94 


61 


2449 


L21936 


Homo sapiens 


succinate dehydrogenase flavoprotein 
subunit 


168 


91 


2450 


AF090942 


Homo sapiens 


PRO0657 


134 


71 


2451 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


126 


87 


2452 


K03179 


Homo sapiens 


pro-alpha- 1 type-I collagen 


120 


44 


2453 


AF 11 8082 


Homo sapiens 


PRO 1902 


143 


46 


2454 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


1 14 


68 


2455 


AF130089 


Homo sapiens 


PRO2550 


125 


89 


2456 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


134 


71 


2457 


Y36243 


Homo sanien^ 


Human secrpfed nrotein enrnrled Kv 

gene 20. 


93 


75 


2458 


Y09945 


Rattus 
norvegicus 


outative inteoTal membrane transport 

UUlUll > V UJlvu Ui XII wllJIUl CUlw U UIIOUvl I 

protein 4 


166 


46 


2459 


AF 130052 


Homo sapiens 


PRO0956 


75 


48 


2460 


G00328 


Homo sanien^ 


Hnman secreted nrotein SFO NO* 
4409. 


162 




2461 


R96800 

IV/ Www 


Homo ^aoien^ 


Human hi stinrvte- secreted fartnr HSF 




69 


2462 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA comnlete virion opnome 


157 


48 


2463 


X83413 


Human 
herpesvirus 6 


U88 


236 


50 


2464 


G00517 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4598. 


181 


53 


2465 


X83413 


Human 
herpesvirus 6 


U88 


218 


50 


2466 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


147 


57 


2467 


X83413 


Human 
herpesvirus 6 


U88 


196 


53 


2468 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


165 


61 


2469 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


101 


46 


2470 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


221 


56 


2471 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO; 
4508. 


136 


63 


2472 


AL359782 


Trypanosoma 
brucei 


oossible fhhv-6^ ul 102 variant a dna 
complete virion genome. 


122 


94 


2473 


AF161361 


Homo sapiens 


HSPC098 

A IU1 vv/ U 


120 


60 


2474 


M76546 


Helianthus 
annuus 

C*I U 1 UUw> 


hydroxyproline-rich protein 


142 


40 


2475 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


130 


58 


2476 


G025I5 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6596. 


78 


48 


2477 


AL 160371 


Leishmania 


probable (hhv-6) ul 102, variant a 


86 


46 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


INU: 








Waterman 


Identit 










Score 


y 






major 


DNA, complete virion genome 






2478 


G01478 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


96 


66 








5559. 






2479 


AL033545 


Arabidopsis 


extensin-like protein 


114 


40 






thaliana 








2480 


AL359782 


Trv n an osom a 


nossihie nl IfP variant a rina. 

pv/*.)J J 1 v y^llllV \J J Ul 1 \S — f »UI mill U UllUj 


142 


59 






brucei 


complete virion genome. 






2481 


AL390114 


Leishmania 


probable (hhv-6) ul 102, variant a 


146 


62 






major 


DNA, complete virion genome 






2482 


AL 132902 


Caenorhabditis 


Y71A12B.4 


160 


37 






elegans 








2483 


AF 154502 


Homo sapiens 


quiescent eel! proline dipeptidase 


439 


88 


2484 


AFO 10326 


Drosophila 


short form of CHIP 


56 


42 






melanogaster 








2485 


W80406 


Homo sapiens 


A secreted protein encoded by clone 


119 


50 








dh40 3. 






2486 


W31186 


Homo sapiens 


Human pi 60 polypeptide 160.2. 


115 


60 


2487 


W48351 


Homo sapiens 


Human breast cancer related protein 


103 


74 








BCRB2. 






2488 


L26953 


Homo sapiens 


chromosomal protein 


129 


68 


2489 


Y21418 


Homo sapiens 


Human hi^ h mobilitv ornun n rote in 


96 


46 








HMGI-C mutant fragment 2. 






2490 


Y91577 


Homo sapiens 


Human secreted protein sequence 


366 


94 








encoded by gene 2 SEQ ID NO:250. 






2491 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


158 


76 








4508. 






2492 


U12707 


Homo sapiens 


Wiskott-Aldrich syndrome protein 


144 


47 


2493 


Y14482 


Homo saoiens 


Fragment of human secreted protein 


117 


81 








encoded by gene 1 7. 






2494 


X92485 


Plasmodium 


oval 


116 


64 






vivax 








2495 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


92 


64 








7795. 






2497 


AF161483 


Homo sapiens 


HSPC134 


211 


78 


2498 


X05006 


Homo sapiens 


S-protein 


298 


92 1 


2499 


AB03291 1 


Hylobates agilis 


dopamine receptor D4 


89 


42 


2500 


M98502 


Mus muscuJus 


pMLZ-4 


325 


90 


2501 


Y94920 


Homo sapiens 


Human secreted protein clone 


569 


85 








pm4 12 12 protein sequence SEQ ID 












NO:46. 






2502 


AB049054 


Homo sapiens 


brain link protein- 1 


224 


90 


2503 


AF064604 


Homo sapiens 


KE03 protein 


224 


37 


2504 


Z69727 


Schizosaccharom 


putative dna-directed rna polymerase iii 


384 


61 






yces pombe 


130 kd polypeptide (ec 2.7.7.6) 






2505 


M11901 


Rattus 


proline-rich salivary protein 


147 


43 






norvegicus 








2506 


A JO 10604 


Mus musculus 


L-Sox5 protein 


366 


87 


2507 


X83413 


Human 


U88 


203 


46 






herpesvirus 6 








2508 


AJ277425 


Globodera 


putative cuticular collagen 


125 


40 






pallida 








2509 


AB017919 


Homo sapiens 


peptidylarginine deiminase type V 


148 


81 


2510 


AF001947 


Homo sapiens 


U4/U6-associated RNA splicing factor 


583 


97 


2511 


AJ238520 


Homo sapiens 


putative transcription factor-like 


722 


100 








nuclear regulator 






2512 


AL390736 


Homo sapiens 


bA209J19.1.1 (GW1 12 protein) 


557 


84 


2513 


D84223 


Homo sapiens 


leucyl tRNA synthetase 


1113 


100 


2514 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


174 


56 








clone HPMBQ32. 
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SEQ ID 

INU: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


2515 


U60803 


Homo sapiens 


clathrin heavy chain 2 


111 


92 


2516 


AJ388557 


Can is familiaris 


zinc finger protein 


826 


56 


2517 


AB027251 


Homo sapiens 


zinc finger protein (ZFD25) 


631 


85 


2518 


AK023160 


Homo sapiens 


unnamed protein product 


168 


54 


2519 


D87326 


Mus musculus 


GSG2 


575 


73 


2520 " 


G03371 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7452. 


100 


42 


2521 . 


X676^8 


Homo sapiens 


trans ketolase 


120 


66 


2522 


AF074086 


Homo sapiens 


protease 


390 


86 


2523 


AF220509 


Homo sapiens 


transcription associated factor 
TAFI131L 


801 


99 


2524 


AL078463 


Homo sapiens 


dJ365I19.1 (KIAA0456) 


374 


92 


2525 


AF038995 


Mus musculus 


putative RNA helicase RCK 


160 


93 


2526 


M60618 


Homo sapiens 


nuclear autoantigen 


116 


75 


2527 


G03133 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7214. 


101 


57 


2528 


X68790 


Homo sapiens 


Bactericidal /Permeability Increasing 
Protein 


136 


90 


2529 


A01592 


Homo sapiens 


haemoglobin A beta chain 


508 


94 


2530 


U89277 


Homo sapiens 


polyhomeotic 1 homolog 


404 


79 


2531 


X90845 


Rattus 
norvegicus 


alphall spectrin 


507 


87 


2532 


AL 137081 


Arabidopsis 
thaliana 


phenylalanine-tRNA synthetase-! ike 
protein 


178 




2533 


Y 18046 


Homo sapiens 


FGFR1 oncogene partner (FOP) 


363 


100 


2534 


W54966 


Homo sapiens 


Synthetic human type III collagen 
SYN-C3. 


113 


42 


2535 


X61047 


Hydra sp. 


mini-collagen 


102 


38 


2536 


AB006330 


Mus musculus 


SOX5 


559 


94 


2537 


AC006283 


Arabidopsis 
thaliana 


En/Spm-like transposon protein 


149 


33 


2538 


AF 196779 


Homo sapiens 


JM 3 1 protein 


139 


57 


2539 


AK000741 


Homo sapiens 


unnamed protein product 


233 


47 


2540 


Y 18046 


. Homo sapiens 


FGFR1 oncogene partner (FOP) 


315 


84 


2541 


U54996 


Homo sapiens 


HZW10 


371 


81 


2542 


G02631 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6712. 


99 


45 


2543 


M95610 


Homo sapiens 


alpha-2 IX collagen 


93 


34 


2544 


AF071173 


Mus musculus 


Herc2 


349 


82 


2545 


AB000516 


Homo sapiens 


DSIFpl60 


600 


93 


2546 


AL355178 


Homo sapiens 


dJ947L8.1 .6 (novel CUB and Sushi 
(SCR repeat) domain protein) 


395 


90 


2547 


U93574 


Homo sapiens 


putative pi 50 


235 


76 


2548 


X80035 


Oryctolagus 
cuniculus 


cysteine rich hair keratin associated 
protein 


99 


31 


2549 


U58088 


Homo sapiens 


Hs-CUL-2 


592 


86 


2550 


L26953 


Homo sapiens 


chromosomal protein 


131 


63 


2551 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


99 


61 


2552 


U39412 


Homo sapiens 


alpha SNAP 


159 


54 


2553 


AF248651 


Homo sapiens 


RNA-binding protein BRUNOL4 


569 


93 


2554 


AJ006519 


Rattus 
norvegicus 


ASIC-beta 


164 


73 


2555 


U93570 


Homo sapiens 


putative pi 50 


169 


52 | 


2556 


AF 104328 


Arabidopsis 
thaliana 


cell wall-plasma membrane linker 
protein homolog 


105 


29 


2557 


AB028975 


Homo sapiens 


KIAA1052 protein 


630 


83 


2558 


AJ245621 


Homo sapiens 


CTL2 protein 


286 


47 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


2559 


AF090944 


Homo sapiens 


PRO0663 


174 


78 


2560 


Y 17832 


Human 
endogenous 
retrovirus K 


pol protein 


411 


63 


2561 


AF1 09907 ' 


Homo sapiens 


S164 


279 


44 


2562 


A0956I 


synthetic 
construct 


human serum albumin 


680 


91 


2563 


U48359 


Gallus gallus 


kinesin light chain 


575 


81 


2564 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


435 


88 


2565 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


623 


89 


2566 


AF154916 


Chlamydomonas 
reinhardtii 


variable flagellar number protein 


117 


36 


2567 


AF181657 


Drosophila 
melanogaster 


BcDNA . LD34475 


261 


42 


2568 


M12530 


Homo sapiens 


transferrin precursor 


693 


87 


2569 


U969I5 


Homo sapiens 


sin3 associated polypeptide pi 8 


651 


93 


2570 


R74205 


Homo sapiens 


Human death associated protein DAP- 
2. 


285 


27 


2571 


AL078593 


Homo sapiens 


dJ210Bl.l (KJAA0680) 


107 


37 


2572 


AF293405 


Phaseolus 
coccineus 


seed-micropylar-endothelium-specific 
protein 


88 


39 


2573 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


110 


49 


2574 


AB024601 


Pseudomonas 
aeruginosa 


uridylyl transferase 


120 


37 


2575 


AB050893 


Anadara nodifera 


cytochrome c oxidase subunit 1 


111 


79 


2576 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


130 


72 


2577 


M17697 


Homo sapiens 


glutamate dehydrogenase 


369 


61 


2578 


AF045640 


Caenorhabditis 
elegans 


C11D2.4 gene product 


264 


43 


2579 


U7I382 


Homo sapiens 


OB binding protein- 1 


273 


86 


2580 


AFi 16661 


Homo sapiens 


PR01438 


114 


61 


2581 


AK000496 


Homo sapiens 


unnamed protein product 


153 


55 


2582 


A67510 


Mus musculus 


MUS MUSCULUS GENOMIC DNA 
CONTAINING N ALLELE OF FV1 
GENE. 


190 


38 


2583 


Y44851 


Homo sapiens 


Human CD39-L66 protein. 


205 


97 


2584 


AB029151 


Homo sapiens 


D29 


253 


73 


2585 


AF039023 


Homo sapiens 


Ran-GTP binding protein; RanBP6 


765 


94 


2586 


AF054180 


Homo sapiens 


hematopoietic cell derived zinc finger 
protein 


116 


34 


2587 


AF283645 


Homo sapiens 


folate transporter/carrier 


580 


82 


2588 


AF090930 


Homo sapiens 


PRO0478 


132 


67 


2589 


AC002339 


Arabidopsis 
thaJiana 


putative ABC transporter 


238 


34 


2590 


M34668 


Homo sapiens 


protein tyrosine phosphatase (EC 
3.1.3.48) 


627 


86 


2593 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


141 


63 


2592 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


142 


63 


2593 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


146 


54 


2594 


AF047437 


Homo sapiens 


sperm acrosomal protein 


526 


74 


2595 


U28789 


Mus musculus 


PACT 


528 


71 


2596 


AB002366 


Homo sapiens 


KIAA0368 


615 


83 


2597 


AL049610 


Homo sapiens 


dJ1055C14.2 (KIAA0026 
(transcription factor-like protein 


704 


93 
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SEQI1> 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Ide&tit 
y 








MRGX)) 






2598 


G01279 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5360. 


385 


79 


2599 


AF090895 


Homo sapiens 


PRO0117 


142 


61 


2600 


D29763 


Mus musculus 


seizure-related gene product 6 
precursor 


119 


76 


2601 


U20158 


Homo sapiens 


SLP-76 


108 


53 


2602 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


242 


78 


2603 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


233 


73 | 


2604 


L24804 


Homo sapiens 


p23 


259 


62 


2605 


Y12102 


Homo sapiens 


Human 5' EST secreted protein SEQ ID 
NO: 415. 


132 


92 


2606 


U79284 


Homo sapiens 


SEC14L 


614 


81 


2607 


AF202635 


Homo sapiens 


PP1200 


105 


47 


2608 


AF277374 


Homo sapiens 


enhancer of polycomb 


254 


85 


2609 


X03484 


Homo sapiens 


raf protein (aa 1-648) 


600 


82 


2610 


U15637 


Homo sapiens 


CD40 binding protien 


465 


82 


2611 


U40265 


Trypanosoma 
cruzi 


ATPase subunit 6 


98 


31 


2612 


AF090942 


Homo sapiens 


PRO0657 


125 


48 


2613 


V00662 


Homo sapiens 


cytochrome oxidase I 


605 


82 


2614 


U46920 


Homo sapiens 


metaxin 


748 


94 


2615 


Y19757 


Homo sapiens 


SEQ ID NO 475 from W09922243. 


113 


87 


2616 


AK025047 


Homo sapiens 


unnamed protein product 


173 


58 


2617 


D13866 


Homo sapiens 


alpha-catenin 


569 


96 


2618 


U20536 


Homo sapiens 


cysteine protease Mch2 isoform alpha 


588 


87 


2619 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


608 


86 


2620 


AF190168 


Homo sapiens 


serum albumin precursor 


522 


78 


2621 


A06977 


Homo sapiens 


albumin 


607 


93 


2622 


R14584 


Homo sapiens 


TGF beta 1 binding protein encoded by 
clone BPA 13. 


339 


81 


2623 


X5669S 


Xenopus laevis 


42Sp48 


117 


47 


2624 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


131 


57 


2625 


X07881 


Homo sapiens 


proline-rich protein G 1 


116 


32 


2626 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


89 


58 


2627 


A00279 


synthetic 
construct 


Human serum albumin 


564 


95 


2628 


AK021613 


Homo sapiens 


unnamed protein product 


214 


70 


2629 


M23613 


Homo sapiens 


nucleophosmin 


486 


82 


2630 


AF243424 


Homo sapiens 


SG2NA beta isoform 


256 


98 


2631 


G00506 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4587. 


81 


60 


2632 


A06977 


Homo sapiens 


albumin 


457 


74 


2633 


A06977 


Homo sapiens 


albumin 


563 


93 


2634 


M81088 


Rattus 
norvegicus 


EF-1 -alpha 


165 


68 


2635 


AL359587 


Homo sapiens 


hypothetical protein 


496 


82 


2636 


A03758 


Homo sapiens ( 


serum albumin 


576 


91 


2637 


G02872 | 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


127 


39 


2638 


U93563 


Homo sapiens 


putative pi 50 


186 


38 


2639 


U68729 


Meloidogyne 
incognita 


cuticle preprocollagen 


113 


34 


2640 


AB033056 


Homo sapiens 


KIAA 1230 protein 


269 


94 


2641 


AF116712 


Homo sapiens 


PR02738 


115 


61 


2642 


W48353 


Homo sapiens 


Human breast cancer related protein 


124 


72 
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NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








BCFLT2. 






2643 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


98 


54 


2644 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


127 


64 


2645 


AK025116 


Homo sapiens 


unnamed prote in product 


104 


64 


2646 


X92485 


Plasmodium 
vivax 


pval 


100 


47 


2647 


AF 130089 


Homo sapiens 


PRO2550 


122 


51 


2648 


AF1 94537 


Homo sapiens 


NAG 13 


279 


83 


2649 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


90 


66 


2650 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


148 


63 


2651 


AF1 16661 


Homo sapiens 


PRO 143 8 


112 


46 


2652 


U63542 


Homo sapiens 


FAP protein 


128 


79 


2653 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


133 


46 


2654 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


139 


72 


2655 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


164 


72 


2656 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhcm) gene preoduct 


145 


53 


2657 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


166 


64 


2658 


B25722 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 9 SEQ ID NO: 111. 


91 


88 


2659 


X92485 


Plasmodium 
vivax 


pval 

0 


341 


60 


2660 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


68 


68 


2661 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


96 


59 


2662 


AF090931 


Homo sapiens 


PRO0483 


314 


74 


2663 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


129 


57 


2664 


AF090930 


Homo sapiens 


PRO0478 


170 


78 


2665 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


460 


77 


2666 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


368 


67. 


2667 


AF090931 


Homo sapiens 


PRO0483 


90 


88 


2668 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


121 


66 


2669 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


169 


73 


2670 


AF194537 


Homo sapiens 


NAG 13 


170 


42 


2671 


X86003 


Rattus 
norvegicus 


neuron-derived orphan receptor 


104 


50 


2672 


U63542 


Homo sapiens 


FAP protein 


139 


75 


2673 


AF090930 


Homo sapiens 


PRO0478 


330 


69 


2674 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


161 


75 


2675 


AK024455 


Homo sapiens 


FLJ00047 protein 


105 


53 


2676 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


142 


67 


2677 


AK000496 


Homo sapiens 


unnamed protein product 


110 


67 


2678 


AF116715 


Homo sapiens 


PR02829 


351 


78 


2679 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


160 


72 


2680 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


330 


81 
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Accession No. 


Species 


Description 


Smith- 


% 


NO- 








Water ran n 


Identit 










Score 


v 








6613. 






2681 , 


Y76198 


Homo sapiens 


Human secreted protein encoded by 


131 


75 








gene 75. 






2682 


U76604 


Homo sapiens 


1 80 kDa bullous pemphigoid antigen 


96 


37 








2/type XVII collagen 






2683 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


85 


55 


2684 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


127 


80 








4488. 






2685 


AF090895 


Homo sapiens 


PRO0117 


81 


51 


2686 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


119 


52 








7871. 






2687 


M64793 


Rattus 


salivary proline-rich protein 


122 


41 






norvegicus 








2688 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


145 


71 


2689 


AF130089 


Homo sapiens 


PRO2550 


149 


78 


2690 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


102 


47 








clone HPMBQ32. 






2691 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


116 


74 








7124. 






2692 


G03064 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


60 








7145. 






2693 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


106 


26 


2694 


AE001158 


Borrelia 


conserved hypothetical integral 


81 


37 






burgdorferi 


membrane protein 






2695 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


162 


76 








7867. 






2696 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 


114 


100 








RHAla(AF078683) 






2697 


AF1 94537 


Homo sapiens 


NAG13 


126 


90 


2698 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


140 


69 








7795. 






2699 


U93563 


Homo sapiens 


putative pi 50 


138 


37 


2700 


AF090928 


Homo sapiens 


PRO0470 


177 


57 


2701 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


75 








7795. 






2702 


X92485 


Plasmodium 


pval 


116 


50 






vivax 








2703 


AK024455 


Homo sapiens 


FLJ00047 protein 


103 


57 


2704 


D38114 


Gorilla gorilla 


NADH dehydrogenase subunit 2 (ND2) 


137 


81 


2705 


AF090895 


Homo sapiens 


PRO0117 


105 


51 


2706 


AF090944 


Homo sapiens 


PRO0663 


121 


45 


2707 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


104 


57 








7344. 






2708 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


157 


85 








7253. 






2709 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


283 


84 


2710 


AF130079 


Homo sapiens 


PR02852 


125 


48 | 


271] 


M22334 


Homo sapiens 


unknown protein 


133 


50 


2712 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


58 








4497. 






2713 


S80119 


Rattus sp. 


reverse transcriptase bomolog 


230 


57 


2714 


AF090931 


Homo sapiens 


PRO0483 


98 


85 


2715 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


104 


79 








5327. 






2716 


L00016 


Homo sapiens 


urf5 


295 


93 


2717 


Y02693 


Homo sapiens 


Human secreted protein encoded by 


135 


82 








gene 44 clone HTDAD22. 






2718 


M81321 


Macaca 


proline-rich protein 


117 


38 






fascicularis 
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NO: 


Accession No. 


Species 


Description 


Smith- 

Wnterroan 

Score 


% 

Identit 
y 


2719 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


124 


57 


2720 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


147 


56 


2721 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFRJ96. 


132 


67 


2722 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


129 


56 


2723 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


392 


68 


2724 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


182 


79 


2725 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ 1DNO.T63. 


195 


92 


2726 


W97293 


Homo sapiens 


An annexin binding protein (NABP-1). 


193 


40 


2727 


U12690 


Homo sapiens 


cytochrome oxidase subunit If 


547 


85 


2728 


V00662 


Homo sapiens 


cytochrome oxidase I 


500 


92 


2729 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


110 


56 


2730 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


124 


75 


2731 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


113 


57 


2732 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


149 


51 


2733 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


101 


44 


2734 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


288 


81 


2735 


Z74036 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF01391 (Collagen triple helix repeat 
(20 copies)), Score=58.9, E- 
vame=3.5e-14,N=3 


117 


37 


2736 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


154 


62 


2737 


AK024455 


Homo sapiens 


FLJ00047 protein 


136 


60 


2738 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


110 


63 


2739 


AP002460 


Arabidopsis 
thaliana 


gene_id:F!D9.26~unknown protein 


363 


90 


2740 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


358 


69 


2741 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


143 


64 


2742 


L27428 


Homo sapiens 


reverse transcriptase 


119 


45 


2743 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


76 


63 


2744 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


155 


79 


2745 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


114 


51 


2746 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ1DN0:163. 


159 


75 


2747 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


162 


79 


2748 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


107 


49 


2749 


AK024455 


Homo sapiens 


FLJ00047 protein 


165 


69 


2750 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


167 


72 


2751 


M22332 


Homo sapiens 


unknown protein 


208 


46 
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Species 
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% 
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y 


2752 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


125 


56 


2753 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


150 


65 


2754 


AF220264 


Homo sapiens 


MOST-1 


130 


52 


2755 


AK024455 


Homo sapiens 


FLJ00047 protein 


128 


58 


2756 


AF 130051 


Homo sapiens 


PRO0898 


162 


73 


2757 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


259 


86 


2758 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


124 


58 


2759 


AJ243666 


Homo sapiens 


NICE-5 protein 


118 


84 


2760 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


533 


90 


2761 


G02482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6563. . 


110 


39 


2762 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


257 


88 


2763 


Y73345 


Homo sapiens 


HTRM clone 438283 protein sequence. 


624 


67 


2764 


R13556 


Homo sapiens 


Protein encoded downstream of hhcJVl 
oncoprotein. 


156 


45 


2765 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


132 


58 


2766 


X92485 


Plasmodium 
vivax 


pval 


149 


53 


2767 


AFI 13685 


Homo sapiens 


PRO0974 


131 


63 


2768 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


109 


56 


2769 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


154 


71 


2770 


X97707 


Pongo pygmaeus 
abelii 


stopcodon created by 
posttranscriptiona) polyadenylation 


185 


87 


2771 


Y02671 


Homo sapiens 


Human secreted protein encoded by . 
gene 22 clone HMSJW 18. 


110 


59 


2772 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


145 


60 


2773 


AF090944 


Homo sapiens 


PRO0663 


118 


62 


2774 


L26953 


Homo sapiens 


chromosomal protein 


112 


58 


2775 


AF090930 


Homo sapiens 


PRO0478 


127 


59 


2776 


AK024455 


Homo sapiens 


FLJ00047 protein 


154 


56 


2777 


R59843 


Homo sapiens 


ApoE4Lx2 protease. 


103 


42 


2778 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


101 


55 


2779 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


131 


64 


2780 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


89 


56 


2782 


D38113 


Pan troglodytes 


NADH dehydrogenase subunit 4 


194 


97 


2783 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNFIU96. 


124 


68 


2784 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


123 


49 


2785 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


175 


50 


2786 


W58700 


Homo sapiens 


Human ST-1 partial sequence. 


219 


100 


2787 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


137 


90 


2788 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


519 


76 


2789 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


104 


44 


2790 


AF130089 


Homo sapiens 


PRO2550 


121 


39 


2791 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


135 


63 


2792 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


124 


50 



202 



WO 01/64835 



PCTAJS01/04927 



SEQ ID 

INO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 
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v 

j 








7133. 






2793 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


153 


80 


2794 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


461 


84 


2795 


AF090931 


Homo sapiens 


PRO0483 


114 


76 


2796 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


107 


53 


2797 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


114 


78 


2798 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


115 


71 


2799 


G02515 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6596. 


113 


79 


2800 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


117 


48 


2801 


X92485 


Plasmodium 
vivax 


pval 


97 


80 


2802 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


471 


80 


2803 


AF 130051 


Homo sapiens 


PRO0898 


118 


78 


2804 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


78 


73 


2805 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


143 


69 


2806 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


102 


62 


2807 


K02401 


Homo sapiens 


chorionic somatomammotropin 


543 


88 


2808 


Y18522 


Corvus 
frucileffus 


cytochrome oxidase subunit I 


382 


60 


2809 


G01194 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

'5275. 


555 


93 


2810 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-I). 


399 


77 


2811 


AF007826 


Homo sapiens 


bax epsilon 


94 


39 


2812 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


220 


67 


2813 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


495 


81 


2814 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


1 12 


48 


2815 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


102 


75 


2816 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


437 


83 


2817 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


143 


66 


2818 


X55733 


Homo sapiens 


initation factor 4B 


458 


80 


2819 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


132 


65 


2820 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


347 


68 


2821 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


94 


62 


2822 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 
oncoprotein. 


118 


54 


2823 


AF 130079 


Homo sapiens 


PR02852 


143 


54 


2824 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


140 


52 


2825 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


161 


67 


2826 


AFJ 19851 


Homo sapiens 


PRO 1722 


104 


70 


2827 


D49489 


Homo sapiens 


human P5 


523 


91 


2828 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


206 


81 


2829 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


138 


42 


2830 


AF090931 


Homo sapiens 


PRO0483 


97 


80 


2831 


GO3790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


144 


65 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Woterraan 

Score 


% 

Idcntit 

y 








7871. 






2832 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


112 


35 


2833 


X92485 


Plasmodium 
vivax 


pval 


103 


43 


2834 


R32010 


Homo sapiens 


RpI5-TIA-l. 


152 


54 


2835 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


153 


59 


2836 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


148 


59 


2837 


AF090931 


Homo sapiens 


PRO0483 


149 


81 


2838 


AF 130089 


Homo sapiens 


PRO2550 


123 


49 


2839 


AF090942 


Homo sapiens 


PRO0657 


135 


54 


2840 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


124 


54 


2841 


AF090895 


Homo sapiens • 


PRO0U7 


146 


55 


2842 


AF1 32200 


Homo sapiens 


PRO 1751 


98 


74 


2843 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


194 


75 


2844 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


61 


59 


2845 


AL3901 14 


Leishmania 
major 


extremely cysteine/valine rich protein 


171 


37 


2846 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


155 


69 


2847 


Y02671 


Homo sapiens 


Human secreted nrotein encoded hv 

X * v* i iiui i wlVU 1/1 vlvlll vi 1 vvU v\J KJ j 

gene 22 clone HMSJW18. 


141 


58 


2848 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


108 


65 


2849 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


441 


77 


2850 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


490 


88 


2851 


K02401 


Homo sar>iens 


chorionic sornatornammotronin 


488 


90 


2852 


G03258 


Homo sapiens 


Human secreted nrotein SEO ID NO* 
7339. 


1 10 


49 


2853 


U83280 


Leishmania 
donovani 


39 kDa antigen 


131 


47 


2854 


AF090944 


Homo sapiens 


PRO0663 


173 


72 


2855 


V00662 


Homo sapiens 


ATPase 6 


392 


71 


2856 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 

X V* 1 J WVAWVA MV '? 1 Mil vUl J 1 \J M. Jill V J ▼ A. 

oncoprotein. 


147 


50 


2857 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


1 13 


76 


2858 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


178 


84 


2859 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:l 63. 


192 


92 


2860 


Z81068 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF00102 (Protein-tyrosine 
phosphatase), Score=232.1,E- 
value=2.6e-66,N=l~cDNA EST 
yk299h6.3 comes from this 
gene-cDNA EST yk420b4.3 comes 
from this gene-cDNA EST yk439g6.3 

rnmpc from tHiQ ppnp-^DNA P^T 
vk299hf> S crimes from thi^ 

gene-cDNA EST yk420b4.5 comes 
from this eene~cDNA EST vk439&6 S 
comes from this gene 


104 


36 


2861 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


444 


85 


2862 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


168 


61 


2863 


U93564 


Homo sapiens 


putative pi 50 


132 


3< 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Jdentit 

y 


2864 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


152 


50 


2865 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


124 


76 


2866 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


145 


46 


2867 


AF090930 


Homo sapiens 


PRO0478 


161 


61 


2868 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


117 


48 


2869 


U 15647 


Mus musculus 


reverse transcriptase 


197 


40 


2870 


U09500 


Homo sapiens 


cytochrome b 


394 


68 


2873 


U09500 


Homo sapiens 


cytochrome b 


614 


92 


2872 


D38112 


Homo sapiens 


NADH dehydrogenase subunit4 


516 


87 


2873 


D38112 


Homo sapiens 


NADH dehydrogenase subunit4 


458 


84 


2874 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


516 


92 


2875 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


87 


55 


2876 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


624 


96 


2877 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


160 


58 


2878 


U32174 


Dictyostelium 
discoideum 


non-receptor tyrosine kinase 


J 20 


33 


2879 


D38112 


Homo sapiens 


ATPase subunit 6 


141 


54 


2880 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


140 


84 


2881 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


93 


79 


2882 


V00662 


Homo sapiens 


ATPase 6 


130 


87 


2883 


AL390114 


Leishmania 
major 


probable proteophosphoglycan 


117 


50 


2884 


AF1 19851 


Homo sapiens 


PRO 1722 


79 


55 


2885 


X92485 


Plasmodium 
vivax 


pval 


106 


48 


2886 


V00662 


Homo sapiens 


ATPase 6 


127 


87 


2887 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


191 


83 


2888 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


138 


58 


2889 


X92485 


Plasmodium 
vivax 


pval 


107 


63 


2890 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


163 


89 


2891 


AF090942 


Homo sapiens 


PRO0657 


72 


37 


2892 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


136 


56 


2893 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


139 


66 


2894 


AK024455 


Homo sapiens 


FLJ00047 protein 


139 


57 


2895 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


111 


44 


2896 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


182 


62 


2897 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


143 


73 


2898 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


248 


53 


2899 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


366 


68 


2900 


X07882 


Homo sapiens 


Po protein 


146 


41 


2901 


V00662 


Homo sapiens 


cytochrome B 


517 


91 


2902 


D38115 


Pongo pygmaeus 


cytochrome c oxidase subunit 3 


378 


67 


2903 


AF090931 


Homo sapiens 


PRO0483 


117 


67 


2904 


AF003540 


Homo sapiens 


KrueppeJ family zinc finger protein 


99 


54 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 

waterman 

Score 


% 

Ideotit 

y 


2905 


AF1 30079 


Homo sapiens 


PR02852 


111 


55 


2906 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


427 


79 


2907 


AF202635 


Homo sapiens ( 


PP1200 


140 


66 


2908 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


116 


41 


2909 


U63542 


Homo sapiens 


FAP protein 


155 


75 


2910 


D38114 


Gorilla gorilla 


cytochrome c oxidase subunit 1 (COI) 


446 


72 


2911 


AP002031 


Arabidopsis 
thaliana 


gene_id:K3D20.3~ 


118 


35 


2912 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


435 


80 


2913 


D38116 


Pan paniscus 


cytochrome c oxidase subunit 1 


469 


83 


29)4 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


480 


80 


2915 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


488 


86 


2916 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


519 


80 


2917 


D38112 


Homo sapiens . 


cytochrome c oxidase subunit 3 


172 


80 


2918 


D38U2 


Homo sapiens 


cytochrome c oxidase subunit 1 


512 


75 


2919 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


458 


79 


2920 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


152 


65 


2921 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


324 


87 


2922 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


530 


84 


2923 


AF 157321 


Homo sapiens 


30 kDa protein 


370 


68 


2924 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


174 


71 


2925 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


503 


88 


2926 


U47624 


Xenopus laevis 


alpha(E)-catenin 


243 


94 


2927 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


135 


47 


2928 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


476 


78 


J>929 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


465 


81 


2930 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


151 


58 


2931 


D16480 


Homo sapiens 


enoyl-CoA hydratase/3-hydroxyacyl- 
CoA dehydrogenase alpha-subunit of 
triftinctional protein 


345 


67 


2932 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


212 


95 


2933 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


123 


69 • 


2934 


X83427 


Ornithorhynchus 
anatinus 


cytochrome c oxidase subunit 1 


460 


82 


2935 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


527 


83 


2936 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


448 


92 


2937 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


183 


77 


2938 


X15081 


Crithidia 
fascicu lata 


MURF2 protein (AA 1-348) 


105 


42 


2939 


AF 194537 


Homo sapiens 


NAG 13 


151 


52 


2940 


AJ271872 


Nicotiana 
sylvestris 


extensin 


165 


37 


2941 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


134 


91 


2942 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


387 


69 


2943 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


509 


79 


2944 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


108 


95 


2945 


J01415 


Homo sapiens 


MTND4 


429 


76 


2946 


AC010793 


Arabidopsis 
thaliana 


F20B17.16 


99. 


41 


2947 


AF1 16712 


Homo sapiens 


PR02738 


132 


60 


2948 


X89658 


Homo sapiens 


CAP- 18 protein 


136 


49 
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SEQID 

NO- 


Accession No. 


Species 


Description 


Smith- 

JicriTiii n 

Score 


% 

ldentit 

y 


2949 


V00662 


Homo sapiens 


cytochrome oxidase I 


449 


86 


2950 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


438 


82 


2951 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


363 


76 


2952 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


329 


92 


2953 


X56015 


Crithidia 
oncopelti 


NADH dehydrogenase subunit 5 


102 


32 


2954 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


110 


68 


2955 


Y76287 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 20. 


345 


78 


2956 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


340 


71 


2957 


D38J12 


Homo sapiens 


cytochrome c oxidase subunit 1 


456 


83 


2958 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


102 . 


76 


2959 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


96 


84 


2960 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


400 


70 


2961 


X69978 


Homo sapiens 


XP-G factor 


539 


88 


2962 


AF203687 


Homo sapiens 


prolactin regulatory element-binding 
protein 


453 


77 


2963 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


561 


83 


2964 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ1DN0:163. 


187 


92 


2965 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


119 


63 


2966 


U52077 


Homo sapiens 


manner transposase 


469 


83 


2967 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


130 


53 


2968 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


103 


42 


2969 


X92485 


Plasmodium 
vivax 


pval 


144 


42 


2970 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


127 


63 


2971 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


129 


63 


2972 


Y17221 


Homo sapiens 


Human secreted protein (clone fk317- 
3). 


91 


56 


2973 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


101 


72 


2974 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


130 


68 


2975 


AF 130089 


Homo sapiens 


PRO2550 


167 


46 


2976 


V00662 


Homo sapiens 


cytochrome oxidase 1 


539 


79 


2977 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


121 


44 


2978 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ 1DN0:163. 


126 


72 


2979 


U93568 


Homo sapiens 


putative pi 50 


122 


30 


2980 


M12099 


Mus musculus 


proline-rich protein 


119 


39 


2981 


Z38128 


Musmusculus 


histone HI 


117 


36 


2982 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


172 


51 


2983 


AC002291 


Arabidopsis 
thaliana 


extensin 


110 


35 


2984 


Ml 0546 


Homo sapiens 


cytochrome oxidase 1 


295 


92 


2985 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


171 


65 



207 



SEQ 10 

1>U: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


2986 


U 18985 


Homo sapiens 


triadin 


416 


83 


2987 


AF1 55232 


Pisum sativum 


ex tens in 


159 


4) 


2988 


X03145 


Homo sapiens 


pot. ORF V 


133 


44 


2989 


U 12690 


Homo sapiens 


cytochrome oxidase subun it II 


565 


84 


2990 


G03789 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7870. 


127 


53 


2991 


D38112 


Homo sapiens 


cytochrome c oxidase subun it 1 


538 


83 


2992 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


471 


75 


2993 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


511 


72 


2994 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


301 


79 


2995 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


526 


78 


2996 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain 1 


634 


82 


2997 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68,* 
SEQIDNO:163. 


158 


76 


2998 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


103 


50 


2999 


V00662 


Homo sapiens 


cytochrome oxidase I 


535 


78 


3000 


L38908 


Nicotiana 
tabacum 


extensin 


146 


38 


3001 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


494 


87 


3002 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


111 


66 


3003 


Y67470 


Homo sapiens 


Np70 protein carboxy terminal region. 


1 17 


46 


3004 


AL359782 


Try panosom a 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


93 


47 


3005 


U43627 


Arabidopsis 
thaliana 


extensin 


118 


37 


3006 


AF1 15549 


Homo sapiens 


Wiskott-Aldrich Syndrome protein 


150 


44 


3007 


G03556 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7637. 


114 


73 


3008 


W54966 


Homo sapiens 


Synthetic human type III collagen 
SYN-C3. 


111 


39 


3009 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


309 


84 


3010 


Y86248 


Homo saoiens 


Human secreted nrotein HCHPF68 
SEQ ID NO: 163. 


212 


77 


3011 


X65718 


Prunus dulcis 


extensin 


329 


42 


3012 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


71 


76 


3013 


Z38128 


Mus musculus 


histone HI 


104 


32 


3014 


X56010 


Sorghum bicolor 


hydroxypro line-rich glycoprotein 


102 


34 


3015 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


128 


80 


3016 


Y34068 


Homo sapiens 


Histone HI isoform HI. 5 pANCA- 
reactive fragment (residues 69-226). 


99 


34 


3017 


X55685 


Lycopersicon 
esculentum 


extensin (class 1) 


142 


32 


3018 


AJ133050 


Panulirus argus 


cytochrome c oxidase subunit I 


125 


71 


3019 


G03597 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7678. 


175 


68 


3020 


U93564 


Homo sapiens 


putative p 150 ! 


97 


57 


3021 


D38116 


Pan paniscus 


cytochrome c oxidase subunit 1 


555 


82 


3022 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: ! 
4446. 


147 


76 


3023 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain I 


632 


82 


3024 


AF1 55232 


Pisum sativum 


extensin 


181 


42 


3025 


V00662 


Homo sapiens 


cytochrome oxidase I 


567 


85 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


3026 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


130 


58 


3027 


W00838 


Homo sapiens 


Tumour necrosis factor-related gene 
product. 


141 


67 


3028 


AF1 30089 


Homo sapiens 


PRO2550 


149 


55 


3029 


AF090944 


Homo sapiens 


PRO0663 


168 


76 


3030 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


122 


92 


3031 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


507 


91 


3032 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


351 


87 


3033 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


99 


75 


3034 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


113 


85 


3035 


U93567 


Homo sapiens 


putative pl50 


173 


41 


3036 


X92485 


Plasmodium 
vivax 


pval 


122 


41 


3037 


AF202635 


Homo sapiens 


PP1200 


128 


67 


3038 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


151 


83 


3039 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


415 


74 


3040 


D86853 


Catharanthus 
roseus 


extensin 


198 


40 


3041 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


110 


47 


3042 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


377 


95 


3043 


S80119 


Rattus sp. 


reverse transcriptase homolog 


106 


50 


3044 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


137 


55 


3045 


Y36156 


Homo sapiens 


Human secreted protein #28. 


91 


58 


3046 


U93574 


Homo sapiens 


putative pi 50 


177 


49 


3047 


AF063866 


Melanoplus 
sanguinipes 
entomopoxvirus 


ORF MSV233 hypothetical protein 


98 


37 


3048 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


568 


87 


3049 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


144 


63 


3050 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7795. 


144 


80 


3051 


AK027208 


Homo sapiens 


unnamed protein product 


145 


72 


3052 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


166 


75 


3053 


AF 11 8082 


Homo sapiens 


PRO 1902 


84 


50 


3054 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


118 


41 


3055 


X92485 


Plasmodium 
vivax 


pval 


132 


52 


3056 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


117 


74 


3057 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


99 


72 


3058 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


627 


89 


3059 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


98 


57 


3060 


G00689 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
4770. 


100 


38 


3061 


Y27868 


Homo saoiens 


Human secreted protein encoded by 
gene No. 107. 


159 


80 


3062 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


529 


80 


3063 


AF1 30051 


Homo sapiens 


PRO0898 


159 


71 


3064 


AF195418 


Mus musculuS; 


OD23 


386 


94 


3065 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 


109 


51 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

I dentil 

y 








clone HCACJ8L 






3066 


D38112 


Homo sapiens 


NADH dehydrogenase subunit2 


338 


80 


3067 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


120 


50 


3068 


U 15647 


Mus musculus 


reverse transcriptase 


134 


41 


3069 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


397 


92 


3070 


AF 130089 


Homo sapiens 


PRO2550 


149 


55 


3071 


U93565 


Homo sapiens 


putative pi 50 


143 


37 


3072 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
7214. 


112 


45 


3073 


AF090930 


Homo sapiens 


PRO0478 


135 


78 


3074 


AF1 30089 


Homo sapiens 


PRO2550 


156 


58 


3075 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ IDNO:387. 


267 


65 


3076 


U83280 


Leishmania 
donovani 


39 kDa antigen 


98 


51 


3077 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


626 


86 


3078 


AF1 16712 


Homo sapiens 


PR02738 


114 


59 


3079 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


112 


46 


3080 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


492 


80 


3081 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


523 


86 


3082 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


515 


79 


3083 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


150 


41 


3084 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


191 


97 


3085 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


537 


78 


3086 


D38112 


Homo sapiens 


ATPase subunit 6 


300 


58 


3087 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


104 


37 


3088 


K02247 


Rattus 
norvegicus 


proline-rich protein 


108 


41 


3089 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


130 


48 


3090 


V00662 


Homo sapiens 


cytochrome oxidase I 


597 


84 


3091 


Mi 8094 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


221 


43 


3092 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


392 


59 


3093 


D38116 


Pan paniscus 


cytochrome c oxidase subunit 1 


593 


84 


3094 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


471 


76 


3095 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


369 


98 


3096 


L26953 


Homo sapiens 


chromosomal protein 


115 


57 


3097 


G00591 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4672. 


124 


57 


3098 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


152 


91 


3099 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


153 


96 


3100 


AC006233 


Arabidopsis 
thaliana 


hypothetical protein 


65 


44 


3101 


AF289098 


Cladrastis 
kentukea 


ENOD2 


107 


35 


3102 


AF1 55232 


Pisum sativum 


extensin 


142 


43 


3103 


AF 130089 


Homo sapiens 


PRO2550 


122 


81 


3104 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


143 


80 


3105 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


104 


59 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
v 


3106 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0:163. 


112 


76 


3107 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


117 


72 


3108 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


334 


85 


3109 


U43627 


Arabidopsis 
thaliana 


extensin 


112 


30 


3110 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


118 


100 


3111 


AF1 30089 


Homo sapiens 


PRO2550 


137 


37 


3112 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


220 


93 


3113 


A18812 


Brassica napus 


extensin 


128 


32 


3114 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


176 


63 


3115 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


92 


69 


3116 


X92485 


Plasmodium 
vivax 


pval 


148 


45 


3117 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


574 


80 


3118 


U23I72 


Caenorhabditis 
elegans 


similar to myoblast cell surface antigen 
(SP:CS24_HUMAN, P23246) and D. 
melanogaster No-on-transient A protein 
(P1R:JH0162) 


125 


41 


3119 


U43627 


Arabidopsis 
thaliana 


extensin 


129 


32 


3120 


AF205385 


Pan troglodytes 


NADH dehydrogenase subunit 5 


171 


82 


3121 


Y12950 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


90 


59 


3122 


AF1 30051 


Homo sapiens 


PRO0898 


134 


82 


3123 


M81321 


Macaca 
fascicularis 


proline-rich protein 


158 


48 


3124 


U93563 


Homo sapiens 


putative pi 50 


126 


32 


3125 


D38114 


Gorilla gorilla 


NADH dehydrogenase subunit 1 (ND1) 


337 . 


92 


3126 


AF130089 


Homo sapiens 


PRO2550 


155 


77 


3127 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:163. 


162 


76 


3128 


AF090901 


Homo sapiens 


PRO0195 


109 


53 


3129 


AF003736 


Murine leukemia 
virus 


reverse transcriptase 


164 


40 


3130 


U25281 


Rattus 
norvegicus 


SH3 domain binding protein 


88 


39 


3131 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


116 


71 


3132 


D86853 


Calharanthus 
roseus 


extensin 


110 


33 


3133 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


506 


76 


3134 


V00662 


Homo sapiens 


cytochrome oxidase I 


583 


88 


3135 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


103 


68 


3136 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


282 


60 


3137 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


119 


54 


3138 


AF 118082 


Homo sapiens 


PRO 1902 


118 


51 


3139 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


270 


87 


3140 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


103 


48 
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Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


3141 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


353 


74 


3142 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


126 


77 


3143 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


115 


72 


3144 


AF090930 


Homo sapiens 


PRO0478 


138 


73 


3145 


AF 155232 


Pisum sativum 


extensin 


110 


34 


3146 


M69008 


Homo sapiens 


alpha-1 type XIII collagen 


107 


37 


3147 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


103 


63 


3148 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


505 


84 


3149 


M77194 


Rat leukemia 
virus 


polymerase 


167 


35 


3150 


AP002543 


Arabidopsis 
thaliana 


gb|AAD23015.1~gene_id:F15M7.16~si 
milar to unknown protein 


105 


31 


3151 


AK024455 


Homo sapiens 


FLJ00047 protein 


109 


59 


3152 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


89 


39 


3153 


J04794 


Homo sapiens 


aldehyde reductase (EC 1 . 1 . 1 2) 


137 


58 


3154 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


115 


70 


3155 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


160 


53 


3156 


X92485 


Plasmodium 
vivax 


pval 


104 


50 


3157 


AF1 94537 


Homo sapiens 


NAG13 


207 


60 


3158 


AF063693 


Mus musculus 


type XIII collagen 


104 


37 


3159 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


130 


91 


3160 


AF020191 


Mus musculus 


proline-rich protein 13 


107 


51 


3161 


AF1 94537 


Homo sapiens 


NAG 13 


170 


76 


3162 


G02535 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6616. 


103 


41 


3163 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


161 


58 


3164 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


139 


46 


3165 


U93570 


Homo sapiens 


putative pi 50 


151 


68 


3166 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


144 


71 


3167 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


147 


66 


3368 


L27428 


Homo sapiens 


reverse transcriptase 


94 


51 


3169 


X97675 


Homo sapiens 


plakophilin 2b 


303 


76 


3170 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


115 


54 


3171 


AK024455 


Homo sapiens 


FLJ00047 protein 


98 


61 


3172 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


146 


38 


3173 


D38116 


Pan paniscus 


NADH dehydrogenase subunit 4 


467 


81 


3174 


X92485 


Plasmodium 
vivax 


pval 


88 


69 


3175 


L26953 


Homo sapiens 


chromosomal protein 


124 


78 


3176 


AF042169 


Homo sapiens 


putative ATP-dependent mitochondrial 
RNA helicase 


223 


95 


3177 


AF1 30079 


Homo sapiens 


PR02852 


96 


44 


3178 


AF273217 


Mus musculus 


cell proliferation related protein CAP 


97 


36 . 


3179 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


90 


69 


3180 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


146 


78 


! 3181 


AF1 18082 


Homo sapiens 


PRO 1902 


150 


58 


1 3182 

i 


U60315 


Molluscum 
contagiosum 


MC107L 


101 


44 
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Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

ideatit 

y 






virus subtype 1 








3183 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


148 


61 


3184 


U93565 


Homo sapiens 


putative pi 50 


265 


58 


3185 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


117 


79 


3186 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


167 


39 


3187 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO; 
7870. 


160 


63 


3188 


S80119 


Rattus sp. 


reverse transcriptase homolog 


152 


49 


3189 


X05300 


Rattus 
norvegicus 


ribophorin I 


122 


46 


3190 


B01372 


Homo sapiens 


Neuron-associated protein. 


106 


80 


3191 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


130 


83 


3192 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


135 


80 


3193 


AF000298 


Caenorhabditis 
elegans 


weak similarity to collagens; glycine- 
ahd proline-rich 


98 


34 


j 3194 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


140 


87 


J 3195 


AF022985 


Caenorhabditis 
elegans 


Similar to collagen 


97 


40 


| 3196 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


452 


81 


3197 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


110 


58 


3198 


X99452 


Lycopersicon 
esculentum 


extensin-like protein Dif54 


100 


36 


3199 


D86853 


Catharanthus 
roseus 


extensin 


139 


36 


3200 


AF025424 


Rattus 
norvegicus 


RNA polymerase 1 127 kDa subunit 


215 


74 


3201 


U93563 


Homo sapiens 


putative pi 50 


359 


77 


3202 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


112 


37 


3203 


G00500 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4581. 


153 


84 


3204 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


128 


39 


3205 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


154 


76 


3206 


Y0I158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


127 


64 


| 3207 


X97675 


Homo sapiens 


plakophilin 2b 


142 


51 


3208 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


91 


58 


3209 


AB026512 


Ecnomiosa sp. 
Ecnl 


cytochrome c oxidase subunit I 


254 


62 


3210 


G03714 


Homo sapiens 


Human secreted protein.. SEQ ID NO: 
7795. 


163 


59 


3211 


D38112 


Homo sapiens 


ATPase subunit 6 


447 


78 


3212 


V00662 


Homo sapiens 


ATPase 6 


482 


83 


3213 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


151 


66 


3214 


D38112 


Homo sapiens 


ATPase subunit 6 


400 


72 


3215 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


569 


88 


3216 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


472 


82 


3217 


AF090930 


Homo sapiens 


PRO0478 


96 


64 


3218 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


46 
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% 

Identit 

y 








7253. 






3219 


AF006061 


Homo sapiens 


placental growth hormone isoform 
hGH-V3 


290 


68 


3220 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


115 


63 


3221 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


441 


71 


3222 


G00354 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4435. 


111 


59 


3223 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


497 


81 


3224 


L26953. 


Homo sapiens 


chromosomal protein 


95 


59 


3225 


U83280 


Leishmania 
donovani 


39 kDa antigen 


117 


90 


3226 


AF239615 


Manihot 
esculenta 


CRANTZ hydroxyproline-rich 
glycoprotein 


124 


43 


3227 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit 4 


442 


74 


3228 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


172 


67 


3229 


X92591 


Mus musculus 


transcription factor 


109 


43 


3230 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


81 


54 


3231 


D38115 


Pongo pygmaeus 


cytochrome c oxidase subunit 1 


476 


72 


3232 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


100 


54 


3233 


U96416 


Dennyus 
distinctus 
timjonesi 


cytochrome b 


95 


40 


3234 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


161 


86 


3235 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


101 


40 


3236 


G03172 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7253. 


149 


75 


3237 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


532 


76 


3238 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


576 


89 


3239 


U93567 


Homo sapiens 


p40 


155 


32 


3240 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


79 


3241 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


145 


65 


3242 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


76 


62 


3243 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


138 


69 


3244 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


115 


39 


3245 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


138 


54 


3246 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


153 


69 


3247 


U58736 


Caenorhabditis 
elegans 


Similar to cuticular collagen 


107 


37 


3248 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


148 


45 


3249 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


133 


85 


3250 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


166 


61 


3251 


U15183 


Mycobacterium 
leprae 


proline-rich antigen 


109 


40 


3252 


AF130089 


Homo sapiens 


PRO2550 


151 


73 
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Accession No. 


Species 
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Smith- 
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Score 


% 

Identit 

y 


3253 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


131 


58 


3254 


Y86248 


Homo sapiens 


Human secreted protein HChPF6S, 
SEQ IDNO:163. 


162 


80 


3255 


AL3 59782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


108 


57 


3256 


J01415 


Homo sapiens 


cytochrome oxidase subunit 3 


156 


88 


3257 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


206 


93 


3258 


Y36203 


Homo sapiens 


Human secreted protein #75. 


111 


77 


3259 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminai 
sequence. 


98 


57 


3260 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


345 


67 


3261 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


97 


56 


3262 


L38908 


Nicotiana 
tabacum 


extensin 


155 


40 


3263 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


95 


70 


3264 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO 163 


198 


87 


3265 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO 163 


115 


69 


3266 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


158 


59 


3267 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


105 


56 


3268 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


159 


72 


3269 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


200 


95 


3270 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


138 


73 


3271 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


151 


90 


3272 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO* 163 


193 


95 


3273 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded bv eene 3 


111 


52 


3274 


Y86248 


Homo saoiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


148 


87 


3275 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


161 


86 


3276 


S62928 


Homo saniens 


PRB 1 M Drotein nrecursor 


104 


34 


3277 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


154 


55 


3278 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


166 


100 


3279 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


212 


91 


3280 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


118 


50 


3281 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


130 


46 


3282 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


303 


95 


3283 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


455 


81 


3284 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain I 


502 


83 


3285 


AFI 18086 


Homo sapiens 


PRO 1 992 


99 


88 


3286 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


489 


83 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wn term an 
Score 


% 

Identit 

y 


3?X7 


V0066? 


lJ/\m n canipn*; 


I1DP 1 rWADM Hphvrlrnopnasp snhnniti 


48S 


oo 


3288 


G00262 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4343. 


124 


73 


3289 


AL359782 


j 1 y utiiiuouiiJa 

brucei 


nossihlp f hhv-£ i nil CO variant a rina 

|/UjjlUIC ^lill V Ks J 11 I J Lfi. j V (11 lain a LllirL, 

comolete virion ^enome 


158 


w 


3290 


X92485 


Plasmodium 
vivax 


pval 


99 


58 


3291 


AF1 16712 


Homo saDiens 


PR02738 


102 


51 


3292 


AFl 19851 


Homo sapiens 


PR01722 


99 


86 


3293 


AF090930 


Homo sanipns 


PRO0478 


141 


77 


3294 


G03798 


Homo sanipns 

1 lull l\J ocipi&iio 


Human sprrptpfl nrotpin SPO ID NO* 

7879. 


151 


66 i 


3295 


M64793 


Rattus 
norvegicus 


salivarv nrnlinp-rirh nrotpin 


107 


41 


3296 


AK024455 


Homo sanipns 


Fl J00047 nrotein 


97 


j j 


3297 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874 


156 


60 


3298 


AC007654 


Arabidopsis 

thaliana 


T19E23.7 


97 


49 


3299 


Y 17221 


Homo sapiens 


Human secreted protein (clone fk3 17- 


96 


44 


3300 


AJ243905 


Caenorhabditis 

piporanc ■ 


SF1 protein 


104 


42 






V^awlUJlIaUUlLl:> 

plppans 


WAalf cimilnrirv tt\ la Coptic* ol\/fMnp»_ 

wcdJv biiiiiidi ivy lyj Luiiab^ciib, glycine* 
anri nrolinp-rirh 




41 


3302 


X89453 


Rattus 
norvegicus 


DRPLA 


83 


65 


3303 


U 10099 


Homo sapiens 


POM-ZP3 


227 


52 


3304 


D38112 


Homo sanipns 


cvfrnrrtrr»mp r iwiHasp snhimit 
vjriuwuvin& ^ UAiuao^ ouuuiiil j 


j j j 


89 

07 


3305 




Homr» sanipns 


rPVPfQp tranQprintacp 


144 


43 
j 


3306 


D381 12 


XXUlilvJ odjJIClIO 


f vtnchrntTiP c oviftaQf* <nir»init ^ 

V*y LwUlll V/lllw V/ UAlUCub oUUUlllL J 


JOO 


71 


3307 


AF217374 


Acanthaster 
nlanri 


cytochrome oxidase subunit 1 


439 


78 


3308. 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


439 


82 


3309 


D381 12 


xxumv/ Dajjicna 


rvtnrhrAmp <*• oviHjiqp siiVtimit 1 

**jf LUlolll WJllC/ \* UAlt-ldoG OUUUIIIL J 


4Q? 


RX 
oo 


3310 


G00352 


Homo sanipns 


Human spfTPtpri nrotpin ^FD TO T^O* 
4433 


xl 


65 


33] j 


X53581 


Rattus 
norvegicus 


ORF4 


140 


48 


3312 


V00662 


Homo sapiens 


cytochrome B 


487 


88 


3313 


D38112 


Homo saniens 


NADH dehvdrooenasc snhnnit 1 

i>r»i/i I viol j jf ui L/gwiiciow ouuuiiil i 


451 


80 


3314 


V00662 


Homo sapiens 


cytochrome oxidase I 


524 


88 


3315 


V00662 


Homo saniens 


1JRF 1 rNADH dehvdroopnasp subunit i 


518 


87 


3316 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


315 


50 


3317 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


356 


69 


3^1x 


T1196Q3 




yyiocnromt. oAiuaoc ouuujiii n 


477 

Hit 


78 
/ o 


3319 


Z67990 


Caenorhabditis 

plpcranc 


contains similarity to Pfam domain: 

TJ-tprminal domain i Srorp=97 S F- 

value=0.0001,N=l 


75 


40 


33?n 


G01931 


T-fnmn Qanipns 


T-Tnmnn Qprrptpri nrntpin ^FH tO TsIO* 
Xlullidll ovtl CICU JJlULwIJl, JLy llv 

6012. 


196 


75 


3321 


AF090930 


Homo sapiens 


PRO0478 


166 


65 


3322 


X92485 


Plasmodium 
vivax 


pval 


104 


44 


3323 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


513 


80 


3324 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
3 (NDF-1). 


483 ! 


79 
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SEQJD 
NO: 


Accession No. 


Species 


Description 


Smith- 
Water man 
Score 


% 

Identit 

y 


3325 


AF 130089 


Homo sapiens 


PRO2550 


121 


88 


3326 


AC026234 


Unknown 


Contains weak similarity to an 
unknown protein T23E1 8.5 


191 


66 


3327 


V00662 


Homo sapiens 


cytochrome B 


439 


72 


3328 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


316 


75 


3329 


AF091711 


Homo sapiens 


splice variant AKAP350 


106 


52 


3330 


U93565 


Homo sapiens 


putative pi 50 


125 


45 


3331 


AF1 19851 


Homo sapiens 


PR01722 


88 


72 


3332 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


489 


81 


3333 


V00662 


Homo sapiens 


cytochrome oxidase I 


544 


90 


3334 


D38112 


Homo sapiens 


cvtochrome c oxidase subunit 1 


475 


80 


3335 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded bv eene 17 


168 


66 


3336 


AF146688 


Takifugu 
rubrines 


serine-threonine kinase 9 


101 


43 


3337 


G03801 


Homo sapiens 


Human secreted nrotein SFO TO NO* 
7882. 


101 


50 


3338 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


110 


50 


3339 


V00662 


Homo sapiens 


cytochrome oxidase I 


458 


80 


3340 


K02401 


Homo sapiens 


chorionic somatomammotropin 


209 


97 


3341 


G00412 


Homo saniens 


Human secreted nrotein SFO ID NO" 
4493. 


1 12 


52 


3342 


X651 65 


Vol vox carteri 


extensin 


146 


41 


3343 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


1 19 


51 


3344 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


559 


S4 


3345 


U 12690 


Homo sapiens 


cvtochrome oxidase subunit IT 

w T Vvvl 11 V^l llv vAlUUvv JUI/UI1JI 11 


508 


89 


3346 


Ml 1897 


Mus musculus 


proline-rich salivary protein 


96 


41 


3347 


U92455 • 


Mus musculus 


WW domain bind in o nrotein 7* WBP7 


113 


38 


3348 


U83280 


Leishmania 
donovani 


39 kDa antigen 


105 


40 


3349 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


113 


38 


3350 


D38112 


Homo ^anien^ 


f*vtophrorne e oyiHjiqP' ^iihiinit 1 


S42 


7Q 
/ y 


3351 


B03148 


Homo <>anieTi<; 


Human neuronal differentiation fartor- 
1 (NDF-1). 


664 


88 


3352 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


117 


85 


3353 


A18812 


Brassica napus 


extensin 


103 


31 


3354 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


125 


78 


3355 


M81321 


Macaca 
fasciculahs 


proline-rich protein 


107 


44 


3356 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


284 


90 


3357 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


513 


80 


3358 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


541 


79 


3359 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


543 


87 


3360 


D38112 


Homo saoiens 


cytochrome c oxidase subunit 1 


563 


86 


3361 


G03790 


Homo saoiens 


Human secreted nrotein SFO ID NO - 
7871. 


179 


57 


3362 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: \ 
4484. 


125 


62 


3363 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


151 


46 


3364 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


569 


82 


3365 


Y67470 


Homo sapiens 


Np70 protein carboxy terminal region. 


102 


40 


3366 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ1DN0:163. 


143 


76 


3367 


G02409 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6490. 


145 


84 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 


% 

Identit 

y 


3368 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


587 


87 


3369 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


549 


82 


3370 


AL035526 


Arabidopsis 
thaliana 


extensin-like protein 


130 


39 


3371 


J04543 


Homo sapiens 


synexin 


101 


40 


3372 


Z29573 


Didelphis 
virginiana 


cytochrome c oxidase subunit 3 


154 


71 


3373 


U93568 


Homo sapiens 


putative pi 50 


176 


59 


3374 


L28748 


Bos taurus 


putative 


146 


67 


3375 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


512 


75 


3376 


D381I2 


Homo sapiens 


cytochrome c oxidase subunit 1 


509 


78 


3377 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


135 


51 


3378 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain 1 


557 


82 


3379 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


120 


35 


3380 


X92485 


Plasmodium 
vivax 


pval 


124 


38- 


3381 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


110 


78 


3382 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


108 


67 


3383 


AP000616 


Oryza sativa 


similar to RING-H2 finder orotein 
RHAIa(AF078683) . 


115 


86 


3384 


X98296 


Homo sapiens 


ubiauitin hvdrolase 


238 


83 


3385 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain 1 


494 


75 


3386 


Y 86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:387. 


155 


66 


3387 


AL3 59782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


1 16 


65 


3388 


W73624 


Homo sapiens 


Human secreted protein clone aw92 1 . 


327 


62 


3389 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


141 


76 


3390 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


73 


61 


3391 


U35730 


Mus musculus 


ierkv 


152 


30 


3392 


U54788 


Mus musculus 


Wiskott-Aldrich Syndrome Protein 


100 


41 


3393 


U97674 


Mesocricetus 
auratus 


cytochrome c oxidase chain I 


483 


77 


3394 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


539 


81 


3395 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


608 


87 


3396 


X71602 


Nicotiana 
tabacum 


ex ten sin 


104 


35 


3397 


L26953 


Homo sapiens 


chromosomal protein 


100 


60 


3398 


AF197832 


Cyanocitta 
cristata 


cytochrome oxidase I 


488 


76 


3399 


X53581 


Rattus 
norvegicus 


ORF4 


140 


42 


3400 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


597 


85 


3401 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


656 


89 


3402 


L26953 


Homo sapiens 


chromosomal nrotpin 


1 17 


63 


3403 


AF052298 


Drosoohila 
silvestris 


Y box orotein 


114 


30 


3404 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


133 


53 


3405 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-N TP 


151 


65 


3406 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


277 


82 


3407 


U01849 


Trypanosoma 


ORF2 


94 


30 



218 



WO 01/64835 PCT/US01/04927 



SEQ 10 

f>U: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

IdenHt 

y 






brucei 








3408 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


115 


65 


3409 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


189 


86 


3410 


U93570 


Homo sapiens 


putative pi 50 


233 


52 


3411 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


104 


44 


3412 


AF090944 


Homo sapiens 


PRO0663 


97 


56 


3413 


X61048 


Hydra sp. 


mini-collagen 


128 


44 


3414 


AF1 18086 


Homo sapiens 


PR01992 


128 


81 


3415 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


145 


61 


3416 


AF116695 


Homo sapiens 


PR02221 


169 


69 


3417 


U3177S 


Human 

papillomavirus 
type 20 


putative 


107 


50 


3418 


X92485 


Plasmodium 
vivax 


pval 


97 


54 


3419 


U 3 2690 


Homo sapiens 


cytochrome oxidase subunit II 


195 


.94 


3420 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


144 


69 


3421 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


139 


71 


3422 


G02409 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6490. 


111 


63 


3423 


X15917 


Paramecium 
aureiia 


ORF4 protein (AA 1-156) 


93 


41 


3424 


G025I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


99 


69 


3425 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


115 


60 


3426 


Y14486 


Homo sapiens 


cytosolic serine 
hydroxymethyltransferase 


196 


61 


3427 


U93569 


Homo sapiens 


putative p 1 50 


110 


44 


3428 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


120 


67 


3429 


ABO 12223 


Canis familiaris 


ORF2 


169 


44 


3430 


X97675 


Homo sapiens 


plakophilin 2b 


118 


60 


3431 


AF220264 


Homo sapiens 


MOST-1 


153 


72 


3432 


X64173 


Zea 

diploperennis 


hydroxyproiine-rich glycoprotein 


104 


41 


3433 


AF1 13685 


Homo sapiens 


PRO0974 


104 


72 


3434 


AB002306 


Homo sapiens 


KJAA0308 


282 


83 


3435 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


113 


83 


3436 


ABO 12223 


Canis familiaris 


ORF2 


108 


43 


3437 


AK024455 


Homo sapiens 


FLJ00047 protein 


100 


65 


3438 


U52077 


Homo sapiens 


mariner transposase 


381 


64 


3439 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


425 


84 


3440 


AK024455 


Homo sapiens 


FLJ00047 protein 


123 


63 


3441 


G02624 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6705. 


90 


78 


3442 


Y36156 


Homo sapiens 


Human secreted protein #28. 


126 


71 


3443 


AF191032 


Myxine 
glutinosa 


RING3 


84 


63 


3444 


W48927 


Homo sapiens 


Schwannomin-binding protein C- 
terminal fragment. 


141 


57 


3445 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


88 


65 



219 



WO 01/64835 



PCT/US01/04927 



SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 










Waterman 


Identit 










Score 


y 


3446 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


157 


67 








clone HPMBQ32. 






3447 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


281 


86 


3448 


AF1 12481 


Homo sapiens 


RAD54B protein 


392 


87 


3449 


G00497 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


98 


55 








4578. 






3450 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


133 


90 








SEQ IDNO:163. 






3451 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


418 


82 


3452 


AF 130079 


Homo sapiens 


PR02852 


110 


80 


3453 


Y27868 


Homo sapiens 


Human secreted protein encoded by 


143 


73 








gene No. 107. 






3454 


AB032254 


Homo sapiens 


bromodomain adjacent to zinc finger 


447 


85 








domain 2A 






3455 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


134 


62 








6561. 






3456 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


79 


68 








7868. 






3457 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


545 


84 


3458 


G03043 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


134 


83 








7124. 






3459 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


277 


80 


3460 


AK000867 


Homo sapiens 


unnamed protein product 


474 


98 


3461 


Y27854 


Homo sapiens 


Human secreted protein encoded by 


123 


52 








gene No. 101. 






3462 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


89 


30 


3463 


U93568 


Homo sapiens 


putative pi 50 


100 


46 


3464 


AL390114 


Leishmania 


extremely cysteine/valine rich protein 


156 


43 






major 








3465 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


340 


88 I 


3466 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


119 


100 








SEQ ID NO: 163. 






3467 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


142 


75 


3468 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


103 


40 








SEQ ID NO: 163. 






3469 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


139 


80 








4438. 






3470 


W54282 


Homo sapiens 


Protein sequence of the di-alpha 


207 


89 








haemoglobin gene contained in pSSl . 






3471 


AF1 16661 


Homo sapiens 


PR01438 


119 


47 


3472 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


129 


59 








4497. 






3473 


AF 130089 


Homo sapiens 


PRO2550 


108 


86 


3474 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


113 


80 








4484. 






3475 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


590 


79 


3476 


AF1 18086 


Homo sapiens 


PRO 1992 


126 


69 


3477 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


147 


47 








4770. 






3478 


J01415 


Homo sapiens 


MTND4 


482 


78 


3479 


X03404 


Bos taurus 


alpha subunit (aa 1-394) 


583 


89 


3480 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


514 


84 


3481 


G03628 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


242 


80 








7709. 






3482 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


121 


61 








4488. 






3483 


X83427 1 


Ornithorhynchus 


cytochrome c oxidase subunit 1 


508 


78 






anatinus 








3484 


Y07754 


Homo sapiens 


Human secreted protein fragment 


549 


93 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


v 

J 








encoded from gene 1 1 . 






3485 


X97567 


Homo sapiens 


porl 


38S 


69 


3486 


X97567 


Homo sapiens 


Dorl 


608 


84 


3487 


K02401 


Homo sapiens 


chorionic somatomammotropin 


641 


93 


3488 


AF010144 

* X X \J X \J 1 • 1 


Homo <yinien<; 


neuronal thread nrotein AD7c-NTP 

Uvlll VrllUi ULI wCZvl VI Wivlll X il/ 1 \* 1 i X X 


135 


71 


3489 


S62941 


Homo saniens 


Ps 2=basic nroline-rich DroteinfPRBIL 


116 


36 








precursor protein—basic proline-rich 












proteins (Ps, PmF, PmS, and Pe) 












precursor) {C-terminal} 






3490 


S74728 


Homo sapiens 


antiquitin=26g turgor protein homolog 


549 


84 


3491 


L13329 


Homo sapiens 


iduronate-2-sulfatase 


564 


85 


3492 


X79535 


Homo sapiens 


beta tubulin 


620 


88 


3493 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


57S 


87 


3494 


U09823 


Orvctola&us 


elongation fartor 1 aloha 


631 


89 






cuniculus 








3495 


AF081484 


Homo ^aniens 


alnha-hihnlin isofoim 1 

CllLylJU lUVullil JJulvJ Ul 1 


616 


90 


3496 


M12140 


Homo saniens 

X IvlllV JUL/1 VIJJ 


envelone nrotein 


430 


53 


3497 


G03714 


Homo ^anipns 


Human sprrptpfi orntpin SFO ID NO* 


123 


70 








7795. 






3498 


W48352 


Homo sapiens 


Human breast cancer related Drotein 


104 


51 








BCFLT1. 






3499 


R13556 


Homo saniens 


Protpin pnrodpd Hownstrpam of hhc TVf 

X I V/ V\s 1 li ^UWVUvu Uv/rrilJU VlUII \Jl llllv 1»1 


134 


54 








oncoprotein. 






3500 


Y36156 


Homo sapiens 


Human secreted protein #28. 


143 


75 


3501 


AF 113685 


Homo sapiens 


PRO0974 


77 


81 


3502 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


157 


62 








4446. 






3503 


AF090944 


Homo sapiens 


PRO0663 


164 


81 


3504 


AF09093 1 


Homo <;anien<; 


PRO0483 


103 


70 


3505 


U93570 


Homo ^flr>ien<» 




258 


47 


3506 


ABO 16601 


T^rosonhila 


cvtochrome c oxidase Qiihunit 1 


108 


82 






aloina 








3507 


ABO 16601 


Drosophila 


cytochrome c oxidase subunit I 


108 


82 






uJUlliu 








3508 


AF1 94537 


Homo saDiens 

HvlllV JUUlVIIJ 


NAG13 


449 


78 


3S09 




nuiiiu i>djjiCiji> 


OCUiClCU UIULCJJJ CI1UUUCU \jy gCllC 7H 




ov 








clone HPMB032 






3510 


Z70684 


Caenorhabditis 


F28D1.8 


102 


37 






elepans 








3511 


AC008113 


Arabidopsis 


F12A21.10 


90 


48 






thaliana 








3512 


M64791 


Rattus 


salivary proline-rich protein 


104 


33 






norvegicus 








3513 


AF090944 


Homo sapiens 


PRO0663 


115 


52 . 


3514 


AF240630 


Mus musculus 


IQ motif containing GTPase activating 


152 


67 








protein 1 






3515 


Y02886 


Homo sapiens 


Fragment of human secreted protein 


123 


48 








encoded by gene 90. 






3516 


AF090942 


Homo saoiens 


PRO0657 


128 


47 


3517 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


286 


56 


3518 


AF255661 


Cry pthccodin ium 


Dinapl -interacting protein 5; Dip5 


108 


36 






cohnii 












UnmA cnnipnc 
JT1U1JIU DaJJlCJJ^ 


Human sprrpted nrotpin HPHPF68 

XJUIJlaJl jCUCICU jJJlHCUJ x X\^X\T V V/O, 




Q3 








SFO ID NO- 163 






3520 


M11901 


Rattus 


proline-rich salivary protein 


102 


38 






norvegicus 








3521 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


64 








6561. 






3522 


AL359782 


Trypanosoma 


possible (hhv-6) ul 102, variant a dna, 


105 


42 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Waterraan 

Score 


% 

Identit 

y 






brucei 


complete virion genome. 






3523 


R95913 


Homo sapiens 


"Neural thread protein. 


118 


72 


3524 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


1 15 


59 


3525 


L27428 


Homo sapiens 


reverse transcriptase 


162 


50 


3526 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


118 


58 


3527 


AF090930 


Homo sapiens 


PRO0478 


146 


66 


3528 


G00528 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4609. 


169 


50 


3529 


AF194537 


Homo sapiens 


NAG13 


119 


88 


3530 


U93564 


Homo sapiens 


putative pi 50 


234 


84 


3531 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


208 


63 


3532 


U 12690 


Homo sapiens 


cytochrome oxidase subunit Jl 


275 


92 


3533 


AF090931 


Homo sanien*i 


PRO0483 


126 


66 


3534 


W05278 


Homo sapiens 


Tumour necrosis factor-related gene 
Droduct CL6 5 40 


117 


85 


3535 


G03076 


Homo saoiens 


Human secreted protein, SEQ JD NO: 
7157. 


173 


77 


3536 


U21123 


Drosophila 
melanogaster 


en a polypeptide 


117 


45 


3537 


AF209061 


Eubranchipus sp. 


cytochrome c oxidase I 


127 


80 


3538 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


174 


85 


3539 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


118 


45 


3540 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
on eon rot? in 


88 


50 


3541 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


128 


71 


3542 


U74612 


Homo ^aniens 


henatonvte nuclear factor- "3 /fork hpaH 

homolog 11A 


1 1 1 


77 


3543 


G03714 


Homo saoiens 


Human secreted nrotein SEO ID NO* 
7795. 


149 


69 


3544 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


470 


80 


3545 


G03172 


Homo saDiens 


Human secreted nrotein SFO ID NO* 
7253. 


120 


54 


3546 


AL35978? 


Trvrj an os om a 
brucei 


nrobable similar to rinp-h2 finder 
protein rha 1 a. 


106 


42 


3547 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


584 


83 


3548 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


635 


95 


3549 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


661 


91 


3550 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


607 


86 


3551 


AK024455 


Homo sapiens 


FLJ00047 protein 


88 


51 


3552 


W88957 


Homo sapiens 


Polypeptide fragment encoded by gene 
128. 


500 


86 


3553 


D38113 


Pan troglodytes 


NADH dehydrogenase subunit 4 


228 


95 


3554 


AF 130092 


Homo sapiens 


PRO2620 


165 


93 


3555 


AL121845 


Homo saoiens 


dJ583P15 5 1 (novel nrotein fisoform 


659 


91 


3556 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


170 


72 


3557 


D38112 


Homo sapiens 


cvtochrome c oxidase subunit 3 


599 


88 


3558 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


578 


84 


3559 


AK000385 


Homo sapiens 


unnamed protein product 


138 


47 


3560 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


112 


61 


3561 


X97675 


Homo sapiens 


plakophilin 2b 


323 


65 


3562 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


94 


62 
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SEQ ID 


Accession No. 


Species 


Description 


Smith. 


% 










Waterman 


Identit 










Score 


v 

7 








6595. 






3563 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


198 


90 








SEQ ID NO:163. 






3564 


X86029 


Vigna 


extens in-like protein 


141 


36 






unguiculata 








3565 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


77 


60 








7795. 






3566 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


110 


94 








RHAla(AF078683) 






3567 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


203 


93 








SEQ ID NO: 163. 






3568 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


146 


72 








SEQ ID NO: 163. 






3569 


S62928 


Homo sapiens 


PRJB1M protein precursor 


102 


44 


3570 


D86853 


Catharanthus 


extensin 


123 


40 






roseus 








3571 


U93574 


Homo sapiens 


putative pi 50 


279 


56 


3572 


Y02785 


Homo sapiens 


Human secreted protein encoded by 


94 


82 








gene 51 clone HUKEX85. 






3573 


U45964 


Herpesvirus 


LMP1 


127 


35 






papio 








3574 


Y08319 


Homo sapiens 


kinesin-2 


254 


55 


3575 


X97675 


Homo sapiens 


plakophilin 2b 


134 


54 


3576 


AF003151 


Caenorhabditis 


contains similarity to an RjNA 


137 


43 






elegans 


recognition motif 






3577 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


66 








4658. 






3578 


U80447 


Caenorhabditis 


coded for by C. elegans cDNA 


1 17 


50 






elegans 


ykl 87f6.5; coded for by C. elegans 












cDNA ykl 87f6.3; coded for by C. 












elegans cDNA yk!46fll.5 






3579 


U23 1 72 


Caenorhabditis 


similar to myoblast cell surface antigen 


126 


31 






elegans 


(SP:CS24JrIUMAN, P23246) and D. 












melanogaster No-on-transient A protein 












(PIR:JH0162) 






3580 


AJ249395 


Globodera 


NADH-ubiquinone oxidoreductase 


85 


33 






pallida 


subunit 4 






3581 


U091 16 


Homo sapiens 


ORF1, encodes a 40 kDa product 


139 


55 


3582 


X97675 


Homo sapiens 


plakophilin 2b 


125 


73 


3583 


L26953 


Homo sapiens 


chromosomal protein 


101 


55 


3584 


SS0343 


Homo sapiens 


arginyl-tRNA synthetase, ArgRS 


no 


67 


3585 


X97675 


Homo sapiens 


plakophilin 2b 


116 


84 


3586 


X92485 


Plasmodium 


pval 


124 


50 






vivax 








3587 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


56 








7795. 






3588 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO. 


136 


56 








7253. 






3589 


U63542 


Homo sapiens 


FAP protein 


128 


75 


3590 


D38112- 


Homo sapiens 


cytochrome c oxidase subunit 3 


642 


88 


3591 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


612 


87 


3592 


K02401 


Homo sapiens 


chorionic somatomammotropin 


576 


86 


3593 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


108 


40 








4770. 






3594 


V00662 


Homo sapiens 


cytochrome oxidase I 


459 


76 


3595 


AC008262 


Arabidopsis 


F4N2.10 


136 


31 






thaliana 








3596 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


52 








7871. 
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SEQ "> 


Accession No. 


Species 


Description 


Smith- 

vvatermaD 

Score 


% 

loeDut 

y 


3597 


AF 116645 


Homo sapiens 


PRO 1708 


623 


91 


3598 


M2302& 


Human 
herpesvirus 4 


nuclear antigen precursor 


121 


35 


3599 


W88816 


Homo sapiens 


Polypeptide fragment encoded by gene 
58. 


100 


33 


3600 


X92485 


Plasmodium 
vivax 


pval 


156 


36 


3601 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


122 


78 


3602 


AK000496 


Homo sapiens 


unnamed protein product 


150 


68 


3603 


AF083929 


Mus musculus 


ES18 


98 


40 


3604 


D38112 


Homo sapiens 


cytochrome c oxidase subun it 1 


537 


83 


3605 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


548 


85 


3606 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


158 


57 


3607 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


429 


75 


3608 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


122 


65 


3609 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


184 


88 


3610 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


224 


80 


3611 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


481 


70 


3612 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


166 


92 


3613 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


582 


83 


3614 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


167 


91 


3615 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


582 


77 


3616 


U23172 


Caenorhabditis 
elegans 


similar to myoblast cell surface antigen 
(SP:CS24_HUMAN, P23246) and D. 
melanogaster No-on-transient A protein 
(PIR:JH0162) 


101 


40 


3617 


D38J 12 


Homo sapiens 


cytochrome c oxidase subunit. 1 


591 


85 


3618 


AB037275 


Cynomolgus 
Epstein-Barr 
Virus TsB-B6 


EBNA-1 


119 


42 


3619 


AF061944 


Homo sapiens 


kinase deficient protein KDP 


581 


91 


3620 


Y34068 


Homo sapiens 


Histone HI isoform HI. 5 pANCA- 
reactive fragment (residues 69-226). 


100 


33 


3621 


AL049608 


Arabidopsis 
thaliana 


extensin-like protein 


105 


27 


3622 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


127 


69 


3623 


S71569 


Neocallimastix 
patriciamm, 
Peptide, 860 aa 


Xylanase B, XYLB {EC 3.2.1.8} 


108 


43 


3624 


U23172 


Caenorhabditis 
elegans 


similar to myoblast cell surface antigen 
(SP:CS24_HUMAN, P23246) and D. 
melanogaster No-on-transient A protein 
(PIR:JH0162) 


101 


37 


3625 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


390 


83 


3626 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


582 


84 


3627 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


637 


90 


3628 


AJ242540 


Vol vox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein D2- 
HRGP 


169 


39 


3629 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


142 


77 


3630 


U93564 


Homo sapiens 


putative pi 50 


330 


90 


3631 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


148 


42 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


3632 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


100 


80 


3633 


G02360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6441. 


139 


65 


3634 


U74071 


Phascolosoma 
sp. 'California 1 


cytochrome c oxidase subunit I 


248 


72 


3635 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


121 


87 


3636 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


128 


65 


3637 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


124 


63 


3638 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


159 


51 


3639 


X65582 


Mus musculus 


alpha-2 collagen 


102 


53 


3640 


AF090942 


Homo sapiens 


PRO0657 


97 


76 


3641 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


146 


69 


3642 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


118 


55 


3643 


X14576 


Murine leukemia 
virus 


gag pi 5 protein 


134 


44 


3644 


AF 130051 


Homo sapiens 


PRO0898 


177 


48 


3646 


G03064 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7145. 


120 


59 


3647 


AK000385 


Homo sapiens 


unnamed protein product 


105 


40 


3648 


W00662 


Homo sapiens 


cytochrome oxidase I 


533 


83 


3649 


AF090944 


Homo sapiens 


PRO0663 


129 


73 


3650 


AF090944 


Homo sapiens 


PRO0663 


129 


73 


3651 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


88 


60 


3652 


AF090930 


Homo sapiens 


PRO0478 


92 


57 


3653 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


148 


73 


j 3654 


ABO 18440 


Echinococcus 
multilocularis 


NADH dehydrogenase subunit 2 


100 


32 


3655 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


165 


68 | 


3656 


AF161356 


Homo sapiens 


HSPC093 


106 


48 


3657 . 


AF090930 


Homo sapiens 


PRO0478 


158 


85 


3658 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


128 


82 


3659 


U93574 


Homo sapiens 


putative pi 50 


117 


44 


3660 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


149 


51 


3661 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


67 


70 


3662 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


99 


62 


3663 


AL451017 


Neurospora 
crassa 


related to Ul SMALL NUCLEAR 
RIBONUCLEOPROTEIN C 


154 


45 


3664 


Y27571 


Homo sapiens 


Human secreted protein encoded by 
gene No. 5. 


136 


77 


3665 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


128 


59 


3666 


U47855 


Araneus 
diadematus 


fibroin-3 


109 


39 


3667 


D38U3 


Pan troglodytes 


cytochrome c oxidase subunit 1 


604 


88 


3668 


K02401 


Homo sapiens 


chorionic somatomammotropin 


636 


93 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


3669 


AF083929 


Mus musculus 


ESI 8 


133 


46 


3670 


J01415 


Homo sapiens 


MTND4 


620 


87 


367J 


AK025047 


Homo sapiens 


unnamed protein product 


160 


60 


3672 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


106 


31 


3673 


AB019038 


Homo sapiens 


beta- 1,4 mannosyltransferase 


766 


94 


3674 


U74612 


Homo sapiens 


hepatocyte nuclear factor-3/fork head 
homolog 1 1A 


113 


69 


3675 


U80447 


Caenorhabditis 
elegans 


coded for by C. elegans cDNA 
ykl 87f6.5; coded for by C. elegans 
cDNA ykl 87f6.3; coded for by C 
elegans cDNA ykl 46ft 1.5 


113 


39 


3676 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


197 


68 


3677 


U52077 


Homo sapiens 


mariner transposase 


500 


74 


3678 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 3 63. 


174 


97 


3679 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ JD NO: 3 63. 


191 


86 


3680 


AC003113 


Arabidopsis 
thaliana 


F2401.6 


102 


83 • 


3681 


AFO0537O 


Alcelaphine 
herpesvirus 1 


putative immediate early protein 


153 


42 


3682 


G01502 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5583. 


111 


62 


3683 


AP002543 


Arabidopsis 
thaliana 


gb|AAD23015. l~gene_id:F15M7. 16— si 
milar to unknown protein 


131 


40 


3684 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


146 


64 


3685 


U93572 


Homo sapiens 


putative pi 50 


158 


43 


3686 


Y34068 


Homo sapiens 


Histone HI isoform H1.5 pANCA- 
reactive fragment (residues 69-226). 


98 


43 


3687 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


106 


54 


3688 


L26953 


Homo sapiens 


chromosomal protein 


M28 


76 


3689 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


563 


87 


3690 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


109 


67 


3691 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


122 


75 


3692 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


165 


85 


3693 


M20789 


Homo sapiens 


alpha- 1 type I collagen 


141 


43 


3694 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


162 


50 


3695 


AF2 10651 


Homo sapiens 


NAG 18 


124 


67 


3696 


AF1 30079 


Homo sapiens 


PR02852 


94 


53 


3697 


Y19192 


Talpa europaea 


cytochrome oxidase subunit I 


618 


85 


3698 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


414 


86 


3699 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


487 


76 


3700 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


109 


42 


3701 


AF2 17374 


Acanthaster 
planci 


cytochrome oxidase subunit I 


563 


85 


3702 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


106 


48 


3703 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


522 


79 


3704 


D67066 


Bos taurus 


N-WASP 


219 


42 


3705 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


100 


51 


3706 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 


44 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

waterman 

Score 


% 

Identit 

y 








7879. 






3707 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


105 


37 


3708 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


125 


74 


3709 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


558 


88 


3710 


AF2 17374 


Acanthaster. 
planci 


cytochrome oxidase subunit 1 


512 


85 


37J] 


D381 12 


Homo sapiens 


NADH dehydrogenase subunit 2 


186 


80 


3712 


AF197854 


Melithreptus 
Iunatus 


cytochrome oxidase I 


189 


83 


3733 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


129 


95 


3714 


AB029027 


Homo sapiens 


KIAA1 104 protein 


141 


81 


3715 


L26251 


Trypanosoma 
brucei 


CR5 


73 


31 


3716 


R95913 


Homo sapiens 


Neural thread protein. 


117 


44 


3717 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


95 


67 


3718 


Y36112 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 497. 


108 


81 


3719 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhcm) gene preoduct. 


132 


55 


3720 


M64923 


Bos taurus 


C 1 0 protein 


194 


94 


3721 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


115 


75 


3722 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


118 


95 


3723 


AF302773 


Homo sapiens 


ninein-Lm isoform 


157 


57 


3724 


AK024455 


Homo sapiens 


FLJ00047 protein 


134 


59 


3725 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


161 


80 


3726 


Y12713 


Mus miisculus 


Pro-Pol-dUTPase polyprotein 


121 


52 


3727 


AF220264 


Homo sapiens 


MOST-1 


86 


88 


3728 


L27428 


Homo sapiens 


reverse transcriptase 


316 


62 


3729 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


112 


46 


3730 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


145 


68 


3731 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


118 


56 


3732 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


131 


65 


3733 


AF090930 


Homo sapiens 


PRO0478 


148 


71 


3734 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


140 


72 


3735 


U93569 


Homo sapiens 


putative pi 50 


270 


59 


3736 


U93568 


Homo sapiens 


putative pi 50 


151 


38 


3737 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


124 


82 


3738 


X92485 


Plasmodium 
vivax 


pval 


101 


44 


3739 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


146 


51 


3740 


AF090944 


Homo sapiens 


PRO0663 


124 


56 


3741 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


94 


47 


3742 


AF118086 


Homo sapiens 


PRO 1 992 


124 


61 


3743 


AF083929 


Mus musculus 


ESI 8 


108 


35 


3744 


L34685 


Arabidopsis 


cell wall protein 


120 


34 
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SEQ ID 

^0: 


Accession No. 


Species 


Description 


Smilb- 

YVaterman 

Score 


% 

Identit 

y 






thaliana 








3745 


AF090931 


Homo sapiens 


PRO0483 


117 


54 


3746 


AF090930 


Homo sapiens 


PRO0478 


136 


75 


3747 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


154 


59 


3748 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


92 


44 


3749 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


98 


42 


3750 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


165 


73 


3751 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


113 


87 


3752 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


96 


58 


3753 


U93574 


Homo sapiens 


putative pi 50 


157 


60 


3754 


X56015 


Crithidia 
oncopelti 


NADH dehydrogenase subunit 5 


103 


30 


3755 


M80613 


Homo sapiens 


putative 


114 


26 


3756 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


119 


54 


3757 


D38112 


Homo saoiens 


NADH dehvdrooenn<;e suhiinit 2 


210 


89 


3758 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


91 


58 


3759 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NlD:g8148) 


110 


46 


3760 


M13100 


Rattus 
norvegicus 


unknown protein 


119 


46 


3761 


AF025467 


Caenorhabditis 
elegans 


contains similaritv to drosoohila DNA- 
binding protein K10 (NlD:g8148) 


135 


52 


3762 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


132 


84 


3763 


Ml 1900 


Mus musculus 


1 5-kDa proline-rich salivary protein 


125 


40 


3764 


U63542 


Homo sapiens 


FAP protein 


131 


72 


3765 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


143 


76 


3766 


X92485 


Plasmodium 
vivax 


pval 


119 


54 


3767 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


81 


56 


3768 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


98 


65 


3769 


AB005216 


Homo sapiens 


Nek, Ash and phospholipase C gamma-, 
binding protein NAP4 


487 


90 


3770 


AF026211 


Caenorhabditis 
elegans 


Similar to cuticular collagen 


102 


37 


3771 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


91 


55 


3772 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


128 


76 


3773 


AK024455 


Homo sapiens 


FLJ00047 protein 


138 


66 


3774 


AF090895 . 


Homo sapiens 


PRO0117 


152 


60 


3775 


AF1 30051 


Homo sapiens 


PRO0898 


122 


78 


3776 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


100 


63 


3777 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


187 


75 


3778 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


130 


56 
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SEQID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 


3779 


X55685 


Ly c o pers i con 


extensin (class I) 


132 


38 






esculentum 








3780 


L27428 


Homo sapiens 


reverse transcriptase 


1 16 


53 


3781 


Y71066 


Homo saoiens 


Human membrane transDort nrotein 


188 


86 








MTRP-11. 






3782 


AL390114 


T pishmania 


pxtremplv rvstpinp/valinp rich nrotein 

v>au \stii wi y \jjf oivlllw vaunt* j iwj jjivjiv^iii 


122 


67 






major 








3783 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


462 


75 








similar to pogo element 






3784 


G00333 


Homo sapiens 


Human secreted protein. SEQ ID NO; 


127 


67 








4414. 






3785 


Y67470 


Homo sapiens 


Np70 protein carboxy terminal region. 


129 


36 


3786 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


152 


78 


3787 


S80119 


Rattus sp. 


reverse transcriptase homolog 


143 


40 


3788 


AF090942 


Homo sapiens 


PRO0657 


134 


67 


3789 


G03714 


Homo saoiens 


Human secreted nrotein SEO ID NO" 


135 


63 








7795. 






3790 


AF1 16661 


Homo sapiens 


PR01438 


128 


45 


3791 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


130 


38 


3792 


G00403 


Homo saniens 

11U141V/ v>Cll_/l \*>11>J 


Human secreted nrotein S>FO IDNO* 


127 


74 








4484. 






3793 


W50192 


Homo saoiens 


Amino acid seouence of sal ivarv 


101 


48 








nrotein CON-1 






3794 


AF000298 


Caenorhabditis 


weak similarity to colla&ens* elvcine- 


175 


46 






elegans 


and proline-rich 






3795 


K03205 


Homo saniens 


salivarv nroline-rich nrotein nreeursnr 


117 


40 


3796 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


185 


88 








SEQ ID NO: 163. 






3797 


D38112 


Homo saDiens 


cytochrome c oxidase subunit 3 


610 


84 


j / yo 


G02S38 




Human QprrptpH nrntpin ^FO ID "NO* 

Alliliia.il 5vWl vlCU LSJUldJJ, v?JL.Vx J J-/ 


1 JU 


56 








6619. 






3799 


AL3 59782 


Trypanosoma • 


probable similar to ring-h2 finger 


71 


52 






brucei 


protein rhala. 






3800 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


127 


77 








8172. 






3801 


AF 130079 


Homo saniens 


PR02852 


164 


54 




AT 3S97JP 


Trv r\a n nc nm i\ 

1 1 jr J/CtllV/O VIII let 


T>rnh^h1p cimilnr tA nno-h9 finopr 

jsl WdUlv Oiillllul IV/ 1 UJg llA\ illltpCI 


I 1 o 


4S 






hnippi 


nrotein rha 1 a 






joUj 




Do ra m op hi rv» 

Jr dlallieC] lull 




101 
ll/l 








bursaxia 

uui wui iu 


Arabidonsis anter-soeciflc Pro-rich 










Chlorella virus 1 


nrotein corresnonds to Swiss-Prot 












Accession Number P40602 






3804 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


173 


87 








SEQ ID NO: 163. 






3805 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


72 








7253. 






3806 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


225 


85 


3807 


U88587 


Nicotian a alata 

* ^ liuliu mum 


120 kDa stvle plvcoorotein 

l^»V IVL/U JLJ Jv gl JVvL/lvivllI 


118 


38 


3808 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


129 


82 


3809 


G03043 


Homo saDiens 


Human secreted nrotein SEO ID NO* 


122 


67 








7124. 






3810 


Y86248 


Homo saoiens 


Human secreted nrotein HCHPF68 


213 


97 








SEQ ID NO: 163. 






3811 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


106 


63 








7124. 






3812 


AF 169974 


Homo sapiens 


serine racemase 


153 


56 


3813 


L27428 


Homo sapiens 


reverse transcriptase 


175 


43 


3814 


W50193 


Homo sapiens 


Amino acid sequence of salivary 


109 


43 








protein CON-2. 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

1 den tit 

v 
j 


3815 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


176 


78 


3816 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


112 


65 


3817 


AFII990I 


Homo sapiens 


PR02831 


113 


55 


3818 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


99 


89 


3819 


AL1 60371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


91 


66 


3820 


X92485 


Plasmodium 
vivax 


oval 


108 


46 


3821 


AK024455 


Homo sapiens 


FLJ00047 protein 


79 


59 


3822 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


178 


87 


3823 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ IDNO:387. 


99 


50 


3824 


W21582 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCSl 1037. 


86 


94 


3825 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


138 


53 


3826 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


129 


88 


3827 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


77 


61 


3828 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


139 


51 


3829 


K03208 


Homo sapiens 


salivary proline-rich protein precursor 


161 


41 


3830 


U44838 


Glycine max 


extensin 


108 


47 


3831 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


136 


71 


3832 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


205 


84 


3833 


AL163912 


Arabidopsis 
thaiiana 


glycine-rich protein atGRP-7 


117 


37 


3834 


AF1300S9 


Homo sapiens 


PRO2550 


138 


45 


3835 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


92 


76 


3836 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


70 


3837 


X56010 


Sorghum bicolor 


hydroxyproline-rich glycoprotein 


98 


37 


3838 


X68249 


Xenopus laevis 


Proline rich protein 


92 


66 


3839 


U 12690 


Homo sapiens 


cytochrome oxidase subunit II 


262 


92 


3840 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


186 


100 


3841 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


103 


64 


3842 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


116 


62 


3843 


AF164614 


Homo sapiens 


envelope protein 


508 


77 


3844 


AF1 30051 


Homo sapiens 


PRO0898 


130 


73 


3845 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


144 


74 


3846 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


119 


68 


3847 


M13100 


Rattus 
norvegicus 


unknown protein 


129 


46 


3848 


X97675 


Homo sapiens 


plakophilin 2b 


145 


67 


3849 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


141 


65 


3850 


K03206 


Homo sapiens 


salivary proline-rich protein precursor 


114 


42 
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SEQ 10 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


3851 


U93574 


Homo sapiens 


putative pi 50 


165 


82 


3852 


AF090931 


Homo sapiens 


PRO0483 


97 


78 


3853 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


279 


80 


3854 


U93570 


Homo sapiens 


putative pi 50 


135 


38 


3855 


M13100 


Rattus 
norvegicus 


unknown protein 


100 


57 


3856 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


166 


63 


3857 


Y48576 


Homo sapiens 


Human breast tumour-associated 
protein 37. 


117 


49 


3858 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


147 


45 


3859 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


150 


71 


3860 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


165 


69 


3861 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


131 


83 


3862 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


171 


81 


3863 


AK000241 


Homo sapiens 


unnamed protein product 


100 


48 


3864 


Y36112 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 497. 


121 


80 


3865 


AK024455 


Homo sapiens 


FLJ00047 protein 


124 


69 


3866 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


87 


64 


3867 


AF1 16712 


Homo sapiens 


PR02738 


92 


48 


3m 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


165 


62 


3869 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


128 


62 


3870 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


94 


75 


3871 


AK024455 


Homo sapiens 


FLJ00047 protein 


83 


72 


3872 


AJ242540 


VoWox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


147 


44 


3873 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


113 


51 


3874 


AF090930 


Homo sapiens 


PRO0478 


120 


63 


3875 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


145 


70 


3876 


D88674 


Homo sapiens 


antizyme inhibitor 


147 


75 


3877 


AF263744 


Homo sapiens 


erbb2-interacting protein ERBIN 


212 


37 


3878 


Y36112 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 497. 


140 


82 


3879 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


82 


35 


3880 


Y01181 


Homo sapiens 


Polypeptide fragment encoded by gene 
12. 


144 


60 


3881 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


122 


60 


3882 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


134 


75 


3883 


M8I32I 


Macaca 
fascicularis 


proline-rich protein 


101 


41 


3884 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


109 


56 


3885 


AF013214 


Bos taurus 


acidic ribosomal phosphoprotein PO 


177 


94 


3886 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


162 


77 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Score 


% 

men ii i 

y 








4484. 






3887 


Y59860 


Homo sapiens 


Human normal uterus tissue derived 
protein 23. 


137 


72 


3888 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


147 


72 


3889 


M64792 


Rattus : . 
norvegicus 


salivary prolinc-rich protein 


104 


40 


3890 


AF1 56228 


Drosophila 
melanogaster 


salivary gland secretion protein 


104 


35 


3891 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


90 


47 


3892 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


138 


38 


3893 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


146 


65 


3894 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


122 


34 


3895 


X02873 


Daucus carota 


put. precursor 


104 


48 


3896 


AF090942 


Homo sapiens 


PRO0657 


135 


50 


3897 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


195 


77 


3898 


X92485 


Plasmodium 
vivax 


pval 


111 


62 


3899 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


107 


70 


3900 


AL1 60493 


Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


94 


93 


390J 


G03172 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7253. 


163 


83 


3902 


AF090942 


Homo sapiens 


PRO0657 


134 


65 


3903 


AF220264 


Homo sapiens 


MOST-1 


74 


59 


3904 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


131 


53 


3905 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


129 


85 


3906 


AK025047 


Homo sapiens 


unnamed protein product 


127 


73 


3907 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


135 


86 


3908 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


134 


72 


3909 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


104 


62 


3910 


G02654 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6735. 


114 


70 


3911 


AK024455 


Homo sapiens 


FLJ00047 protein 


135 


61 


3912 


U93567 


Homo sapiens 


putative pi 50 


233 


63 


3913 


W54966 


Homo sapiens 


Synthetic human type 111 collagen 
SYN-C3. 


96 


40 


3914 


X94976 


Brassica napus 


cell wall-plasma membrane linker 
protein 


104 


36 


3915 


P92219 


Homo sapiens 
(human) 


CR1 protein. 


125 


73 


3916 


X92485 


Plasmodium 
vivax 


pval 


94 


64 


3917 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


105 


52 


3918 


AF1 18086 


Homo sapiens 


PRO 1992 


130 


87 


3919 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


125 


80 


3920 


G00432 j 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


162 


79 
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SEQ 10 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 








4493. 






3921 


AF090930 


Homo sapiens 


PRO0478 


128 


64 


3922 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


114 


75 


3923 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


130 


65 


3924 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 103. 


134 


71 


3925 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


102 


58 


3926 


D63487 


Homo sapiens 


The KJAA01 53 gene product is related 
to a putative C.elegans gene encoded in 
cosmid F42A8. 


141 


100 


3927 


U21123 


Drosophila n 
melanogaster 


ena polypeptide 


117 


37 


3928 


X58438 


Mus musculus 


proline rich protein 


136 


36 


3929 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


152 


71 


3930 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


132 


73 


3931 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


86 


48 


3932 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


110 


65 


3933 


X92485 


Plasmodium 
vivax 


pval 


116 


36 


3934 


X97675 


Homo sapiens 


plakophilin 2b 


129 


82 


3935 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


84 


58 


3937 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


107 


56 


3938 


AF090895 


Homo sapiens 


PRO0117 


166 


68 


3939 


K02550 


Oncorhynchus 
mykiss 


70-kilodalton heat shock protein 


104 


38 


3940 


AK024455 


Homo sapiens 


FLJ00047 protein 


112 


74 


3941 


L26953 


Homo sapiens 


chromosomal protein 


92 


67 


3942 


U63542 


Homo sapiens 


FAP protein 


135 


75 


3943 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


139 


80 


3944 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


141 


67 


3945 


AK024455 


Homo sapiens 


FLJ00047 protein 


123 


76 


3946 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


92 


52 


3947 


W48927 


Homo sapiens 


Schwannom in-binding protein C- 
terminal fragment. 


103 


56 


3948 


AF252293 


Homo sapiens 


PAR3 


161 


44 


3949 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


125 


47 


3950 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


128 


59 


3951 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


174 


87 


3952 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


152 


75 


3953 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


168 


64 


3954 


R95913 


Homo sapiens 


Neural thread protein. 


110 


54 


3955 


AF1 30089 


Homo sapiens 


PRO2550 


122 


63 


3956 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


119 


48 
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1 SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Wntfrmnn 

Score 


% 

I den tit 

y 


3957 


Y36203 


Homo sapiens 


Human secreted protein #75. 


121 


75 


3958 


Y86248 


Homo sapiens 


Human secret ed" protein HCHPF68, 
SEQ ID NO: 163. 


177 


61 


3959 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


131 


69 


3960 


U93563 


Homo sapiens 


putative pi 50 


227 


62 


3961 


D86853 


Catharanthus 
roseus 


extensin 


100 


40 


3962 


U12390 


Cloning vector 
pSportl 


beta-gal actosidase alpha peptide 


101 


41 


3963 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


107 


80 


3964 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


121 


42 


3965 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


66 


3966 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


101 


34 


3967 


AF229126 


Homo sapiens 


acetylcholinesterase collagen-like tail 
subunit isofbrm VII 


108 


36 


3968 


AJ006770 


Cicer arietinum 


extensin 


86 


29 


3969 


AF1 30089 


Homo sapiens 


PRO2550 


128 


82 


3970 


U93563 


Homo sapiens 


putative pi 50 


99 


48 


3971 


AK000496 


Homo sapiens 


unnamed protein product 


134 


71 


3972 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


108 


42 


3973 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


137 


72 


3974 


AK024455 


Homo sapiens 


FLJ00047 protein 


132 


65 


3975 


AK024455 


Homo sapiens 


FLJ00047 protein 


128 


85 


3976 


X01918 


Drosophila 
melanogaster 


salivary gland glue protein 


99 


40 


3977 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


136 


46 


3978 


AF229067 


Homo sapiens 


PADI-H protein 


107 


87 


3979 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


189 


48 


3980 


S80119 


Rattus sp. 


reverse transcriptase homolog 


134 


49 


3981 


AF090901 


Homo sapiens 


PRO0195 


106 


94 


3982 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein Kl 0 (NID:g8148) 


111 


42 


3983 


X92485 


Plasmodium 
vivax 


pval 


102 


39 


3984 


G02640 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6721. 


127 


64 


3985 


AB012162 


Homo sapiens 


APCL protein . 


190 


42 


3986 


AF016099 


Mus musculus 


endonuclease/reverse transcriptase 


139 


65 


3987 


U93570 


Homo sapiens 


putative pi 50 


170 


71 


3988 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


202 


73 


3989 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


244 


85 


3990 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


420 


92 


3991 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


272 


85 


3992 


L38908 


Nicotiana 
tabacum 


extensin 


114 


40 


3993 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


116 


64 


3994 


AF090944 


Homo sapiens 


PRO0663 


99 


, 39 


3995 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


150 


75 


3996 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


574 


87 


3997 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


488 


76 



234 



SEQ ID 


Accession No. 


Species 


Description 


Smith- 

waterman 

Score 


% 

Identit 

y 


3998 


U52077 


Homo sapiens 


mariner transposase 


475 


70 


3999 


U93570 


Homo sapiens 


p40 


111 


34 


4000 


U 15647 


Mus musculus 


reverse transcriptase 


137 


43 


4001 


AF1 16712 


Homo sapiens 


PR02738 


105 


52 


4002 


AF1 13685 


Homo sapiens 


PRO0974 


125 


53 


4003 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


92 


78 


4004 


AF1 16715 


Homo sapiens 


PR02829 


115 


73 


4005 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


288 


80 


4006 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


614 


86 


4007 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


106 


45 


4008 


U90268 


Homo sapiens 


Kritl 


152 


52 


4009 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


472 


96 


4010 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


304 


100 


4011 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


472 


98 


4032 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


102 


50 


4013 


G00262 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4343. 


124 


73 


4014 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


118 


47 


4015 


U 12690 


Homo sapiens 


cytochrome oxidase subunit II 


522 


81 


4016 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


147 


52 


4017 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


106 


57 


4018 


AB003476 


Homo sapiens 


gravin 


549 


91 


4019 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


391 


93 


4020 


U44949 


Xenopus laevis 


zona pellucida A glycoprotein homolog 


143 


32 


4021 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


571 


88 


4022 


D38I13 


Pan troglodytes 


cytochrome c oxidase subunit I 


554 


S7 


4023 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


165 


88 


4024 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


131 


38 


4025 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


583 


86 


4026 


AF090895 


Homo sapiens 


PRO0117 


104 


49 


4027 


AFI30056 


Homo sapiens 


PRO 1 367 


80 


60 


4028 


X97675 


Homo sapiens 


plakophilin 2b 


157 


83 


4029 


X67337 


Homo sapiens 


Human pre-mRNA cleavage factor I 68 
kDa subunit 


114 


35 


4030 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


110 


74 


4031 


D38112 


Homo sapiens 


ATPase subunit 6 


395 


80 


4032 


S70718 


Hemicentrotus 
pulcherrimus=se 
a urchins, tests, 
Peptide, 632 aa 


fibrillar collagen alpha 120 and 140 
chains 


104 


33 


4033 


Y12713 


Mus musculus 


Pro-Pol-dUTPase polyprotein 


355 


66 


4034 


AC004497 


Homo sapiens 


MX2 


464 


58 


4035 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


151 


61 


4036 


AF1 17888 


Homo sapiens 


myosin-IXa 


113 


34 


4038 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


100 


48 


4039 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


153 


73 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

v 

J 


4040 


D381 12 


Homo sapiens 


NADH dehydrogenase subunit 4 


338 


86 


4041 


AF1 16661 


Homo sapiens 


PR01438 


136 


53 


4042 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


120 


84 


4043 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


493 


85 


4044 


M90516 


Homo sapiens 


glutam ine:fructose-6-phosph ate 
ami dotransf erase 


261 


72 


4045 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


102 


64 


4046 


AF1 30089 


Homo sapiens 


PRO2550 


143 


78 


4047 


AF090942 


Homo sapiens 


PRO0657 


119 


41 


4048 


R95913 


Homo sapiens 


Neural thread* protein. 


138 


47 


4049 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


111 


.59 


4050 


X77962 


Tetrahymena 
thermophila 


fibrillarin 


105 


49 


4051 


G00338 


Homo sapiens 


Human secreted Drotein SEO ID NO' 
4419. 


144 


71 


4052 


X02794 


Friend murine 
leukemia virus 


Pr65 


107 


37 


4053 


Y00994 


Homo sapiens 


Human CSR3 protein sequence. 


109 


38 


4054 


AL12I585 


Homo sapiens 


bA504H3.1 (SNX5 (sorting nexin 5)) 


299 


74 


4055 


V00662 


Homo sapiens 


URF 1 (NADH dehydrogenase subunit) 


314 


80 


4056 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


65 


54 


4057 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


187 


67 


4058 


AF205385 


Pan troglodytes 


NADH dehydrogenase subunit 5 


202 


89 


4059 


Y86248 


Homo sanien*; 


Human secreted nrotein HOHPF68 
SEQ ID NO: 163. 


187 


100 


4060 


U63542 


Homo saoiens 


FAP orotein 


142 


73 


4061 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


158 


50 


4062 


Y95028 


Homo sapiens 


Human clone vp7_l ORF2, SEQ ID 
NO:128. 


123 


44 


4063 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


76 


65 


4064 


AF000298 


Caenorhabditis 
eleeans 


weak similarity to collagens; glycine- 
and oroline-rich 


165 


46 


4065 


G00427 


Homo saniens 


Human secreted orotein SFO ID NO* 
4508. 


147 


93 


4066 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


109 


76 


4067 


AB035523 


Gallus gallus 


avenalll 


101 


48 


4068 


AC079829 


Arabidopsis 
thaliana 


Pto kinase interactor, putative 


105 


43 


4069 


AF2 J 065 1 


Homo sapiens 




97 


77 


4070 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


111 


43 


4071 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


158 


65 


4072 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


131 


43 


4073 


AF038007 


Homo sapiens 


FIC1 


153 


96 


4074 


M33228 


Trvoanosoma 
brucei 


ATPase 6 


103 


37 


4075 


U54788 


Mus musculus 


Wiskott-Aldrich Syndrome Protein 


119 


46 


4076 


M81321 


Macaca 
fascicularis 


proline-rich protein 


104 


36 


4077 


X52235 


Homo sapiens 


ORFII 


192 


39 


4078 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


83 



236 



WO 01/64835 



PCTAJS01/04927 



SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% | 

Identit 

y 








4409. 






4079 


AB026542 


Homo sapiens 


WASP-family protein 


98 


41 


4080 


L17318 


Rattus 
norvegicus 


proline-rich proteoglycan 


105 


42 


4081 


AF13005I 


Homo sapiens 


PRO0898 


117 


42 


4082 


AF1 30089 


Homo sapiens 


PRO2550 


85 


79 


4083 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


117 


48 


4084 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


89 


40 


4085 


G03372 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


163 


80 


4086 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


144 


74 


4087 


AF085691 


Homo sapiens 


multidrug resistance-associated protein 
3A 


197 


49 


4088 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6573. 


109 


62 


4089 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


139 


51 


4090 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


103 


65 


4091 


G00637 


Homo saoiens 


Human secreted nrotein SEO ID NO* 
4718. 


159 


68 


4092 


X92485 


Plasmodium 
vivax 


pval 


95 


38 


4093 


U93569 


Homo sapiens 


p40 


205 


40 


4094 


LI 6864 


African swine 
fever virus 


cd2 homologue 


98 


45 


4095 


X71413 


Homo sapiens 


ELE1 


675 


98 


4096 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


149 


60 


4097 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


116 


70 


4098 


AF090930 


Homo sapiens 


PRO0478 


149 


78 


4099 


AF090942 


Homo sapiens 


PRO0657 


124 


56 


4100 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


139 


62 


4101 


L26953 


Homo sapiens 


chromosomal protein 


104 


54 


4102 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


128 


70 


4103 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


94 


58 


4104 


U73199 


MusmuscuJus 


Rho- guanine nucleotide exchange 
factor 


370 


56 


4105 


AF090931 


Homo sapiens 


PRO0483 


104 


90 


4106 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


133 


72 


4107 


AF1 18082 


Homo sapiens 


PRO 1902 


145 


49 


4108 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


116 


50 


4109 


U93564 


Homo sapiens 


p40 


539 


91 


4110 


G03789 


Homo saoiens 


Human secreted Drotein SEO ID NO* 
7870. 


144 


54 


4111 


G03807 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
' 7888. 


138 


65 


4112 


AF2 17536 


Homo sapiens 


truncated mevalonate kinase 


91 


73 1 


•4113 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


120 


36 


4114 


Ml 7522 


Paracoccus 


cytochrome cl precursor (EC 1.10.2.2) 


101 


41 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 






denirriflcans 








4115 


G03714 


Homo saniens 

XX\Jl*l\J JuUlLfllJ 


Human <:prrptprf nrotein SFO TO NO* 


171 


50 








7795. 






4116 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


148 


73 








6613. 






4117 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


80 


85 








6012. 






4118 


X04758 


Homo sapiens 


pro- alpha (V)collagen (A A 1 099) 


106 


39 


4119 


G00354 


Homo saDiens 


Human secreted Drotein SEO ID NO* 


122 


47 








4435. 






4120 


AF130089 


Homo sapiens 


PRO2550 


132 


68 


4121 


AF090942 


Homo sapiens 


PRO0657 


136 


48 


4122 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 


115 


66 








clone HNHF029. 






4123 


W50193 


Homo *?anien<? 


Amino arid spnupnre of Qalivarv 




HO 








Drotein CON-9 






4124 


X92485 


Plasmodium 


pva 1 


104 


54 






vivax 








4125 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


59 








7795. 






4326 


AK024455 


Homo sapiens 


FLJ00047 protein 


86 


61 


4127 


AF1 19855 


Homo saniens 


PRO 1847 

X JL vvy X UT / 


99 


68 


4128 


S80119 


Rattus sd 


reverse transcrintase homolo© 


129 


39 


4129 


G00344 


Homo vinipn*; 


Human <;pprptprl nrotpin QFO \Tt NO* 
unman awwj oicu OJL»\^ )L/ 


1 Sfi 










4425. 






4130 


G0041 6 


I A will vj oajJiciio 


Human QpprptpH nrntpin QPO TT"^ NO* 


J JJ 


79 








4497. 






4131 


R86406 


Homo Qanipn*; 


Human matriY mptsillrvnmtpacp 
rjuiiiaii iiiaii ia liicicllil/jjl ULCa5C 


lvO 










1VXIVJI till CI. 






4132 


LI 6461 


rhlnmvHnmfniac 


ctmptiirsil wnll rsmfp in 
all Uk/iulal Wall UiUtCJIl 


o / 


j I 






reinhardtii 

1 J CU Villi 








4133 


Y30713 


Hnmrt QJinipnc 
x xyjii i%j jciij i^-iio 


Aminn 5»Pirl cpmipnpp r\f" a human 












secretpd nrotein 






4134 


Y27854 


Homo sapiens 


Human secreted protein encoded by 


121 


69 








pene No 101 






4135 


G01984 


Homo sapiens 


Human secreted nrotein SFO ID NO* 


135 


70 








6065. 






4136 


K02576 


Homo saDiens 


salivarv nroline-ricK nrotein 1 


134 


42 


4137 


Y15173 


Human 


F/l nrPitpin 
IJ*t JJ1 yJLVUl 










oaDillomavims 












type 75 








4138 


AF130089 


Homo sapiens 


PRO2550 


130 


35 


4139 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


111 


38 








SEQ ID NO: 163. 






4140 


Y36203 


Homo sapiens 


Human secreted protein #75. 


120 


48 


4141 


AF130089 


Homo sapiens 


PRO2550 


139 


36 


4142 


S80119 


Rattns sp. 


reverse transcriptase homolog 


no 


47 


4143 


U54636 


Stanhvlococcu^ 


nrotpin A 


135 


^5 






aureus 








4144 


AL3901 14 


T ,p.i<;hmania 


pvtrpm plv rv^tpinp/valinp rif-h nrntpin 

CAll L-J'OlCJIlW Vail JIG 1 JJlULtlll 


X J 1 


55 
jj 






major 








4145 


G00354 


Homo saniens 


Human <;pcreted nrotpin SEO ID NO* 


1 12 


54 
j^ 








4435. 






4146 


G03203 


Homo sanipn^ 


Human «?prrptpH nrotpin SFO TDNO" 

11 1111 lull jtl/itltU jJlULttlll, uby 1 VJ V^\J . 


1 17 
j i / 


^7 
j i 








7284. 






4147 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 


98 


61 








(hhcm) gene preoduct. 






4148 


AF 130051 


Homo sapiens 


PRO0898 


124 


88 


4149 


G00673 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


133 


67 
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NO: 


Accession No. 


Species 


Description 


omitn- 

Waterman 

Score 


ldentit 

y 








4754. 






4150 


Z29481 


Homo sapiens 


3-hydroxyanthranilic acid dioxygenase 


244 


62 


4151 


M81321 


Macaca 
fascicularis 


proline-rich protein 


172 


50 


4152 


G00416 . 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


129 


66 


4153 


AF1 19851 


Homo sapiens 


PRO 1722 


128 


62 


4154 


AB037826 


Homo sapiens 


KIAA 1405 protein 


194 


60 


4155 


M 12099 


Mus musculus 


proline-rich protein 


124 


37 


4156 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


122 


46 


4157 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


124 


41 


4158 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


134 


83 


4159 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


141 


74 


4160 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


135 


39 


4161 


U35730 


Mus musculus 


jerky 


116 


31 


4162 


Z81525 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF01391 (Collagen triple helix repeat 
(20 copies)), Score=35.5,E-value=4e- 
07,N=2 


130 


50 


4163 


AF1 13685 


Homo sapiens 


PRO0974 


129 


45 


4164 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


168 


71 


4165 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


137 


70 


4166 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


175 


72 


4167 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


86 


45 


4168 


AB000505 


Daucus carota 


unnamed protein product 


101 


43 


4169 


U87607 


Rattus 
norvegicus 


putative RNA binding protein 1 


113 


30 


4170 


AT 119900 


Homo sapiens 


PR02822 


154 


59 


4171 


AE001381 


Plasmodium 
falciparum 


hypothetical protein 


106 


33 


4172 


AE000034 


Mycoplasma 
pneumoniae 


bifunctiona! threonine dehydrogenase; 
galactosyltransferase 


100 


28 


4173 


U12390 


Cloning vector 
pSportl 


beta-galactosidase alpha peptide 


100 


47 


4174 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


142 


68 


4175 


AK024455 


Homo sapiens 


FLJ00047 protein 


116 


60 


4176 


Mil 759 


Lycopersicon 
esculentum 


ceil wall hydroxyproline-rich 
glycoprotein 


94 


44 


4177 


AK024455 


Homo sapiens 


FLJ00047 protein 


102 


59 


4178 


AY007557 


Mycobacterium 
avium subsp. 
paratuberculosis 


fibronectin-attachment protein FAP-P 


98 


42 


4179 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


115 


69 


4180 


M12100 


Mus musculus 


proline-rich protein MP-3 


132 


44 


4181 


AF090930 


Homo sapiens 


PRO0478 


138 


63 


4182 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


152 


75 


4183 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


184 


84 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


4184 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


150 


43 


4185 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


128 


51 


4186 


AF090944 


Homo sapiens 


PRO0663 


124 


49 


4187 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


93 


62 


4188 


D38112 


Homo sapiens 


ATPase subunit 6 


439 


78 


4189 


AF130051 


Homo sapiens 


PRO0898 


89 


57 


4190 


AF090930 


Homo sapiens 


PRO0478 


137 


83 


4191 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


100 


35 


4192 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


212 


91 


4193 


Y 13247 


Homo sapiens 


FBI 9 protein 


142 


46 


4194 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


268 


93 


4195 


AF 1 24729 


Mus musculus 


acinusS' 


140 


42 


4196 


AJ277425 


Giobodera 
pallida 


putative cuticular collagen 


156 


43 


4197 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


161 


77 


4198 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


97 


45 


4199 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


119 


36 


4200 


X62379 


Mus musculus 


form in, isoform IV 


115 


48 


4201 


D38113 


Pan troglodytes 


NADH dehydrogenase subunit 4 


224 


93 


4202 


M14820 


Trypanosoma 
brucei 


ORF2 bases 1807-2850; first start 
codon at 2032; putative 


103 


29 


4203 


U93572 


Homo sapiens 


p40 


182 


34 


4204 


D82026 


Silene Iatifolia 


glycine-rich protein 


98 


49 


4205 


AF003151 


Caenorhabditis 
elegans 


contains similarity to an RNA 
recognition motif 


107 


40 


4206 


L07545 


Leishmania 
tarentolae 


A 'c' was inserted after nt 369 (=nt 
10459 in genomic sequence (Ml 0126)) 
to correct -1 frameshift probably due to 
gel compression 


101 


35 


4207 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


104 


38 


4208 


AF229126 


Homo sapiens 


acetylcholinesterase collagen-like tail 
subunit isoform VII 


96 


75 


L 4209 


AF090895 


Homo sapiens 


PRO0117 


142 


68 


4210 


X92485 


Plasmodium 
vivax 


pval 


104 


35 


4211 


G02828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6909. 


173 


73 


4212 


G02828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6909. 


151 


69 


. 4213 


AF 115549 


Homo sapiens 


Wiskott-Aldrich Syndrome protein 


122 • 


43 


4214 


AF090944 


Homo sapiens 


PRO0663 


97 


39 


4215 


X 12544 


Homo sapiens 


3 HLA-DR B protein precursor (AA - 
29 to 267) 


111 


60 


4216 


M69065 


human 
herpesvirus 2 


ORF1 


89 


38 


4217 


AF090895 


Homo sapiens 


PRO0117 


133 


78 


4218 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


135 


46 


4219 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


71 


47 


4220 


U93567 


Homo sapiens 


p40 


170 


35 


4221 


D00570 


Mus musculus 


open reading frame (25 1 AA) 


108 


28 


4222 


X97675 


Homo sapiens 


plakophilin 2b 


122 


47 


4223 


AF270937 


Plutella 
xylosteUa 


PxORF73 peptide 


99 


54 
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Waterman 
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% 

Identit 
y 






granulovirus 








4224 


AF1 30089 


Homo sapiens 


PRO2550 


144 


69 


4225 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


125 


82 


4226 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


99 


62 


4227 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhcm) gene preoduct 


172 


59 


4228 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


161 


74 


4229 


AL049537 


Homo sapiens 


dJl 164110.1 (brefeldin A-inhibited 
guanine nucleotide-exchange protein 2) 


212 


90 


4230 


AFI 18086 


Homo sapiens 


PR01992 


150 


69 


4231 


M81321 


Macaca 
fascicularis 


proline-rich protein 


130 


41 


4232 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


138 


68 


4233 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


132 


56 


4234 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


110 


52 


4235 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvj 
oncoprotein. 


124 


32 


4236 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


119 


42 


4237 


X93498 


Homo sapiens 


21-Glutamic Acid-Rich Protein 


368 


56 


4238 


R95913 


Homo sapiens 


Neural thread protein. 


139 


55 


4239 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


146 


63 


4240 


X97675 


Homo sapiens 


plakophilin 2b 


108 


78 • 


4241 


Y36156 


Homo sapiens 


Human secreted protein #28. 


137 


65 | 


4242 


AK000385 


Homo sapiens 


unnamed protein product 


131 


33 


4243 


AJ252253 


human 
herpesvirus 2 


glycoprotein G-2 


107 


36 


4244 


Y99447 


Homo sapiens 


Human PR01556 (UNQ764) amino 
acid sequence SEQ ID NO:372. 


597 


100 


4245 


Y05398 


Homo sapiens 


Human TIE ligand NL8 protein 
sequence. 


424 


84 


4246 


L00016 


Homo sapiens 


urf4 


222 


90 


4247 


AFI 34579 


Zea mays 


arabinogalactan protein 


134 


39 


4248 


Z34465 


Zea mays 


extensin-like protein 


123 


33 


4249 


AF010144 


Homo sapiens 


neuronal thread protein AD7c~NTP 


128 


62 


4250 


J02695 


Plasmodium 
yoelii 


circumsporozoite protein 


110 


33 


4251 


AK024455 


Homo sapiens 


FLJ00047 protein 


136 


65 


4252 


U02570 


Homo sapiens 


CDC42 GTPase-activating protein 


566 


93 


4253 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


449 


85 


4254 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


111 


63 


4255 


M61143 


Bovine 
herpesvirus 1 


latency-related open reading frame 2; 
putative 


101 


42 


4256 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


113 


43 


4257 


Y06294 


Homo sapiens 


Human transcription regulator MOP6 
partial sequence. 


410 


79 


4258 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


112 


61 


4259 


D90252 


Human 

papillomavirus 
type 5b 


E4 protein 


110 


32 
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NO: 


Accession No. 


Species 


Description 


Smith- 

▼ T if ICI III ti II 

Score 


% 

identit 

y 


4260 


X90569 


Homo sapiens 


elastic titin 


660 


95 


4261 


AF090930 


Homo sapiens 


PRO0478 


114 


71 


4262 


AF 132209 


Homo sapiens 


prepro-major basic protein homolog 


422 


72 


4263 


AF043102 


Pneumocystis 
carinii 


surface glycoprotein A 


121 


29 


4264 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


132 


55 


4265 


AF090895 


Homo sapiens 


PRO0117 


159 


62 


4266 


AF090930 


Homo sapiens 


PRO0478 


143 


50 


4267 


G03J33 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


119 


34 


4268 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


106 


61 


4269 


D23660 


Homo sapiens 


ribosomal protein 


493 


73 


4270 


AF130089 


Homo sapiens 


PRO2550 


119 


39 


4271 


U93564 


Homo sapiens 


putative pi 50 


121 


37 


4272 


AB033615 


Mus musculus 


phospholipase C-L2 


485 


79 


4273 


AF006082 


Homo sapiens 


Arp2 


488 


85 


4274 


Y 12293 


Mus musculus 


lun 


104 


33 


4275 


X54289 


Bos taurus 


cGMP-dependent protein kinase 
(isoform I beta) 


561 


81 


4276 


AF1 19855 


Homo sapiens 


PR01847 


155 


71 


4277 


J01415 


Homo sapiens 


MTND4 


372 


63 


4278 


AB021078 


Plasmid CoIIb- 
P9 


ybbA 


101 


30 


4279 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. * 


110 


73 


4280 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


110 


73 


4281 


AF1 19851 


Homo sapiens 


PRO 1722 


110 


60 


4282 


D38116 


Pan paniscus 


NADH dehydrogenase subunit 1 


346 


92 


4283 


Y15908 


Homo sapiens 


DIA-12C protein 


109 


52 


4284 


Y30681 


Homo sapiens 


Splice variant ZAP- IB protein of the 
human tumor suppressor gene ZAP-1. 


122 


76 


4285 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


121 


42 


4286 


AK024455 


Homo sapiens 


FLJ00047 protein 


135 


57 


4287 


Y11525 


Homo sapiens 


CCAAT/enhancer binding protein 
alpha 


100 


32 


4288 


AF033122 


Homo sapiens 


non-p53 regulated PA26-T1 nuclear 
protein 


128 


81 


4289 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


111 


39 


4290 


W48351 


. Homo sapiens 


Human breast cancer related protein 
BCRB2. 


140 


58 


4291 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


132 


34 


4292 


X60432 


Zea mays 


prolin rich protein 


118 


42 


4293 


U09367 


Homo sapiens 


zinc finger protein ZNF136 


461 


60 


4294 


AF038960 


Homo sapiens 


SKD1 homolog 


146 


82 


4295 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


128 


54 


4296 


U66561 


Homo sapiens 


kruppel-related zinc finger protein 


512 


89 


4297 


AF043706 


Caenorhabditis 
elegans 


contains similarity to granulins 


104 


55 

! 


4298 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


138 


65 


4299 


AF152510 


Homo sapiens 


protocadherin gamma A3 short form 
protein 


520 


87 
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Accession No. 
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Sniilh- 

Waterman 
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% 

ldentit 

y 


4300 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


142 


72 


430J 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


109 


50 


4302 


AL035440 


Arabidopsis 
thaliana 


putative protein 


103 


31 


4303 


L05500 


Homo sapiens 


adenylyl cyclase 


655 


96 


4304 


AF1 16712 


Homo sapiens 


PR02738 


140 


54 


4305 


D13757 


Homo sapiens 


am idophosphoribosy Itransferase 


182 


92 


4306 


L20450 


Mus musculus 


DNA-binding protein 


470 


64 


4307 


AF2133S6 


Mus musculus 


ATP-binding cassette protein 


175 


97 


4308 


X76850 


Mus musculus 


MAP kinase-activated protein kinase 2 


154 


69 


4309 


S80119 


Rattus sp. 


reverse transcriptase homolog 


123 


55 


4310 


X67337 


Homo sapiens 


Human pre-mRNA cleavage factor I 68 
kDa subunit 


110 


32 


4311 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


96 


58 


4312 


Z46236 


Ovis aries 


keratinocyte growth factor 


210 


75 


4313 


AB020700 


Homo sapiens 


KJAA0893 protein 


569 


87 


4314 


AF124727 


Homo sapiens 


acinusS 


498 


88 


4315 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


88 


32 


4316 


AL1 60493 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


122 


53 


4317 


AF] 19900 


Homo sapiens 


PR02822 


135 


58 


4318 


U74612 


Homo sapiens 


hepatocyte nuclear factor-3/fork head 
homolog 1 1 A 


104 


70 


4319 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


117 


51 


4320 


AB026054 


Homo sapiens 


brain fmger protein 


412 


90 


4321 


AF090944 


Homo sapiens 


PRO0663 


133 


71 


4322 


AF165513 


Homo sapiens 


vacuolar protein sorting 45 isoform 


712 


97 


4323 


Y99418 


Homo sapiens 


Human PR01317 (UNQ783) amino 
acid sequence SEQ ID NO:277. 


532 


97 


4324 


AF 163772 


Leishmania 
major 


7138.7 


142 


37 


4325 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


128 


59 


4326 


W40054 


Homo sapiens 


P300/CBP-associated transcriptional 
cofactor P/CAF C-terminus. 


175 


94 


4327 


AF217411 


Homo sapiens 


neuroligin 3 isoform HNL3 


549 


84 


4328 


U94836 


Homo sapiens 


ERPROT 213-21 


175 


87 


4329 


Y20763 


Homo sapiens 


Human neurofilament-M mutant 
protein fragment 45. 


501 


87 


4330 


AB037745 


Homo sapiens 


KIAA1324 protein 


1014 


99 


4331 


M91563 


Rattus 
norvegicus 


NMDA receptor subtype 2C 


116 


39 


4332 


G03704 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7785. 


286 


76 


4333 


AC006841 


Arabidopsis 
thaliana 


Mutator-Jike transposase 


130 


70 


4334 


AP000373 


Arabidopsis 
thaliana 


jasmonate inducible protein; 
myrosinase binding protein-like 


130 


53 


4335 


U22961 


Homo sapiens 


similar to human albumin, Swiss-Prot 
Accession Number P02768; Method: 
conceptual translation supplied by 
author 


377 


90 


4336 


AJ277426 


GJobodera 
pallida 


putative cuticular collagen 


312 


37 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

IdenHt 

y 


4337 


U 16802 


Rattus 
norvegicus 


Ca2+-dependent activator protein; 
calcium-dependent actin-binding 
protein 


560 


79 


4338 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


118 


56 


4339 


AB024520 


Homo sapiens 


notch4 


93 


33 


4340 


AF128406 


Homo sapiens 


nuclear prelamin A recognition factor 


241 


100 


4341 


W19771 


Homo sapiens 


Beta-1 integrin modulator B171. 


169 


100 


4342 


AL096828 


Homo sapiens 


dJ963E22. 1 (Novel protein similar to 
NY-REN-2 Antigen) 


666 


88 


4343 


D50312 


Homo sapiens 


uKATP-1 


542 


80 


4344 


U84487 


Homo sapiens 


CX3C chemokine precursor 


371 


78 


4345 


U93569 


Homo sapiens 


putative pi 50 


111 


47 


4346 


AL161755 


Streptomyces 
coelicolor A3(2) 


putative serine/threonine protein kinase 


102 


30 


4347 


AK026162 


Homo sapiens 


unnamed protein product 


377 


98 


4348 


AF221759 


Homo sapiens 


Maml 


314 


47 


4349 


AF1 65926 


Homo sapiens 


NUP155 


147 


84 


4351 


U50185 


Rattus 
norvegicus 


PP-1M 


144 


52 


4352 


D50455 


Rattus 
norvegicus 


phodpholipase C delta4 


196 


70 


4353 


X54131 


Homo sapiens 


protein-tyrosine phosphatase 


261 


87 


4354 


AF151850 


Homo sapiens 


CG2-92 protein 


255 


92 


4355 


G03996 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8077. 


105 


95 


4356 


U93564 


Homo sapiens 


putative pi 50 


171 


72 


4357 


AP001507 


Bacillus 
halodurans 


unknown conserved protein 


159 


34 


4358 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


153 


60 


4359 


AF072697 


Mus musculus 


SHYC 


177 


97 


4360 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


129 


69 


4361 


M98776 


Homo sapiens 


keratin 1 


449 


77 


4362 


AK024436 


Homo sapiens 


FLJ00026 protein 


671 


91 


4363 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


155 


49 


4364 


D13896 


Rattus 
norvegicus 


cytoplasmic dynein heavy chain 


327 


92 


4365 


X79389 


Homo sapiens 


glutathione transferase Tl 


164 


96 


4366 


AB006458 


Mus musculus 


alpha-D-mannosidase 


177 


56 


4367 


X01060 


Homo sapiens 


put. transferrin receptor (aa 1-760) 


160. 


96 


4368 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


103 


54 


4369 


AL353715 


Homo sapiens 


bK3184A7.3.1 (helicase-1 ike protein 
NHL) 


485 


100 


4370 


AF001631 


Oryctolagus 
cuniculus 


glucose-regulated protein GRP94 


118 


92 


4371 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


113 


80 


4372 


AL121741 


Schizosaccharom 
yces pom be 


putative negative regulator of vesicle * 
formation 


200 


41 


4373 


M96982 


Homo sapiens 


U2 snRNP auxiliary factor small 
subunit 


279 


70 


4374 


U47741 


Homo sapiens 


CREB-binding protein 


123 


96 


4375 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


127 


75 


4376 


Y12781 


Homo sapiens 


transducin (beta) like 1 protein 


1056 


90 
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SEQID 

NO* 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

ldentit 

y 


4377 


W69424 


Homo sapiens 


Human secreted protein bgl40_l. 


183 


97 


4378 


AL096700 


Homo sapiens 


dJ499B10.2 (phosphorylase kinase, 
alpha 2 (liver) (PYK)) 


639 


86 


4379 


AF177390 


Manduca sexta 


antenna 1 specific membrane protein 
AMP 


378 


51 


4380 


X97675 


Homo sapiens 


plakophilin 2b 


156 


75 


4381 


R33713 


Homo sapiens 


PgllOl. 


104 


100 


4382 


AB015473 


Arabidopsis 
thaliana 


geneJd:MCM23.1 -unknown protein 


113 


61 


4383 


AF1 16715 


Homo sapiens 


PR02829 


133 


50 


4384 


AL357472 


Homo sapiens 


VPS33B 


676 


99 


4385 


AF090931 


Homo sapiens 


PRO0483 


155 


58 


4386 


U92645 


Gecarcinus 
lateralis 


alpha- 1 -tubulin 


511 


75 


4387 


Y36095 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 480. 


202 


90 


4388 


M64923 


Bos taurus 


CIO protein 


218 


95 


4389 


X98264 


Homo sapiens 


M-phase phosphoprotein 4 


197 


100 


4390 


AK000264 


Homo sapiens 


unnamed protein product 


239 


73 


4391 


M 12937 


Homo sapiens 


ferritin heavy subunit 


662 


84 


4392 


P92219 


Homo sapiens 
(human) 


CR1 protein. 


116 


80 


4393 


X16135 


Homo sapiens 


L protein (AA 1-558) 


759 


99 


4394 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


148 


58 


4395 


AC005591 


Homo sapiens 


PkB-like 


170 


97 


4396 


AF161426 


Homo sapiens 


HSPC308 


313 


77 


4397 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


146 


61 


4398 


AF 104921 


Homo sapiens 


succinyl-CoA synthetase alpha subunit 


679 


88 


4399 


AF257330 


Homo sapiens 


COBW-like protein 


586 


90 


4400 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


116 


65 


4401 


AF1 19851 


Homo sapiens 


PRO 1722 


101 


79 


4402 


M55542 


Homo sapiens 


guanylate binding protein isoform I 


230 


76 


4403 


Y07752 


Volvox carteri 


pherophorin-S 


459 


88 


4404 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


113 


44 


4405 


U07786 


Sus scrofa 


beta actin 


519 


90 


4406 


A06977 


Homo sapiens 


albumin 


586 


88 


4407 


L20755 


Cuscuta reflexa 


hybrid proline-rich protein;cytokinin- 
induced;haustoria 


112 


41 


4408 


AB002299 


Homo sapiens 


KIAA0301 


612 


98 


4409 


AB001424 


Mus musculus 


KIF17 


104 


47 


4410 


M88108 


Homo sapiens 


p62 


574 


92 


4411 


AL121673 


Homo sapiens 


bA305P22.2 (novel protein) 


415 


71 \ 


44J2 


AF064553 


Mus musculus 


NSD1 protem 


224 


64 ! 


4413 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


107 


36 


4414 | 


A06977 


Homo sapiens 


albumin 


505 


82 


4415 


A06977 


Homo sapiens 


albumin 


596 


90 


4416 


Y87116 


Homo sapiens 


Human secreted protein sequence SEQ 
IDNO:155. 


123 


50 


4417 


AL359782 


Trypanosoma 
brucei 


possible (hh v-6) u 1 1 02 : variant a dna, 
complete virion genome. 


103 


85 


4418 


G03053 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7134. 


100 


54 


4419 


AF049606 


Mus musculus 


transcription factor NF-ATc isoform b 


114 


90 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


4420 


Zl 1 190 cd] 


Homo sapiens 


1 1 -DEC- 1998 Interleukin-3 cod in 2 
sequence from b2HFLS20W cDNA 
library. 


354 


97 


4421 


W64469 


Homo sapiens 


Human secreted protein from clone 
CW795 2. 


203 


100 


4422 


M12523 


Homo sapiens 


alloalbumin Venezia 


350 


94 


4423 


AF 130077 


Homo sapiens 


PR02619 


561 


89 


4424 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


161 


64 


4425 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


393 


91 


4426 


A09561 


synthetic 
construct 


human serum albumin 


651 


96 


4427 


AL133215 


Homo sapiens 


bA108L7.5 (novel protein similar to 
Plasmodium POM1 and C. elegans 
F46G11.1 (Tr:Q20485)) 


392 


100 


4428 


W33663 


Homo sapiens 


Human puromycin-sensitive 
aminopeptidase (PSA)-68. 


172 


96 


4429 


AB021654 


Homo sapiens 


DD2/bile acid-binding 
protein/AKRl C2/3alpha- 
hydroxysteroid dehydrogenase type 3 


184 


81 


4430 


W63683 


Homo sapiens 


Human secreted protein 3. 


114 


42 


4431 


AY008763 


Homo sapiens 


sentrin/SUMO-specific protease 


447 


96 


4432 


U52965 


Homo sapiens 


ENX-1 


176 


94 


4433 


AF 180470 


Mus musculus 


Kiaa0575 


423 


77 


4434 


XI 7206 


Homo sapiens 


put LLRep3 protein (AA 1-221) 


581 


99 


4435 


Y70929 


Homo sapiens 


Human zilla4 splice variant protein. 


621 


100 


4436 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


135 


71 


4437 


A06977 


Homo sapiens 


albumin 


610 


97 


4438 


A00279 


synthetic 
construct 


Human serum albumin 


621 


94 


4439 


L29028 


Chlamydomonas 
eugametos 


amino acid feature: N-glycosylation 
sites, aa 41 43, 46 48, 51 53, 72 .. 
74 107 109 128 130 132 134 
158 160 163 165- amino acid 
feature: Rod protein domain, aa 169 .. 
340; amino acid feature: globular 
protein domain, aa 32 168 


105 


36 


4440 


AK024455 


Homo sapiens 


FLJ00047 protein 


112 


65 


4441 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


133 


69 


4442 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


142 


60 


4443 


AF1 13685 


Homo sapiens 


PRO0974 


101 


54 


4444 


W03627 


Homo sapiens 


Human follicle stimulating hormone 
GPR N-terminal sequence. 


181 


42 


4445 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


132 


76 


4446 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


141 


54 


4447 


L02867 


Homo sapiens 


paraneoplastic antigen 


136 


78 


4448 


D38435 


Homo sapiens 


homologue of yeast PMS1 


108 


66 


4449 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


122 


65 


4450 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


142 


68 


4451 


AF220264 


Homo sapiens 


MOST-1 


101 


40 


4452 


AF1 30079 


Homo sapiens 


PR02852 


97 


59 


4453 


AF1 16715 


Homo sapiens 


PR02829 


139 


69 



246 



WO 01/64835 



PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Jdentit 

y 


4454 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


144 


53 


4455 


AF1 30087 


Homo sapiens 


PR02411 


108 


73 


4456 


AF27989J 


Homo sapiens 


dead box protein 1 5 


108 


58 


4457 


L08258 


Strongylocentrot 
us purpuratus 


kinesin light chain isoform 4 


176 


94 


4458 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


116 


78 


4460 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


146 


74 


4461 


G03801 


Homo saoiens 


Human secreted protein. SEQ ID NO: 
7882. 


156 


52 


4462 


G02607 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6688. 


118 


72 


4463 


AF1 19900 


Homo saoiens 


PR02822 


144 


80 


4464 


M15530 


Homo saniens 


ft-r ell orowth far tor 


9? 


76 


4465 


Y17833 


Human 
endogenous 
retrovirus K 


env Drotein 

\»*» T LSI V/VVlll 


107 


62 


4466 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


132 


78 


4467 


AF090895 


Homo sapiens 


PRO0117 


112 


79 


4468 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


146 


64 


4469 


X97675 


Homo sapiens 


plakophilin 2b 


119 


78 


4470 


AF1 18081 


Homo saniens 


PRO 1900 

x x y \J\J 




74 


4471 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


121 


60 


4472 


G03714 


Homo saoiens 


Human secreted nrotpin SFO ID NO* 
7795. 


137 


63 


4473 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO* 163 


205 


73 


4474 


AF130114 


Homo sapiens 


PR02459 


121 


67 


4475 


AF178534 


Homo saniens 


talin 


913 


67 


4476 


Y27907 


Homo sapiens 


Human secreted protein encoded by 


122 


92 


4477 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81 


99 


66 


4478 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No 1 07 


142 


62 


4479 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


153 


55 


4480 


AF2 17374 


Acanthaster 
nlanci 


cytochrome oxidase subunit 1 


130 


100 


4481 


G03714 


Homo saoiens 


Human secreted nrotpin SFO ID NO" 
7795. 


1 10 


57 


4482 


Y20983 


Homo saoiens 


Human plial fibrillarv acidic nrotein 
GFAP wild type fragment 9. 


1 10 


63 


4483 


AF221552 


0ry2a sativa 


proline-rich protein RiP-15 


119 


33 


4484 


L25941 


Homo sapiens 


integral nuclear envelope inner 
membrane protein 


110 


84 


4485 


AF 130089 


Homo sapiens 


PRO2550 


161 


81 


4486 


U39742 


Caenorhabditis 
elegans 


coded for by C. elegans cDNA 
yk25e5.3; coded for by C. elegans 
cDNA yk25e5.5; similar to repeat 
ouanvlate kinase domain off) 
melanogaster lethal(l) discs large- 1 
tumor suppressor protein 
(SP:DLGlJDROME, P31007) and R. 
norvegicus postsynaptic density protein 


98 


72 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wntcrman 


% 

Identit 

y 








95 (PSD-95) (SP:PSD9_RAT, P31016) 






4487 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


89 


81 


4488 


X97675 


Homo sapiens 


plakophilin 2b 


127 


88 


4489 


G03714 


Homo sapiens 


Human secreted protein, SEQ IDNO: 
7795. 


105 


71 


4490 


G00637 


Homo sapiens 


Human secreted protein, SEQ IDNO: 
4718. 


160 


64 


4491 


G03043 


Homo sapiens 


Human secreted Drotein SEO ID NO' 
7124. 


122 


77 


4492 


U83280 


Leishmania 
donovani 


39 kDa antigen 


107 


76 


4493 


AF023142 


Homo sapiens 


pre-mRNA splicing SR protein rA4 


341 


40 


4494 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


119 


40 


4495 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


98 


45 


4496 


AF1 30089 


Homo sapiens 


PRO2550 


132 


75 


4497 


AF090930 


Homo sapiens 


PRO0478 


160 


76 


4498 


AF 119900 


Homo sapiens 


PR02822 


158 


55 


4499 


AFl 16661 


Homo sapiens 


PR01438 


126 


44 


4500 


AF1 16661 


Homo sapiens 


PR01438 


118 


42 


4501 


AL 160371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA comolete virion oenome 

JL-'i. vVill UJ vlv Till VII avl 1 Ul lly 


113 


48 


4502 


M81321 


Macaca 
fascicularis 


proline-rich protein 


154 


44 


4503 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO 163 


154 


96 


4504 


D44596 


Saccharomyces 
cerevisiae 


Mdjlp heat shock protein 


93 


42 


4505 


Y86248 


Homo sanieni 


Human Qprreterl nrotein HPHPF68 
SEQ ID NO: 163. 


163 


76 


4506 


Y86248 


Homo sapiens 


Human secreted nrotein HCHPF68 
SEQ ID NO: 163. 


207 


93 


4507 


(J93564 


Homo sapiens 


p40 


520 


86 


4508 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded bv <*ene 121 


135 


55 


4509 


G03043 


Homo saniens 


Human secreted nrotein S»EO ID NO* 
7124. 


109 


77 


4510 


G00637 


Homo saoiens 


Human secreted nrotein SFO ID NO* 
4718. 


146 


66 


4511 


L27428 


Homo sapiens 


reverse transcriptase 


143 


87 


4512 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO* 163 


105 


80 


4513 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


97 


75 


4514 


Y86248 


Homo sapiens 


Human secreted Drotein HCHPF68 

AAlilllull JwvJ vlwU J/I vlvUl X i \— /I U X W t_J j 

SEQ ID NO: 163. 


128 


60 


4515 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


73 


4516 


AF130051 


Homo sapiens 


PRO0898 


141 


86 


4517 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


185 


94 


4518 


G02597 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6678. 


130 


100 


4519 


AK024455 


Homo sapiens 


FLJ00047 protein 


152 


68 


4520 


AF2 10651 


Homo sapiens 


NAG 18 


161 


88 


4521 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


140 


68 


4522 


AF2 17374 


Acanthaster 
planci 


cytochrome oxidase subunit I 


131 


76 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


4523 


U72520 


Mus musculus 


mena protein 


102 


42 


4524 


J01415 


Homo sapiens 


cytochrome oxidase subunit 3 


129 


75 


4525 


AL160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


108 


84 


4526 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


139 


76 


4527 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


138 


89 


4528 


AF090931 


Homo sapiens 


PRO0483 


91 


88 


4529 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


111 


51 


4530 


G02515 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6596. 


130 


92 


4531 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


123 


64 


4532 


L26953 


Homo sapiens 


chromosomal protein 


102 


79 


4533 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


88 


54 


4534 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


122 


40 


4535 


AF090944 


Homo sapiens 


PRO0663 


113 


53 


4536 


U 15647 


Mus musculus 


exnressed in select emhrvonal 
carcinoma cells and testicular cells; 
similar to Swiss-Prot Accession 
Number PI 1260 


119 

lis 


35 


4537 


L13858 


Homo sapiens 


guanine nucleotide exchange factor 


150 


81 


4538 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


138 


68 1 


4539 


AF090930 


Homo sapiens 


PRO0478 


104 


53 


4540 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


J 12 


64 


4541 


K02401 


Homo sapiens 


chorionic somatomammotropin 


672 


96 


4542 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


171 


67 


4543 


J04208 


Homo sapiens 


inosine-5'-monophosphate 
dehydrogenase (EC 1 . 1 . 1 .205) 


455 


92 


4544 


K02401 


Homo sapiens 


chorionic somatomammotropin 


397 


88 


4545 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


155 


66 


4546 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


161 


68 


4547 


R24056 


Homo sapiens 


hGH variant #8 - 172Arg I74Thr 
176Tyr 178His. 


117 


62 


4548 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


111 


68 


4549 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


124 


65 


4550 


AF1 19855 


Homo sapiens 


PR01847 


152 


68 


4551 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


153 


70 


4552 


M59217 


Homo sapiens 


alpha- 1 type XIII collagen 


98 


57 


4553 


R83119 


Homo sapiens 


Human cisplatin resistance protein. 


136 


96 


4554 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


161 


72 


4555 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


91 


60 


4556 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


70 


4557 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 


101 


44 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

JdeoHt 

y 








isoform 






4558 


AF1 30089 


Homo sapiens 


PRO2550 


150 


85 


4559 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


161 


56 


4560 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


81 


64 


4561 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


115 


55 


4562 


G03114 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7195. 


106 


82 


4563 


AF090931 


Homo sapiens 


PRO0483 


145 


73 


4564 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


358 


77 


4565 


AF1 30089 


Homo sapiens 


PRO2550 


175 


85 


4566 


293244 


Homo sapiens 


bKI I6F5.2 (PUTATIVE RhoGAP 
(CDC42 GTPAse Activating Protein) 
LIKE protein) 


125 


61 


4567 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


142 


56 


4568 


AF1 30089 


Homo sapiens 


PRO2550 


125 


75 


4569 


AF1 30089 


Homo sapiens 


PRO2550 


172 


82 


4570 


AF225961 


Rattus 
norvegicus 


RhoGEF glutamate transport modulator 
GTRAP48 


149 


78 


4571 


W4835J 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


143 


64 


4572 


G02640 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6721. 


157 


70 


4573 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


91 


73 


4574 


X92485 


Plasmodium 
vivax 


pval 


111 


52 


4575 


U93567 


Homo sapiens 


p40 


151 


71 


4576 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


90 


57 


4577 


AC007508 


Arabidopsis 
thaliana 


F1K23.4 


143 


42 


4578 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


145 


53 


4579 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


175 


73 


4580 


G00338 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4419. 


142 


76 


4581 


AF1 30079 


Homo sapiens 


PR02852 


117 


70 


4582 


AF090930 


Homo sapiens 


PRO0478 


109 


.57 


4583 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


134 


79 


4584 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


149 


62 


4585 


AF1 18090 


Homo sapiens 


PRO2044 


175 


97 


4586 


AL080243 


Homo sapiens 


El A binding protein p300; match: 
proteins: Sw:Q09472 Sw:Q92793 
Sw:P45481 Wp:CE00571 
Wp:CE21 117 Tr:O01368 Wp:CE08856 
Wp:CE00570 Wp:CE08453 Tr:O44076 


144 


93 


4587 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


140 


62 


4588 


AJ131245 


Homo sapiens 


Sec24B protein 


131 


81 


4589 


W02105 


Homo sapiens 


Human L-asparaginase. 


559 


100 


4590 


L26953 


Homo sapiens 


chromosomal protein 


146 


71 


4591 


Ml 6976 


Glycine max 


N-75 


125 


36 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 

WntermaD 

Score 


% 

Identit 

y 


4592 


AF1 19851 


Homo sapiens 


PRO 1722 


118 


61 


4593 


AF090931 


Homo sapiens 


PRO04S3 


99 


85 


4594 


M20789 


Homo sapiens 


alpha-] type I collagen 


103 


41 


4595 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


97 


72 


4596 


AF1 30089 


Homo sapiens 


PRO2550 


124 


71 


4597 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


143 


65 


4598 


AF11S082 


Homo sapiens 


PRO 1902 


122 


64 


4599 


AK023034 


Homo sapiens 


unnamed protein product 


156 


100 


4600 


AF1 18082 


Homo sapiens 


PRO 1902 


148 


62 


4601 


AF1 19855 


Homo sapiens 


PRO 1847 


130 


50 


4602 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


99 


77 


4603 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


162 


65 


4604 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


135 


54 


4605 


AL 160371 


Leishmania 
major 


probable (hhv-6) ul 102. variant a 
DNA, complete virion genome 


123 


75 


4606 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


127 


74 


4607 


V00672 


Pan troglodytes 


reading frame protein 4 


194 


72 


4608 


X86791 


Sns scrofa 


heta-<*lobin 


156 


87 


4609 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBOS? 


130 


88 


4610 


Y86248 


Hnmo sanipn^ 


Human <;prretpfi nrotein HCHPFfiR 

A A \-Al 1 1 LCI 1 jUVyi VjI^U Ul UlV^UI A X V_/ i 11 1 UUj 

SEQ ID NO: 163. 


146 


90 


461 1 


G03789 


Homo sanipns 


Human secreted nrotein SFO ID NO* 
7870. 


149 


68 


4612 


AB029309 


Homo sapiens 


Npw38-binding protein NpwBP 


120 


38 j 


4613 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


148 


53 


4614 


AK024372 


Homo sapiens 


unnamed protein product 


124 


63 


4615 


AC005360 


Homo sapiens 


FAA 


175 


91 


4616 


D381 13 


Pan troplodvtes 

X Oil UvglVUYlwi} 


ATPase subunit 6 


204 


69 


4617 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


122 


45 


4618 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


118 


81 


4619 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


99 


90 


4620 


G03043 


Homo saDiens 


Human secreted protein, SEQ ID NO: 
7124. 


125 


50 


4621 


S79410 


Mus musculus 


nuclear localisation signal binding 
protein 


107 


45 


4622 


AF126163 


Homo sapiens 


HHLA3 protein 


124 


75 


4623 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


109 


69 


4624 


U38184 


Trypanosoma 
cruzi 


ATPase subunit 6 


102 


45 


4625 


U01849 


Trypanosoma 
brucei 


ORF] 


97 


36 


4626 






Human cprrptRfl nrntpin ^FO TT^ NO* 
Human otticicu j/ivMCju, ji^y lis 

7139. 




57 


4627 


M33228 


Trypanosoma 
brucei 


ATPase 6 


126 


37 


4628 


AF1 18086 


Homo sapiens 


PRO 1992 


113 


60 


4629 


AF041330* 


Bodo saltans 


NADH dehydrogenase subunit 5 1 


149 


41 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 


% ! 
Identit 


4630 


XI 2544 


Homo sapiens 


3 HLA-DR B protein precursor (AA - 
29 to 267) 


108 


48 


4631 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO 163 


111 


46 


4632 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: J 63. 


124 


60 


4633 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


151 


60 


4634 


J01415 


Homo sapiens 


cytochrome oxidase subunit 3 


138 


100 


4635 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


135 


56 


4636 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


189 


100 


4637 


X67320 


Rattus 
norvegicus 


Hld-Histone 


122 


40 


4638 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO" 163 


181 


76 


4639 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded bv oene 3 


96 


73 


4640 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


136 


54 


4641 


AP000616 


Orvza sativa 

\/J J *A* OCA 1 1 Y d- 


similar to RTNO-H^ fin Per nrotein 
RHAla(AF078683) 


123 


70 


4642 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


190 


56 


4643 


M29580 


Homo sapiens 


zinc finger protein 7 (ZFP7) 


103 


38 


4645 


U47741 


Homo saDiens 


CREB-bindinof nrotein 


207 


94 


4646 


AL035461 


Homo saoiens 


dJ967N21 5 ( novel MCM2/3/5 familv 
member) 


213 


80 


4647 


G03435 


Homo sanipns 


Human spcretpd nrotein SFO ID NO* 
7516. 


76 


60 


4648 


AF227948 


Homo sapiens 


HBV pX associated protein-8; XAP-8 


402 


86 


4649 


G02532 


Homo ^aniens 


Human secreted nrotein SFO ID NO* 
6613. 


143 


86 


4650 


U93574 


Homo sapiens 


putative pi 50 


121 


33 


4651 


A02739 


svnthetic 
construct 


chloramnhenicol acetvltransferase 


622 


99 


4652 


AF 190449 


Mus musculus 


putative transcription factor ALF-4 


274 


83 


4653 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


108 


76 


4654 


X15187 


Homo sapiens 


precursor polypeptide (AA -21 to 782) 


763 


98 


4655 


AP000616 


Orvza sativa 


similar to RING-H2 fin per Drotein 
RHAla(AF078683) 


128 


91 


4656 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


169 


77 


4657 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


135 


83 


4658 


AK024455 


Homo sapiens 


FLJ00047 protein 


151 


60 


4659 


AC004850 


Homo sapiens 


vacuolar assembly protein VPS41 
homoloe rS53^ 


187 


92 


4660 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


181 


92 


4661 


G00365 


Homo sanien*? 


Human secreted nrotein SEO ID NO* 
4446. 


138 


58 


4662 


Y14479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


154 


78 


4663 


M69180 


Homo sapiens 


nonmuscle myosin heavy chain-A 


106 


84 j 


4664 


AF 130089 


Homo sapiens 


PRO2550 


117 • 


65 


4665 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


133 


91 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Watcrmfln 

Score 


% 

Identit 

y 


4666 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


139 


62 


4667 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein ^ 
RHAla(AF078683) 


111 


78 


4668 


AF1 13695 


Homo sapiens 


PR01365 


82 


71 


4669 


AF003540 


Homo sapiens 


Krueppel family zinc finger protein 


111 


64 


4670 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


134 


49 


4671 


AL109658 


Homo sapiens 


dJ776F14.1 (ortholog of mouse P47) 


110 


100 


4672 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


129 


62 


4673 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


138 


60 


4674 


X51591 


Homo sapiens 


beta-myosin heavy chain (1151 A A) 


442 


97 


4675 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


148 


76 


4676 


D86971 


Homo sapiens 


no similarities to reported gene 
products 


133 


100 


4677 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


142 


43 


4678 


AF044205 


Gossypiurn 
hirsutum 


proline-rich protein precursor 


117 


39 


4679 


D38116 


Pan paniscus 


NADH dehydrogenase subunit 4 


243 


98 


4680 


AF1 13685 


Homo sapiens 


PRO0974 


117 


74 


4681 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


193 


90 


4682 


L26163 


Mus musculus 


histone Hie 


111 


37 


4683 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO.-163. 


145 


78 


4684 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


112 


53 


4685 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


110 


60 


4686 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. . 


153 


72 


4687 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


165 


100 


4688 


W50922 


Homo sapiens 


Amino acid sequence of a heterogenous 
ribonucleotide protein. 


139 


100 


4689 


Y00281 


Homo sapiens 


precursor 


789 


100 


4690 


AF2 10651 


Homo sapiens 


NAG 18 


142 


65 


4691 


L26953 


Homo sapiens 


chromosomal protein 


124 


72 


4692 


L26953 


Homo sapiens 


chromosomal protein 


124 


72 


4693 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


166 


80 


4694 


L27428 


Homo sapiens 


reverse transcriptase 


144 


87 


4695 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


165 


74 


4696 


W29474 


Homo sapiens 


Human histone HI isoform H 1 S-l . 


93 


41 


4697 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


126 


56 


4698 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


138 


62 


4699 


G00413 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4494. 


141 


54 


4700 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


162 


70 


4701 


AF003540 


Homo sapiens 


Krueppel family zinc finger protein 


112 


88 


4702 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


159 


59 


4703 


AF241242 


Mus musculus 


T-cell-specific T-box transcription 
factor T-bet 


294 


75 


4704 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


152 


80 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith. 

Waterman 

Score 


% 

Identit 
v 








SEQ ID NO: 1 63. 






4705 


AF038963 


Homo sapiens 


RNA helicase 


102 


70 


4706 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


148 


63 


4707 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


145 


70 


4708 


AF289099 


Maackia 
amurensis 


ENOD2f 


113 


42 


4709 


AF130087 


Homo sapiens 


PR02411 


124 


57 


4710 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


188 


86 


4711 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


138 


86 


4712 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


143 


78 


4713 


AF273133 


Ochotona 
rnacrotis 


NADH dehydrogenase subunit 4 


154 


76 


4714 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


104 


48 


4715 


Z18361 


Ovis aries 


trichohyalin 


120 


33 


4716 


AF 130089 


Homo sapiens 


PRO2550 


152 


75 


4717 


AF1 19851 


Homo sapiens 


PRO 1722 


143 


60 


4718 


K03205 


Homo sapiens 


salivary proHne-rich protein precursor 


145 


45 


4719 


K02401 


Homo sapiens 


chorionic somatomammotropin 


619 


96 


4720 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


1 14 


52 


4721 


J03756 


Homo sapiens 


hGH-V2 


515 


74 


4722 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0.163. 


194 


93 


4723 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


128 


56 


4724 


D49490 


Homo sapiens 


protein disulfide isomerase-related 
protein (PDIR) 


213 


55 


4725 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


138 


66 


4726 


K 02401 


Homo sapiens 


chorionic somatomammotropin 


657 


98 


4727 


D87459 


Homo sapiens 


Similar to Vol box carteri extensin 
(S22697) 


162 


80 


4728 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) u 1 1 02, variant a dna, 
complete virion genome. 


99 


34 


4729 


AF090944 


Homo sapiens 


PRO0663 


151 


63 


4730 


M32305 


Human 

papillomavirus 
type 47 


E1/E4 fusion protein 


106 


40 


4731 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


133 


57 


4732 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


135 


76 


4733 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


114 


43 


4734 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


133 


72 


4735 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


113 


43 


4736 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6933. 


99 


59 


4737 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


92 


47 


4738 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


133 


73 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smiih- 

Waterman 

Score 


% 

Ideotit 

■y 








RHAla(AF078683) 






4739 


AF044205 


Gossypium 
hirsutum 


proline-rich protein precursor 


105 


42 


4740 


S78854 


Oryctolagus 
cuniculus 


alpha-tropomyosin 


159 


87 


4741 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
7870. 


151 


79 


4742 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


159 


85 


4743 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


122 


100 


4744 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


176 


82 


4745 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


154 


78 


4746 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


164 


80 


4747 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


100 


4748 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


117 


53 


4749 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


208 


93 


4750 


AF1 55232 


Pisum sativum 


extensin 


172 


40 


4751 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


117 


76 


4752 


AF 1 30079 


Homo sapiens 


PR02852 


104 


70 


j 4753 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


154 


50 


4754 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


167 


50 


4755 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


138 


100 


4756 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


163 


66 


4757 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


102 


45 


4758 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


242 


94 


4759 


AF046935 


Homo sapiens 


PCFllp homolog 


244 


94 


4760 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


165 


41 


4761 


Y30681 


Homo sapiens 


Splice variant ZAP- IB protein of the 
human tumor suppressor gene ZAP-1 . 


115 


60 


4762 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


178 


84 


4763 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


134 


84 


4764 


R95913 


Homo sapiens 


Neural thread protein. 


136 


70 


4765 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


139 


69 


4766 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


102 


56 


4767 


U63159 


Mus musculus 


transaldolase 


218 


100 


4768 


AF230279 


Caenorhabditis 
elegans 


SW13-like protein; PSA-1 


106 


38 


4769 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


116 


56 


4770 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


136 


67 


! 4771 


X92485 


Plasmodium 


pval 


85 


64 
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SEQID 

MA. 


Accession No. 


Species 


Description 


Smith- 

Wntrrmon 

Score 


% 

Identit 

y 






vivax 








4772 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


95 


80 


4773 


AC002398 


Homo sapiens 


F25965 3 


96 


39 


4774 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


110 


75 


4775 


AF120151 


Homo sapiens 


cytokine receptor-like molecule 9 


112 


100 


4776 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


141 


74 


4777 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


108 


75 


4778 


G03172 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7253. 


117 


55 


4779 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


101 


55 


4780 


AB007860 


Homo sapiens 


KIAA0400 


119 


88 


4781 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


122 


88 


4782 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


98 


84 


4783 


M22334 


Homo sapiens 


unknown protein 


611 


93 


4784 


Y36203 


Homo sapiens 


Human secreted protein #75. 


350 


76 


4785 


K02401 


Homo sapiens 


chorionic somatomammotropin 


188 


97 


4786 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


152 


64 


4787 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


102 


67 


4788 


M38451 


Homo sapiens 


growth hormone 


264 


94 


4789 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ lDNO:163. 


146 


77 


4790 


K0240J 


Homo sapiens 


chorionic somatomammotropin 


250 


96 


4791 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


127 


88 


4792 


Y36112 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 497. 


125 


78 


4793 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


131 


51 


4794 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


124 


57 


4795 


Ml 8095 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


103 


34 


4796 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


131 


69 


4797 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


160 


77 


4798 


AL132841 


Caenorhabditis 
elegans 


Y15E3A.3 


120 


51 


4799 


AL009146 


Drosophila 
melanogaster 


alternatively spliced form 


79 


94 


4800 


S74221 


Homo sapiens 


IK factor=cytokine down-regulating 
HLA class 11 


108 


80 


4801 


U2897! 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


121 


100 


4802 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


94 


90 


4803 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


101 


90 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 








Waterman 


Identit 










Score 


y 


4804 


R95913 


Homo sapiens 


Neural thread protein. 


139 


71 


4805 


X61045 


Hydra sp. 


mini-collagen 


126 


68 


4806 


X12544 


Homo sapiens 


3 HLA-DR B protein precursor (AA - 


114 


56 








29 to 267) 






4807 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


160 


84 








clone HPMBQ32. 






4808 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


277 


94 


4809 


L26953 


Homo sapiens 


chromosomal protein 


90 


60 


4810 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 


108 


76 








RHAla(AF078683) 






4811 


L26953 


Homo sapiens 


chromosomal protein 


121 


62 


4812 


Y27907 


Homo sapiens 


Human secreted protein encoded by 


124 


71 








gene No. 1 19. 






4813 


G03787- 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


78 


46 








7868. 






4814 


W48351 


Homo sapiens 


Human breast cancer related protein 


100 


78 








BCRB2. 






4815 


AF 152961 


Homo sapiens 


chromatin-specific transcription 


152 


96 








elongation factor FACT 140 kDa 












subunit 






4816 


U93569 


Homo sapiens 


putative pi 50 


334 


82 


4817 


ABO 14575 


Homo sapiens 


K1AA0675 protein 


125 


67 


4818 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


1 14 


90 








6613. 






4819 


G00354 


Homo ^aniens 


Human secreted orotein SEOTDNO" 


329 


45 








4435. 






4820 


AL359782 


Trypanosoma 


probable similar to ring-h2 finger 


134 


48 






brucei 


protein rhala. 






4821 


W48351 • 


Homo sapiens 


Human breast cancer related protein 


129 


61 








BCRB2. 






4822 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


137 


83 


4823 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


55 








6571. 






4824 


AF1 13685 


Homo sapiens 


PRO0974 


110 


54 


4825 


U63542 


Homo sapiens 


FAP protein 


136 


70 


4826 


X83413 


Human 


U88 


130 


54 






herpesvirus 6 








4827 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


152 


76 








7878. 






4828 


U76609 


Homo sapiens 


ribosomal L5 protein 


134 


89 


4829 


W48351 


Homo sapiens 


Human breast cancer related protein 


110 


57 








BCRB2. 






4830 


AC006161 


Arabidopsis 


putative CENP-B/ARS-binding 


141 


31 






thaliana 


protein-like protein 






4831 


G03556 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


143 


71 








7637. 






4832 


U94189 


Rattus 


Duo 


158 


79 






norvegicus 








4833 


J04031 


Homo sapiens 


MDMCSF (EC 1.5.1.5; EC 3.5.4.9; EC 


193 


97 








6.3.4.3) 






4834 


Y13397 


Homo sapiens 


Amino acid sequence of protein 


654 


97 








PR0334. 






4835 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


107 


53 








7519. 






4836 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


464 


93 








5327. 






4837 


AF272833 


Homo sapiens 


misato 


413 


87 


4838 


AF130089 


Homo sapiens 


PRO2550 


132 


71 


4839 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


116 


54 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 

W 4 tArm •! n 

>v d icrrnan 
Score 


% 

Idcntit 

y 








4414. 






4840 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


89 


80 


4841 


W77354 


Homo sapiens 


Human telomere repeat binding factor 
2 truncated protein. 


106 


100 


4842 


AF090942 


Homo sapiens 


PRO0657 


160 


75 


4843 


AF090944 


Homo sapiens 


PRO0663 


202 


80 


4844 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


167 


81 


4845 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


166 


74 


4846 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


228 


97 


4847 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


198 


95 


4848 


AB023485 


Mus musculus 


transcription factor CAl50b 


118 


42 


4849 


Z70684 


Caenorhabditis 
elegans 


F28D1.8 


98 


42 


4850 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


106 


45 


4851 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


179 


92 


4852 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


145 


82 


4853 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


123 


77 


4854 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


112 


55 


4855 


U66464 


Homo sapiens 


hematopoietic progenitor kinase 


110 


81 


4856 


AC011708 


Arabidopsis 
thaiiana 


putative RING zinc finger protein 


121 


43 


4857 


M81321 


Macaca 
fascicularis 


proline-rich protein 


126 


35 


4858 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


104 


40 


4859 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


195 


75 


4860 


X65165 


Volvox carteri 


extensin 


248 


55 


4861 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


106 


79 


4862 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


185 


92 


4863 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


142 


75 


4864 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


132 


100 


4865 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


163 


63 


4866 


AB023229 


Homo sapiens 


K1AA 10 12 protein 


208 


92 


4867 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


144 


80 


4868 


L26953 


Homo sapiens 


chromosomal protein 


126 


70 


4869 


U63542 


Homo sapiens 


FAP protein 


134 


40 


4870 


D86853 


Catharanthus 
roseus 


extensin 


102 


48 


4871 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


152 


69 


4872 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


336 


55 


4873 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


156 


84 
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SEQ1D 

NO: 


Accession No. 


Species 


Description 


Smilh- 

Waterman 

Score 


% 

Identit 

y 


4R74 i 




Human 
endogenous 
retrovirus K 


env nrotein 




67 


4875 


AF217517 


Homo sapiens 


un characterized bone marrow protein 
BM041 


81 


38 


4876 


L27428 


Homo sapiens 


reverse transcriptase 


105 


91 


4877 


M64792 


Rattus 
norvegicus 


salivarv nroline-Tich nrotein 


146 


46 


4878 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


99 


3.8 


4879 


Y27868 


Homo 'winien 5 ; 

M. X VI J J V JUL/ IVlJJ 


Human secreted nrotein encoded hv 
gene No. 107. 


105 


77 


4880 




Homo ^aniens 


Human c-mvr far nrKtream element 
(FUSE) binding protein (FBP)variant 
from PBL clone 31-10. 


87 


39 


4881 


G03258 


Homo sapiens 


Human secreted nrotein SFO TD NO* 
7339. 


150 


67 


4882 


AF 175223 

ill J / JZ.^J 


Drosonhila 
melanogaster 


SANT domain nrotein SMRTFR 


84 


89 


4883 


AF 174482 

ill 1 / 1 1 \J£— 


Homo aniens 


oolvcomb ^ 


136 


57 


4884 


Y54324 


Homo sapiens 


Amino acid sequence of a human 
ffastric cancer antipen nrotein 


147 


66 


4885 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


141 


71 


4886 


U55376 


Caenorhabditis 
ele??an<; 


F16H1 1.2 gene product 


95 


100 


4887 


AF261918 


Homo sapiens 


disintegrin metalloproteinase with 
thrombosnondin reneats 

■rill V/ll4Uwi?L/VliillIl 1 WUvUU 


262 


72 


4888 


J024S9 


nftctprionhaQP 

lambda 


K Ctail comnonent* 1 09^ 


610 


100 

1 \J\J 


4889 


Y95435 


Homo ^aniens 


Human calcium channel SOC- 
2/CRAC-l. 


219 

£m I 7 


89 


4890 


B0 1372 


Homo sapiens 


Neuron-associated protein. 


134 


80 


4891 


X647I2 


Gallus gallus 


collagen-aIpha-3 type IX 


. 1 12 


41 


4892 


K02401 


Homo sapiens 


chorionic somatomanunotropin 


556 


87 


4893 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


108 


55 


4894 


G03714 


Homo ^aniens 


Human secreted orotein SEO ID NO* 

l iuji juii yvvi vivu U/l v twin j uov/ 11/ 1 i Vt 

7795. 


139 


62 


4895 


L26953 


Homo sapiens 


chromosomal protein 


93 


81 


4896 


AJ277740 


Homo sapiens 


RPBllblbeta protein 


102 


66 


4897 


B03628 


Homo &aoiens 


Human ohosoholioase 2 HPPL2 


145 


87 


4898 


AL359782 


Trypanosoma , 
brucei 


possible (hhv-6) ul 102, variant a dna, 
comolete virion erenome 


131 


67 


4899 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


153 


64 


4900 


U90304 


Homo sapiens 


iroquois-class homeodomain protein 
IRX-2a 


109 


41 


4901 


D29956 


Homo sapiens 


This gene is similar to tre 
oncogene(X63547). 


120 


73 


4902 


G00332 


Homo saoiens 


Human secreted orotein SEO ID NO* 
4413. 


116 


70 


4903 


Y69166 


Homo sapiens 


A mature human N-acetylglycosaminyl 
transferase protein. 


102 


82 


4904 


AF1 19900 


Homo sapiens 


PR02822 


157 


57 


4905 


U7J JUJ 


Hnmn oar>ien<i 


nntative nlSft 






4906 


G00403 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4484. 


120 


67 


4907 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


160 


76 


4908 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


136 


55 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
yy uiennu n 
Scort 


% 
y 








SEQ ID MO: 163. 






4909 


AF1 55232 


Pisum sativum 


extensin 


98 


43 


4910 


U 15647 


Mus musculus 


reverse transcriptase 


196 


50 


4911 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


144 


56 


4912 


AF225419 


Homo sapiens 


HSCARG 


248 


61 


4913 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


110 


47 


4914 


AL 1 17382 


Homo sapiens 


dJ881L22.2 (novel protein) 


312 


100 


4915 


AB037814 


Homo sapiens 


KIAA1393 protein 


192 


68 


4916 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


169 


89 


4917 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


105 


90 


4918 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


116 


86 


4919 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


332 


100 


4920 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


183 


65 


4921 


AF090944 


Homo sapiens 


PRO0663 


141 


57 


4922 


AF090931 


Homo sapiens 


PRO0483 


359 


55 


4923 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 
SEQ ID NO: 163. 


128 


81 


4924 


U09500 


Homo sapiens 


cytochrome b 


276 


94 


4925 


AB002377 


Homo sapiens 


KIAA03 79 protein . 


304 


98 


4926 


M22334 


Homo sapiens 


unknown protein 


201 


62 


4927 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


142 


65 


| 4928 


AF130089 


Homo sapiens 


PRO2550 


116 


82 


4929 


U21123 


Drosophila 
melanogaster 


ena polypeptide 


94 


41 


4930 


W75159 


Homo sapiens 


Human secreted protein encoded by 
gene 45 clone HTTDS54. 


294 


82 


4931 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


96 


74 


4932 


G02460 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6541. 


101 


57 


4933 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


142 


70 


4934 


AF130087 


Homo sapiens 


PR024I1 


137 


80 


4935 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. . 


132 


56 


4936 


AB032604 


Mus musculus 


MIWI (piwi) 


313 


50 


.4937 


X74987 


Homo sapiens 


2-5' oligoadenylate binding protein 


144 


96 


4938 


AF054658 


Homo sapiens 


kappa 1 immunoglobulin light chain 
variable region 


320 


87 


4939 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


134 


67 


4940 


U22230 


Felis catus 


ribosomal protein SI 7 


118 


100 


4941 


AB028956 


Homo sapiens 


KIAA1033 protein 


527 


88 


4942 


G00429 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4510. 


281 


86 


4943 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


7! 


4944 


W21581 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasrnid pGCSl 1 037. 


108 


95 


4945 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


170 


76 


4946 


AF090895 


Homo sapiens 


PRO0117 


125 


65 


4947 


D13866 


Homo sapiens 


alpha-eaten in 


575 


100 


4948 


L01664 


Homo sapiens 


lysophospholipase 


166 


96 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


4949 


AF1 18085 


Homo sapiens 


PRO 1975 


572 


96 


4950 


AK024455 


Homo sapiens 


FLJ00047 protein 


95 


81 


4951 


AP0006I6 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


113 


58 


4952 


AB011142 


Homo sapiens 


KIAA0570 protein 


120 


88 


4953 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


108 


39 


4954 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


175 


69 


4955 


AK024455 


Homo sapiens 


FLJ00047 protein 


119 


64 


4956 


AF116715 


Homo sapiens 


PR02829 


142 


75 


4957 


M3I520 


Homo sapiens 


ribosomal protein S24 


158 


100 


4958 


D38113 


Pan troglodytes 


ATPase subimit 8 


98 


64 


4959 


AF130089 


Homo sapiens 


PRO2550 


156 


75 


4960 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


136 


95 


4961 


S61950 


Oryctolagus 
cuniculus 


alpha 2(1) procollagen, alpha 2(1) {C- 
terminal} 


159 


93 


4962 


AF070540 


Homo sapiens 


putative nuclear protein 


513 


93 


4963 


S61950 


Oryctolagus 
cuniculus 


alpha 2(1) procollagen, alpha 2(1) {C- 
terminal} 


159 


93 


4964 


AF146191 


Homo sapiens 


FRG1 


343 


92 


4965 


Y 16624 


Homo sapiens 


Human phosphoprotein 32 (pp32) 
protein sequence. 


114 


100 


4966 


X67813 


Can is familiar is 


signal recognition particle,72 kDa 
subunit 


127 


100 


4967 


S79410 


Mus museums 


nuclear localization signal binding 
protein 


127 


63 


4968 


U83303 


Homo sapiens 


Iine-1 reverse transcriptase 


117 


69 


4969 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


101 


80 


4970 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


173 


69 


4971 


D38112 


Homo sapiens 


ATPase subunit 6 


112 


91 


4972 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


209 


97 


4973 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


162 


80 


4974 


AL050399 


Arabidopsis 
thaliana 


putative proline-rich protein 


75 


91 


4975 


LI 1668 


Bos taurus 


cyclophilin-40 


134 


100 


4976 


M55169 


Homo sapiens 


tripeptidyl peptidase II 


385 


90 


4977 


AF090944 


Homo sapiens 


PRO0663 


154 


88 


4978 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


102 


62 


4979 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


128 


70 


4980 


G00721 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4802. 


104 


95 


4981 


R54656 


Homo sapiens 


Prostaglandin 12 production stimulating 
protein B. 


101 


100 


4982 


AF041 330 


Bodo saltans 


NADH dehydrogenase subunit 5 


124 


38 


4983 


AF273053 


Homo sapiens 


CTCL tumor antigen se89-l 


281 


96 


4984 


Ml 5530 


Homo sapiens 


B-cell growth factor 


117 


58 


49S5 


D13641 


Homo sapiens 


mitochondrial outer membrane protein 
19 


534 


94 


4986 


L11316 


Mus muscuhis 


ect2 


528 


92 


4987 


X51755 


Homo sapiens 


open reading frame (458 A A) 


108 


90 


4988 


M61877 j 


Homo sapiens 


erythroid alpha spectrin 


129 


87 



261 



WO 01/64835 
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SEQJD 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 


4989 


X57316 


Saccharomyces 
cerevisiae 


carboxypeptidase s 


134 


50 


4990 


G00338 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4419. 


151 


78 


4991 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 3 63. 


173 


61 


4992 


M34019 


Bos taurus 


beta-adrenergic receptor kinase 


172 


100 


4993 


L26953 


Homo sapiens 


chromosomal protein 


135 


86 


4994 


X97675 


Homo sapiens 


plakophilin 2b 


124 


63 


4995 


Y36112 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 497. 


153 


77 


4996 


AF] 30089 


Homo sapiens 


PRO2550 


175 


48 


4997 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


95 


68 


4998 


Y86214 


Homo sapiens 


Nuclear transport protein clone hfb341 
protein sequence. 


312 


98 


4999 


G03681 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7762. 


100 


95 


5000 


AF 152961 


Homo sapiens 


chromatin-specific transcription 
elongation factor FACT 140 kDa 
subunit 


127 


96 


5001 


U70063 


Homo sapiens 


acid ceramidase 


315 


96 


5002 


AF041373 


Rattus 
norvegicus 


clathrin assembly protein short form 


163 


63 


5003 


AKOO 1841 


Homo sapiens 


unnamed protein product 


468 


83 


5004 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


143 


61 


5005 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


116 


47 


5006 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


107 


55 


5007 


G00338 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4419. 


151 


76 


5008 


Z 15005 


Homo sapiens 


CENP-E 


281 


84 


5009 


AF130089^ 


Homo sapiens 


PRO2550 


122 


75 


5010 


AL049698 


Homo sapiens 


dJ470B24.1.1 (myeloid/lymphoid or 
mixed-lineage leukemia (trithorax 
(Drosophila) homolog); translocated to, 
4 (AF-6) (isoform 1)) 


77 


33 


5011 


G02382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6463. 


90 


62 


5012 


AL023780 


Schizosaccharom 
yces pombe 


DNA binding protein 


145 


36 


5013 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 
oncoprotein. 


93 


46 


5014 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


104 


43 


5015 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


104 


55 


5016 


U 15647 


Mus musculus 


expressed in select embryonal 
carcinoma cells and testicular cells; 
similar to Swiss-Prot Accession 
Number PI 1260 


119 


35 


5017 


B10545 


Homo sapiens 


Human aspartate protease psn-like4 
protein. 


649 


98 


5018 


AF089745 


Homo sapiens 


FK506-binding protein 


656 


98 


5019 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


634 


97 


5020 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


603 


92 


5021 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


623 


94 


5022 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


671 


100 
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SEQ ID 

INU: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


5023 


AF 130089 


Horao sapiens 


PRO2550 


109 


71 


5024 


AB013452 


Homo sapiens 


ATPasell 


208 


77 


5025 


R27654 


Horao sapiens 


Human calcium channel 27980/16. 


183 


100 


5026 


Y36156 


Homo sapiens 


Human secreted protein #28. 


114 


64 


5027 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


74 


5028 

j 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


149 


59 


! 5029 


S74728 


Homo sapiens 


antiquitin=26g turgor protein homolog 


652 


98 


5030 


L41498 


Homo sapiens 


longation factor 1 -alpha 1 


592 


87 


5031 


AB040672 


Homo sapiens 


UDP-GaiNAc: polypeptide N- 
acetylgalactosaminyltransferase 


454 


70 


5032 


AJ223948 


Homo sapiens 


RNA helicase 


574 


84 J 


5033 


AF021935 


Rattus 
norvegicus 


mytonic dystrophy kinase-related 
Cdc42- binding kinase 


670 


97 


5034 


AF1 50755 


Mus musculus 


microtubule-actin crosslinking factor 


526 


80 


5035 


AFi 50755 


Mus musculus 


microtubule-actin crosslinking factor 


602 


89 


5036 


AF081484 


Homo sapiens 


alpha-tubulin isoform 1 


598 


89 


5037 


U09823 


OryctoJagus 
cuniculus 


elongation factor 1 alpha 


708 


96 


5038 


AE003621 


Drosophila 
melanogaster 


CGI 3384 gene product 


279 


45 


5039 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


107 


68 


5040 


AF047469 


Homo sapiens 


arsenite translocating ATPase 


650 


94 


5041 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


109 


41 


5042 


AJ007798 


Homo sapiens 


stromal antigen 3, (STAG3) 


288 


100 


5043 


L26953 


Homo sapiens 


chromosomal protein 


124 


67 


5044 


AB005047 


Homo sapiens 


SH3 binding protein 


105 


88 


5045 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


143 


78 


5046 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


164 


83 


5047 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


121 


63 


5048 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


153 


64 


5049 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ8L 


120 


59 


5050 


Z25535 


Homo sapiens 


nuclear pore complex protein hnupl53 


115 


88 


5051 


J03176 


Brady rh izobium 
japonicum 


cytochrome b/cl precursor 


97 


35 


5052 


X85995 


Homo sapiens 


immunoglobulin light chain 


200 


100 


5053 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


164 


76 


5054 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


109 


80 


5055 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


209 


54 


5056 


G03371 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7452. 


110 


51 


5057 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


93 


39 


5058 


X92474 


Homo sapiens 


ch-TOG 


147 


100 


5059 


L27428 


Homo sapiens 


reverse transcriptase 


264 


75 


5060 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


119 


44 


5061 


L25616 


Homo sapiens 


CGI protein'' 


119 


77 


5062 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


99 


62 
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SEQ ID 

ISO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


K 

Identit 
v 








7871. 






5063 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


164 


59 


5064 


AF1 18082 


Homo sapiens 


PRO 1902 


175 


53 


5065 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


84 


51 


5066 

i 
j 


AP000616 


Oryza sativa 


similar to RING-H2 Finger protein 
RHAla(AF078683) 


108 


100 


1 5067 


AF 155232 


Pisum sativum 


extensin 


137 


45 


5068 


X63005 


Mus musculus 


proline-rich protein 


98 


35 


5069 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


307 


56 


5070 

j 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ1DN0:163. 


173 


89 


5071 


GO3801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


153 


68 


5072 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


164 


73 


5073 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


109 


73 


5074 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


121 


80 


5075 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


113 


72 


5076 


U 12690 


Homo sapiens 


cytochrome oxidase subunit II 


151 


88 


5077 


AF090944 


Homo sapiens 


PRO0663 


138 


78 


5078 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


150 


74 


5079 


X97675 


Homo sapiens 


plakophilin 2b 


179 


93 


5080 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. . 


123 


76 


5081 


AF240630 


Mus musculus 


IQ motif containing GTPase activating 
protein 1 


176 


59 


5082 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


100 


54 


5083 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


99 


59 


5084 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


101 


57 


5085 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene. No. 119.. 


118 


77 


5086 


AB047600 


Macaca 
fascicularis 


hypothetical protein 


93 


69 


5087 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


88 


80 


5088 


AF000298 


Caenorhabditis 
elegans 


weak similarity to collagens; glycine- 
and proline-rich 


112 


57 


5089 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


87 


61 


5090 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


74 


61 


5091 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


83 


78 


5092 


AF065484 


Homo sapiens 


sorting nexin ]A 


172 


81 


5093 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0.163. 


139 


90 


5094 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


164 


78 


5095 


U02313 


Mus musculus 


protein kinase 


147 


84 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

fdentit 

y 


5096 


R13556 


Homo sapiens 


Protein encoded downstream of hhc rvl 
oncoprotein. 


129 


67 


5097 


U64849 


Caenorhabditis 
elegans 


Contains similarity to Pfam domain: 
PF00646 (F-box), Score=28.7, E- 
value=4.3e-05, N= l 


197 


39 


5098 


AF006010 


Homo sapiens 


progestin induced protein 


174 


86 


5099 


G03371 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
7452. 


119 


55 


5100 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
7124. 


132 


82 


5101 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


159 


77 


5102 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


99 


70 


5103 


J02459 


bacteriophage 
lambda 


J (taikhost specificity; 1 132) 


485 


96 


5104 


J02459 


bacteriophage 
lambda 


H (tail component;853) 


823 


98 


5105 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


106 


42 


5106 


AF1 30089 


Homo sapiens 


PRO2550 


121 


35 


5107 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


135 


81 


5108 


P92219 


Homo sapiens 
(human) 


CR1 protein. 


123 


88 


5109 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


83 


78 


5110 


U41751 


Mus musculus 


E124 


560 


83 


5111 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


69 


5112 


AF1 30089 


Homo sapiens 


PRO2550 


164 


88 


5113 


G03084 


Homo sapiens 


Human secreted protein SEQ ID NO: 
7165. 


160 


72 


5114 


AF052831 


Trypanosoma 
cruzi 


unknown 


107 


70 


5115 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


128 


68 


5116 


X5S6S4 


Lycopersicon 
esculentum 


extensin (class I) 


60 


29 


5117 


W804O6 


Homo sapiens 


A secreted protein encoded by clone 
dh40J. 


124 


64 


5118 


AP000616 


Oryza sativa 


similar to RING-H2 fineer protein 
RHAla(AF078683) 


115 


60 


5119 


G03172 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7253. 


112 


79 


5120 


X65718 


Primus dulcis 


extensin 


94 


33 


5121 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


132 


100 


5122 


AJ007714 


Homo sapiens 


lysine-ketoglutaratc reductase 
/saccharopine dehydrogenase 


154 


96 


5123 


AJ007714 


Homo sapiens 


lysine-ketoglutarate reductase 
/saccharopine dehydrogenase 


158 


80 


5124 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


109 


44 


5125 


AF130089 


Homo sapiens 


PRO2550 


112 


46 


5126 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


129 


60 


5127 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


99 


68 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 




■ 




Waterman 


Identit 










Score 


y 


5128 


G00403 


Homo saniens 


Human secreted nrotein SRO fD NO* 


143 

1 "T«/ 


57 








4484. 






5129 


W88627 


Homo saniens 


Secreted nrotein encoded bv oene 94 


140 


55 








clone HPMBQ32. 






5130 


J02459 


bacteriophage 


H (tail component*853) 


378 


100 






lambda 








5131 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


78 








4409. 






5132 


J04088 


Homo sapiens 


DNA topoisomerase 11 (EC 5.99. 1 .3) 


163 


96 


5133 


AL 132841 


Caenorhabditis 


Y15E3A.3 


147 


85 






elegans 








5134 


D90827 


Escherichia coli 


Serine/Threonine Drotein nhosnhatasc 


329 


46 








(EC 3.1.3.16). 






5135 


G03790 


Homo saniens 


Human secreted nrotein SFO TO NO* 


159 


62 








7871. 






5136 


G00407 


Homo saniens 


Human secreted nrotein SFO FD NO* 

1 1UI UCll 1 JVVI vlbU 1/11/1.0111, OI— < 1 !_/ H V. 


161 


91 








4488. 






5137 


G04078 


Homo saniens 


Human secreted nrotein RPO TD NO* 


136 










8159. 






5138 


G03043 


Homo saniens 


Human secreted nrotein S1FO ID NO* 


129 


67 








7124. 






5139 


G03797 


Homo saniens 


Human serreted nrotein ^FO IH "NO* 

1 JUJ Hull obVl JJlVldll, Oi-jV/ 1 KJ 1 i v_/. 


93 

7J 


31 








7878. 






5140 


G03172 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


141 


46 








7253. 






5141 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


166 


67 








gene 22 clone HMSJW 18. 






5142 


AF003535 


Homo sapiens 


ORF2-like protein 


168 


50 


5143 


AF259792 


Homo sapiens 


SWIlLbeta protein 


684 


98 


5144 


Y36203 


Homo SRniens 


Human secreted nrotein #75 


130 


63 


5145 


AF1 30089 


Homo saniens 

iiVlilv JUL/ 1 V1X J 


PRO2550 


151 


76 


5146 


AP000616 


Orv7a sativa 


similar to RFNCi-H? finper nrotein 


128 


52 








RHAla(AF078683) 






5147 


G03 1 72 


Homo *i?inipn«* 


Human <jprrpt<*d nrntpin ^FO ID NO* 




OJ 








7253. 






5148 


AL359782 


Trvnanosoma 


nrobable similar to rin°-h2 fineer 


101 


67 






bmcei 


protein rha 1 a. 






5149 


W48351 


Homo saniens 


Human breast cancer related Drotein 


1 18 


56 i 








BCRB2. 






5150 


AF1 30051 


Homo sapiens 


PRO0898 


80 


72 


5151 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 


165 


63 








(hhcm) gene preoduct. 






5152 


X56832 


Homo sapiens 


muscle specific enolase 


573 


90 


5153 


X76930 


Homo sapiens 


hepatocyte nuclear factor 4 


544 


91 


5154 


U12919 


Mus musculus 


adenylyl cyclase type VII 


156 


75 


5155 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


91 


76 








7253. 






5156 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


133 


50 








8153. 






5157 


Y08387 


Homo sapiens 


mu-adaptin-related protein 2 


252 


86 


5158 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 


126 


66 








oncoprotein. 






5159 


AF090942 


Homo sapiens 


PRO0657 


139 


77 


5160 


AF090942 


Homo sapiens 


PRO0657 


120 


70 


5161 


D67066 


Bos taurus 


N-WASP 


135 


42 


5162 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 


73 








7124. 






5163 


AF044496 


Canis familiaris 


acidic ribosomal phosphoprotein P0 


112 


78 


5164 


W48351 


Homo sapiens 


Human breast cancer related protein 


106 


58 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
v 

7 








BCRB2. 






5165 


AJ250095 


Bordetella 
bronchiseptica 


pertactin (P.68) 


119 


64 


5166 


U96411 


Mus musculus 


otogelin; MLEMP 


609 


90 


5167 


AF 116238 


Homo sapiens 


pseudouridine synthase 1 


237 


87 


5168 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


151 


78 


5169 


AL050342 


Homo sapiens 


dJ655K7.1 (novel protein) 


263 


100 


5170 


AK024455 


Homo sapiens 


FLJ00047 protein 


177 


72 


5171 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


94 


100 


5172 


L38908 


Nicotiana 
tabacum 


extensin 


101 


47 


5173 


AF055904 


Myxococcus 
xanthus 


unknown 


107 


36 


5174 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


143 


59 


5175 


YO0337 


Homo sapiens 


Human secreted protein encoded by 
gene 81. 


123 


86 


5176 


A JO 10957 


Hippopotamus 
amphibius 


NADH1 


212 


90 


5177 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


84 


76 


5178 


U83280 


Leishmania 
donovani 


39 kDa antigen 


128 


90 


5179 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NlD:g8148) 


183 


45 


5180 


L27428 


Homo sapiens 


reverse transcriptase 


106 


46 


5181 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


144 


45 


5182 


R83119 


Homo sapiens 


Human cisplatin resistance protein. 


142 


96 


5183 


R95330 


Homo sapiens 


Tumor necrosis factor receptor 1 death 
domain Iigand (clone 1 TU). 


475 


71 


5184 


AF090930 


Homo sapiens 


PRO0478 


121 


57 


5185 


AF193613 


Homo sapiens 


cell recognition molecule Caspr2 


338 


50 


5186 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


102 


36 


5187 


AL031118 


Homo sapiens 


dJ153G14.3 (novel C2H2 type Zinc 
Finger protein) 


465 


62 


5188 


AF183144 


Mus musculus 


left-right dynein 


199 


83 


5189 


J02459 


bacteriophage 
lambda 


J (tail: host specificity;l 132) 


748 


95 


5190 


AF193613 


Homo sapiens 


cell recognition molecule Caspr2 


229 


50 | 


5191 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


135 


65 


5192 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


84 


5193 


Y00311 


Homo sapiens 


Human secreted protein encoded by 
gene 54. 


112 


49 


5194 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


326 


56 


5195 


AF 104261 


Mus musculus 


Pax transcription activation domain 
interacting protein PTIP 


487 


72 


5196 


G00333 


Homo saoiens 


Human secreted Drotein SEO ID NO" 
4414. 


132 


65 


5197 


G03043 

t 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


130 


80 


5198 


X55777 


Homo sapiens 


52kD protein 


106 


30 


5199 


AF092170 


Homo sapiens 


polycystic kidney disease 2 related 


122 


91 | 
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NO: 


Accession No. 


Species 
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Smith- 

Waterman 
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% 

laennr 

y 








protein 






5200 


AF092170 


Homo sapiens 


polycystic kidney disease 2 related 
protein 


138 


96 


5201 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


107 


67 


5202 


AP000616 


Oryza saliva 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


110 


81 


5203 


R95913 


Homo sapiens 


Neural thread protein. 


96 


61 


5204 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


83 


55 


5205 


AF3 19476 


Homo sapiens 


GKAP42 


705 


100 


5206 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


78 


62 


5207 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


119 


75 


5208 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


166 


50 


5209 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. • 


139 


39 


5210 


AF090931 


Homo sapiens 


PRO0483 


94 


90 


5211 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


114 


74 


5212 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


116 


70 


5213 


U53209 


Homo sapiens 


transformer-2 alpha 


124 


95 


5214 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


130 


58 


5215 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


151 


49 


5216 


L26953 


Homo sapiens 


chromosomal protein 


95 


52 


5217 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


66 


5218 


AF220264 


Homo sapiens 


MOST-1 


151 


65 


5219 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


125 


53 


5220 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


138 


65 


5221 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


129 


66 


5222 


AF194537 


Homo sapiens 


NAG 13 


120 


60 


5223 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


115 


60 


5224 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. * 


144 


58 


5225 


AF000996 


Homo sapiens 


ubiquitous TPR motif, Y isoform 


164 


70 


5226 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


125 


73 


5227 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


164 


69 


5228 


M34451 


Caenorhabditis 
elegans 


collagen (roI-6) 


100 


41 


5229 


XI 6396 


Homo sapiens 


precursor polypeptide (AA -29 to 3 1 5) 


306 


88 


5230 


AL3 59782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


112 


69 


5231 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


157 


75 


5232 


DS6982 


Homo sapiens 


similar to human ankyrin 1(S08275) 


201 


100 


5233 


AF116712 


Homo sapiens 


PR02738 


135 


49 


5234 


AL049758 


Homo sapiens 


dJ437M2 1 . 1 (novel protein) 


184 


70 
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Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


ldfDtit 










Score 


y 


5235 


ABO 14527 


Homo sapiens 


K1AA0627 protein 


164 


100 


5236 


AF194537 


Homo sapiens 


NAG 13 


183 


64 


5237 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 


170 


43 








(hhcm) gene preoduct. 






5238 


AF] 35439 


Mus musculus 


form in binding protein 1 1 


230 


100 


5239 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


69 








5327. 






5240 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


168 


63 








6613. 






5241 


AF116661 


Homo sapiens 


PR01438 


152 


58 


5242 


L27428 


Homo sapiens 


reverse transcriptase 


193 


53 


5243 


AF1 30089 


Homo sapiens 


PRO2550 


141 


60 


5244 


AF1 18086 


Homo sapiens 


PR01992 


135 


71 


5245 


AJ228863 


Mus musculus 


CLIP- 11 5 


195 


97 


5246 


Y86248 


Homo «;aniens 


Human secreted nrotein HCHPF68 


148 


81 








SEQ ID NO: 163. 






5247 


AC007887 


Arabidonsis 


F1504.29 


76 


93 






thaliana 








5248 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


151 


75 








7879. 






5249 


Y86248 


Homo saniens 


Human secreted Drotein HCHPF68 


176 


66 








SEQ ID NO: 163. 






5250 


Y86248 


Homo ^anipn^ 


Human secreted nrotein HCHPF68 


136 


70 








SEQ ID NO: 163. 






5251. 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


162 


80 








SEQ ID NO: 163. 






5252 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


112 


54 








SEQ ID NO: 163. 






5253 


AF090944 


Homo sapiens 


PRO0663 


177 


62 


5254 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68 y 


132 


57 








SEO ID NO" 163 






5255 


Y02749 


Homo sapiens 


Human secreted protein encoded by 


129 


74 








gene 100 clone HNFIU96. 






5256 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


157 


91 


5257 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


160 


78 








SEQIDNO:163. 






5258 


U 16296 


Homo sapiens 


T1AM1 protein 


133 


100 


5259 


AL1 60371 


Leishmania 


probable (hhv-6) ul 102, variant a 


92 


93 






major 


DNA, complete virion genome 






5260 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 


324 


78 








similar to pogo element 






5261 


AK024455 


Homo sapiens 


FLJ00047 protein 


100 


50 


5262 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


217 


100 








SEQ ID NO: 163. 






5263 


AB047600 


Macaca 


hypothetical protein 


125 


57 






fascicular is 








5264 


U83246 


Homo sapiens 


copine I 


199 


86 


5265 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


150 


72 








SEQ ID NO: 163. 






5266 


U91329 


Homo sapiens 


kinesin-like motor protein KIF1C 


132 


93 


5267 


J00672 


Oryctolagus 


beta-myosin 


109 


100 






cuniculus 








5268 


AL451017 


Neurospora 


related to Ul SMALL NUCLEAR 


74 


43 






crass a 


RIBONUCLEOPROTEIN C 






5269 


AF1 19851 


Homo sapiens 


PRO 1722 


96 


61 


5270 


AF090930 


Homo sapiens 


PRO0478 


113 


91 


5271 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


62 








7879. 






5272 


B01372 


Homo sapiens 


Neuron-associated protein. 


122 


60 



269 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smifh- 

Waterraan 

Score 


% 

Identtt 

y 


5273 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:387. 


116 


78 


5274 


AF090931 


Homo sapiens 


PRO0483 


144 


67 


5275 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


117 


68 


5276 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


111 


58 


5277 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


147 


67 


5278 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


67 


5279 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


69 


5280 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


196 


45 


5281 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


115 


73 


5282 


A18812 


Brassica napus 


extensin 


120 


38 


5283 


Z68747 


Homo sapiens 


imogen 38 


291 


75 


5284 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


97 


37 


5285 


AF130089 


Homo sapiens 


PRO2550 


181 


73 


5286 


AF1 30089 


Homo sapiens 


PRO2550 


147 


67 


5287 


AF090942 


Homo sapiens 


PRO0657 


90 


50 


5288 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


116 


74 


5289 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


143 


64 


5290 


D86972 


Homo sapiens 


similar to E.coli hypothetical 29.6 KD 
protein(Pl:YIGW ECOLI) 


111 


100 


5291 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


145 


57 


5292 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


131 


65 


5293 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


213 


76 


5294 


AF090895 


Homo sapiens 


PRO01I7 


134 


52 


5295 


AF017635 


Homo sapiens 


DCHT 


145 


100 


5296 


G02558 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6639. 


136 


60 


5297 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


118 


67 


5298 


AK024455 


Homo sapiens 


FLJ00047 protein 


67 


80 


5299 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


164 


75 


5300 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


129 


55 


5301 


R14643 


Homo sapiens 


Gamma Interferon receptor. 


107 


82 


5302 


V00662 


Homo sapiens 


URF 4 (NADH dehydrogenase subunit) 


238 


90 


5303 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


205 


68 


5304 


AF130089 


Homo sapiens 


PRO2550 


100 


77 


5305 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


117 


44 


5306 


X92485 


Plasmodium 
vivax 


pval 


128 


61 


5307 


G02597 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6678. 


77 


57 


5308 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


140 


42 


5309 


Y93577 


Homo sapiens 


Human secreted protein sequence 


489 


78 
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Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








encoded by gene 2 SEQ ID NO:250. 






5310 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


138 


65 


5311 


G02872 


JHomo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


129 


65 


5312 


AF119851 


Homo sapiens 


PRO 1722 


97 


65 


5313 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


160 


90 


5314 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


113 


81 


5315 


AF071310 


Mus musculus 


OPA-containing protein 1 


228 


53 


5316 


AF090942 


Homo sapiens 


PRO0657 


162 


70 


5317 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


109 


83 


5318 


AF090894 


Homo sapiens 


PRO0113 


125 


63 


5319 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


129 


66 


5320 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


130 


75 . 


5321 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22doneHMSJW18. 


338 


81 


5322 


L27428 


Homo sapiens 


reverse transcriptase 


139 


52 


5323 


GO 1828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


109 


83 


5324 


AF 118082 


Homo sapiens 


PRO 1902 


107 


70 


5325 


M81321 


Macaca 
fascicularis 


proline-rich protein 


114 


37 


5326 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


112 


79 


5327 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


99 


72 


5328 


AF090930 


Homo sapiens 


PRO0478 


152 


73 


5329 


L27428 


Homo sapiens 


reverse transcriptase 


267 


65 


5330 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


140 


82 


5331 


AL1 60493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


164 


54 


5332 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


135 


52 


5333 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


124 


76 


5334 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


97 


56 


5335 


AP000060 


Aeropyrum 
pernix 


103aa long hypothetical protein 


71 


50 


5336 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


75 


5337 


Z93784 


Homo sapiens 


dJ398C22.1 (novel protein, orthologof 
mouse brain protein E46) 


280 


68 


5338 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


132 


64 


5339 


AF210651 


Homo sapiens 


NAG 18 


160 


56 


5340 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


133 


80 


5341 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


151 


75 


5342 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


105 


50 


5343 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


103 


75 


5344 


G03021 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


132 


65 
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Species 


Description 


Smith- 

Waterman 

Score 


% 

Id on tit 

y 








7102. 






5345 


Y87103 


Homo sapiens 


Human secreted protein sequence SEQ 
ID MO: 142. 


92 


48 


5346 


AL121891 


Homo sapiens 


dJ 1 1 87M 1 7.2 (KI AA0552 protein) 


14S 


43 


5347 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


130 


33 


5348 


AF090944 


Homo sapiens 


PRO0663 


205 


72 


5349 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


135 


57 


5350 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


101 


37 


5351 


AF265578 


Homo sapiens 


orphan neurotransmitter transporter 
NTT5 


121 


39 


5352 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


105 


75 


5353 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


167 


69 


5354 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


97 


60 


5355 


G00590 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4671. 


113 


80 


5356 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


123 


67 


5357 


W88609 


Homo sapiens 


Secreted protein encoded by gene 76 
clone HK1XL73. 


94 


79 


5358 


AC004450 


Arabidopsis 
thaliana 


putative extensin 


110 


37 


5359 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


79 


5360 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


199 


74 


5361 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


174 


97 


5362 


ABO 17437 


Gallus gallus 


avena 


98 


44 


5363 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQlDNO:163. 


155 


93 


5364 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


181 


70 


5365 


G02538 . 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


159 


68 


5366 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


94 


60 


5367 


X52022 


Homo sapiens 


collagen type VI, alpha 3 chain 


150 


33 


5368 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


120 


77 


5369 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


145 


75 


5370 


X97675 


Homo sapiens 


plakophilin 2b 


170 


85 


5371 


AF130079 


Homo sapiens 


PR02852 


103 


95 


5372 


L26953 


Homo sapiens 


chromosomal protein 


117 


54 


5373 


AF210651 


Homo sapiens 


NAG 1 8 


137 


67 


5374 


Y3068I 


Homo sapiens 


Splice variant ZAP- IB protein of the 
human tumor suppressor gene ZAP-1. 


106 


76 


5375 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


109 


70 


5376 


AL109819 


Arabidopsis 
thaliana 


extensin-like protein 


123 


34 


5377 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


127 


79 


5378 


AF036170 


Dictyostelium 


homeobox-containing protein Wariai 


93 


83 
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Score 


% 

Identit 

y 






discoideum 








5379 


AF1 30089 


Homo sapiens 


PRO2550 


134 


75 


5380 


AF161384 


Homo sapiens 


HSPC266 


663 


96 


5381 


AF130051 


Homo sapiens 


PRO089S 


147 


77 


5382 


AF090944 


Homo sapiens 


PRO0663 


118 


83 


5383 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


129 


55 


5384 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


110 


68 


5385 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


165 


53 


5386 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


145 


96 


5387 


U54788 


Mus musculus 


Wiskott-Aldrich Syndrome Protein 


108 


51 


5388 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


104 


89 


5389 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


125 


70 


5390 


GO 1828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


103 


72 


5391 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) u 1 1 02, variant a dna, 
complete virion genome. 


119 


85 


5392 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


120 


65 


5393 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


131 


78 


5394 


G01552 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5633. 


159 


90 


5395 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


110 


65 


5396 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


85 


59 


5397 


X86681 


Homo sapiens 


HNP36 protein 


248 


71 


5398 


L27428 


Homo sapiens 


reverse transcriptase 


133 


62 


5399 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


132 


54 


5400 


AL080196 


Homo sapiens 


hypothetical protein 


164 


96 


5401 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


119 


75 


5402 


AF090944 


Homo sapiens 


PRO0663 


99 


64 


5403 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


93 


58 


5404 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


103 


37 


5405 


W05278 


Homo sapiens 


Tumour necrosis factor-related gene 
product CL6.5.40. 


137 


80 


5406 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


102 


69 


5407 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


102 


69 


5408 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


142 


69 


5409 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


139 


63 


5410 


Y 12950 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


65 


.47 


5411 


AF181626 


Drosophila 
melanogaster 


BcDNA.GH03694 


171 


53 


5412 


U93565 


Homo sapiens 


putative pi 50 


195 


70 


5413 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


170 


64 
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SEQ ID 
ISO: 


Accession No. 


Species 


Description 


Smith- 

»~ *J It I JJJ*J I) 

Score 


% 

lucnm 

y 


5414 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


126 


61 


5415 


X83572 


Homo sapiens 


ARSD 


133 


100 


5416 


D86853 


Catharanthus 
roseus 


extensin 


113 


41 


5417 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


139 


60 


5418 


G03472 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7553. 


175 


77 


5419 


R32010 


Homo sapiens 


Rpl5-TIA-L 


140 


83 


5420 


D67066 


Bos taurus 


N-WASP 


153 


41 


5421 


U42391 


Homo sapiens 


myosin-IXb 


203 


100 


5422 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


116 


74 


5423 


AF220264 


Homo sapiens 


MOST-1 


94 


78 


5424 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


128 


63 


5425 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


131 


57 


5426 


AF130089 


Homo sapiens 


PRO2550 


120 


58 


5427 


Z70204 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF00628 (PHD-finger), Score=63. 1 , E- 
value=1.9e-15, N=l~cDNA EST 
EMBL:T00556 comes from this 
gene-cDNA EST yk344f7.5 comes 
from this gene 


131 


55 


5428 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


158 


51 


5429 


AF130089 


Homo sapiens 


PRO2550 


112 


73 


5430 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


161 


52 


5431 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


131 


72 


5432 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


152 


79 


5433 


AF090942 


Homo sapiens 


PRO0657 


109 


67 


5434 


AE003588 


Drosophila 
melanogaster 


CG2839 gene product 


141 


50 


5435 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


154 


79 


5436 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


128 


41 


5437 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


143 


63 


5438 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


117 


84 


5439 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


112 


76 


5440 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAIa(AF078683) 


110 


42 


5441 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


124 


64 


5442 


ALJ 60493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


193 


56 


5443 


X07495 


Homo sapiens 


translated region (AA 1-264) 


108 


41 


5444 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


135 


62 


5445 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD2Z 


130 


41 


5446 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


136 


71 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


5447 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


123 


62 


5448 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


101 


45 


5449 


U13866 


unidentified 
cloning vector 


non-functional lacZ alpha peptide 


106 


57 


5450 


X01469 


Plasmodium 
lophurae 


histidine-rich protein 


162 


56 


5451 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


130 


88 


5452 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


155 


68 


5453 


AF 119900 


Homo sapiens 


PR02822 


162 


63 


5454 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


120 


51 


5455 


AC007204 


Homo sapiens 


BC273239J 


1485 


69 


5456 


L27428 


Homo sapiens 


reverse transcriptase 


122 


41 


5457 


Ml 8094 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


141 


39 


5458 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


118 


68 


5459 


AF090930 


Homo sapiens 


PRO0478 


144 


64 


5460 


AF130089 


Homo sapiens 


PRO2550 


124 


60 


5461 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


135 


69 


5462 


X97675 


Homo sapiens 


plakophilin 2b 


103 


72 


5463 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


137 


69 


5464 


AF229067 


Homo sapiens 


PADI-H protein 


146 


65 


5465 


AF116715 


Homo sapiens 


PR02829 


83 


71 


5466 


AF090930 


Homo sapiens 


PRO0478 


146 


52 


5467 


U93574 


Homo sapiens 


putative pi 50 


203 


52 


5468 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


89 


50 


5469 


AF191838 


Homo sapiens 


TANK binding kinase TBK1 


121 


95 


5470 


AF1 30079 


Homo sapiens 


PR02852 


146 


69 


5471 


AF090944 


Homo sapiens 


PRO0663 


90 


66 


5472 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


106 


63 


5473 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


127 


60 


5474 


AF064553 


Mus musculus 


NSD1 protein 


269 


100 


5475 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


132 


65 


5476 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


130 


86 


5477 


UJJ271 


Homo sapiens 


thromboxane A2 receptor 


118 


67 


5478 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


143 


60 


5479 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


113 


75 


5480 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


119 


74 


5481 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


103 


85 


5482 


AF238235 


Entamoeba 
histolytica 


diaphanous protein 


108 


35 


5483 


AF090930 


Homo sapiens 


PRO0478 


120 


55 


5484 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


111 


84 
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SEQID 

NO* 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


5485 


M61883 


Sus scrofa 


apomucm 


252 


55 


5486 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


107 


77 


5487 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


110 


46 


5488 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


88 


62 


5489 


AF025467 


Caenorhabditis 
elegans 


contains similarity to drosophila DNA- 
binding protein K10 (NID:g8148) 


124 


47 


5490 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


220 


71 


5491 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


195 


65 


5492 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


116 


38 


5493 


AF1 18086 


Homo sapiens 


PRO 1992 


135 


82 


5494 


AF090930 


Homo sapiens 


PRO0478 


105 


74 


5495 


Y94451 


Homo sapiens 


Human inflammation associated 
protein #8. 


170 


61 


5496 


G03465 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7546. 


72 


65 


5497 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


152 


78 


5498 


X56123 


Mus musculus 


talin 


594 


88 


5499 


AL035652 


Homo sapiens 


dJU6.1 (topoisomerase (DNA) I) 


105 


86 


5500 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


5501 


Y45389 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 31. 


161 


93 


5502 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


3 195 


60 


5503 


X03145 


Homo sapiens 


pot ORF I 


215 


79 


5504 


AF240630 


Mus musculus 


IQ motif containing GTPase activating 
protein 1 


180 


61 


5505 


AL390212 


Homo sapiens 


dJ29M10B.L2 (protein kinase C 
binding protein 1 (isoform 2)) 


1282 


93 


5506 


AF1 18086 


Homo sapiens 


PRO 1992 


146 


61 


5507 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


116 


74 


5508 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 
homolog 


165 


50 


5509 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


211 


95 


5510 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


114 


69 


5511 


AF090944 


Homo sapiens 


PRO0663 


125 


58 


5512 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


125 


53 


5513 


Y36156 


Homo sapiens 


Human secreted protein #28. 


110 


68 . 


5514 


AF 118086 


Homo sapiens 


PRO 1992 


128 


76 


5515 


Z22866 


Mus musculus 


skelemin 


218 


95 


5516 


Z22866 


Mus musculus 


skelemin 


218 


95 


5517 


G00376 


Homo saoiens 


Human secreted orotein SEO ID NO* 
4457. 


127 


71 


5518 


AL133380 


Homo saoiens 


dJ862P8.3 (Similar to MAP3K10 
(mitogen-activated protein kinase 
kinase kinase 10)) 


603 


77 


5519 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


187 


78 


5520 


AF090901 


Homo sapiens 


PRO0195 


115 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Wa term ao 
Score 


% 

Identit 

y 


5521 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


180 


53 


5522 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


.155 


73 


5523 


W90847 


Homo sapiens 


Human lymphocyte targeted peptide 
#15. 


149 


100 


5524 


X97675 


Homo sapiens 


plakophilin 2b 


153 


70 


5525 


D37793 


Mus musculus 


synaptotagminII/IP4BP 


651 


84 


5526 


M32339 


Homo sapiens 


HLA protein allele B51 


754 


94 


5527 


AF130051 


Homo sapiens 


PRO0898 


93 


64 


5528 


X92485 


Plasmodium 
vivax 


pval 


88 


66 


5529 


AJ131890 


Homo sapiens 


DNA polymerase lambda 


205 


100 


5530 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


132 


68 


5531 . 


Y02926 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 101. 


87 


59 


5532 


AF090931 


Homo sapiens 


PRO0483 


133 


75 


5533 


AF090942 


Homo sapiens 


PRO0657 


122 


66 


5534 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


145 


56 


5535 


D381]2 


Homo sapiens 


NADH dehydrogenase subunit 5 


569 


91 


5536 


K02401 


Homo sapiens 


chorionic somatomammotropin 


375 


98 


5537 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


136 


68 


5538 


G02480 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6561. 


130 


44 


5539 


S62928 


Homo sapiens 


PRB 1 M protein precursor 


104 


40 


5540 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


127 


70 


5541 


AE000463 


Escherichia coli 
K12 


putative glycosidase 


254 


100 


5542 


J02459 


bacteriophage 
lambda 


H (tail component; 853) 


761 


100 


5543 


Y85062 


Homo sapiens 


lnterleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


119 


58 


5544 


U59185 


Homo sapiens 


putative monocarboxylate transporter 


233 


87 


5545 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


187 


65 


5546 


D87446 


Homo sapiens 


Similar to a C.elegans protein encoded 
in cosmid C27F2 (U40419) 


556 


84 


5547 


X92485 


Plasmodium 
vivax 


pval 


110 


67 


5548 


AB023233 


Homo sapiens 


K1AA 101 6 protein 


246 


97 


5549 


U16359 


Rattus 
norvegicus 


nitric oxide synthase 


95 


64 


5550 


AC002044 


Homo sapiens 


Alpha-fetoprotein enhancer binding 
protein (3 f partial) 


111 


38 


5551 


AF026802 


Homo sapiens 


alpha-3 type DC collagen 


117 


47 


5552 


G00985 . 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


85 


88 


5553 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


91 


88 


5554 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


104 


71 


5555 


AF130089 


Homo sapiens 


PRO2550 


172 


86 


5556 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


105 


72 


5557 


G034IJ 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


160 


61 
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SEQ ID 

NO* 


Accession No. 


Species 


Description 


Smith- 
yy aicr rnan 
Score 


% 

Irian ft* 

laenni 

y 


5558 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


131 


68 


5559 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4508. 


112 


67 


5560 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


159 


73 


5561 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


141 


67 


5562 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


150 


71 


5563 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


146 


80 


5564 


AF090942 


Homo sapiens 


PRO0657 


157 


73 


5565 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


169 


43 


5566 


AL035526 


Arabidopsis 
thaliana 


extensin-1 ike protein 


103 


40 


5567 


AF1 30089 


Homo sapiens 


PRO2550 


132 


67 


5568 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


129 


83 


5569 


X67337 


Homo sapiens 


Human pre-mRNA cleavage factor I 68 
kDasubunit 


153 


42 


5570 


AF068266 


Homo sapiens 


EHT protein 


169 


91 


5571 


W48927 


Homo sapiens 


Schwannomin-binding protein C- 
terminal fragment. 


113 


42 


5572 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


132 


68 


5573 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


122 


71 


5574 


L20450 


Mus musculus 


DN A-binding protein 


283 


61 


5575 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


114 


95 


5576 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


140 


71 


5577 


Y20648 


Homo sapiens 


Human neurofiJament-L wild type 
protein fragment 38. 


66 


37 


5578 


U42471 


Mus musculus 


Wiscott-AIdrich Syndrome protein 
homolog 


112 


41 


5579 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


142 


74 


5580 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


142 


77 


5581 


AF153606 


Homo sapiens 


angiopoietin-related protein 


737 


95 


5582 


AF090930 


Homo sapiens 


PRO0478 


349 


77 


5583 


X52493 


Glycine max 


DNA -directed RNA polymerase 


140 


46. 


5584 


M76546 


Helianthus 
annuus 


hydroxyproline-rich protein 


101 


51 


5585 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


66 


47 


5586 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


130 


72 


5587 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


148 


56 


5588 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


148 


66 


5589 


AC006014 


Homo sapiens 


similar to KJAA0618 and nuclear 
envelope protein POM 121; 
alternatively spliced product; similar to 
PlD:g3327050 and P52591 
(PID:gl709213) 


108 


84 


5590 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 


122 


84 
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SEQ II) 

NO- 


Accession No. 


Species 


Description 


Smith- 

Wnterrnan 

Score 


% 

Identit 
y 








oncoprotein. 






5591 


AB001684 


Chlorella 
vulgaris 


ORF74 


61 


47 


5592 


AF090930 


Homo sapiens 


PRO0478 


123 


70 


5593 


G02996 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7077. 


120 


57 


5594 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


124 


59 


5595 


L26953 


Homo sapiens 


chromosomal protein 


116 


62 


5596 


L26953 


Homo sapiens 


chromosomal protein 


115 


67 


5597 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


157 


55 


5598 


Y71213 


Homo sapiens 


Human irritable bowel disease related 
polypeptide IMX39. 


131 


44 


5599 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


125 


45 


5600 


AF130089 


Homo sapiens 


PRO2550 


142 


62 


5601 


AY014404 


Homo sapiens 


kinesin-like protein RBKIN2 


297 


98 


5602 


AF210651 


Homo sapiens 


NAG 18 


113 


71 


5603 


AF090931 


Homo sapiens 


PRO0483 


129 


71 


5604 


X01060 


Homo sapiens 


put. transferrin receptor (aa 1-760) 


226 


80 


5605 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


455 


75 


5606 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


119 


42 


5607 


A31039 


Nicotiana alata 


PRP3 


92 


36 


5608 


AF090944 


Homo sapiens 


PRO0663 


147 


64 


5609 


G00552 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4633. 


64 


46 


5610 


X01065 


Cairina moschata 


histone H5 


88 


40 


5611 


U03413 


Dictyostelium 
discoideum 


calcium binding protein 


104 


40 


5612 


AL160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


144 


37 


5613 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


127 


65 


5614 


G01218 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5299. 


196 


97 


5615 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


122 


68 


5616 


AB029309 


Homo sapiens 


Npw38-binding protein NpwBP 


312 


78 


5617 


X03145 


Homo sapiens 


pot. ORF III 


101 


80 


5618 


AF090930 


Homo sapiens 


PRO0478 


159 


78 


5619 


D88461 


Rattus rattus 


N-WASP 


107 


40 


5620 


W48927 


Homo sapiens 


Schwannom in-binding protein C- 
terminal fragment. 


104 


38 


5621 


Y36156 


Homo sapiens 


Human secreted protein #28. 


134 


50 


5622 


AF090894 


Homo sapiens 


PRO0113 


119 


65 


5623 


AF130089 


Homo sapiens 


PRO2550 


130 


69 


5624 


AF1 30089 


Homo sapiens 


PRO2550 


140 


78 


5625 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


162 


49 


5626 


AF 130089 


Homo sapiens 


PRO2550 


152 


80 


5627 


AF151837 


Homo sapiens 


CGI-79 protein 


127 


78 


5628 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


122 


84 


5629 


AJ237981 


Vitis vinifera 


putative proline-rich cell wall protein 


93 


50 


5630 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


110 


52 
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NO: 


Accession No. 


Species 


Description 


Smith- 

Wnfermnn 

TV M Itl MJilJJ 

Score 


% 

Jdentit 

y 


5631 


AF1 30089 


Homo sapiens 


PRO2550 


151 


62 


5632 


U47661 


Lupinus luteus 


proline-rich protein PRP2 precursor 


67 


28 


5633 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


93 


61 


5634 


AL133215 


Homo sapiens 


bA108L7.6 (semaphorin 4G (sema 
domain, immunoglobulin domain (Ig), 
transmembrane domain (TM) and short 
cytoplasmic domain)) 


323 


100 


5635 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


138 


67 


5636 


AF090942 


Homo sapiens 


PRO0657 


184 


67 


5637 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


95 


80 


5638 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


139 


83 


5639 


AF 11 9900 


Homo sapiens 


PR02822 


143 


62 


5640 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


151 


61 


5641 


Y36243 


Homo sapiens 


Human secreted protein encoded by 
gene 20. 


118 


72 


5642 


AF090895 


Homo sapiens 


PRO0117 


140 


56 


5643 


Y51611 


Homo sapiens 


Human HSGT1 protein. 


611 


96 


5644 


AF 162692 


Homo sapiens 


putative voltage-gated calcium channel 
gamma-4 subunit 


172 


73 


5645 


Z98883 


Homo sapiens 


C407A10.1 (GPU (N- 
acetylglucosaminyl transferase 
component)) 


229 


100 


5646 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


117 


80 


5647 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


159 


78 


5648 


AF217517 


Homo sapiens 


uncharacterized bone marrow protein 
BM041 


97 


49 


5649 


AF2 10651 


Homo sapiens 


NAG18 


149 


58 


5650 


AK000385 


Homo sapiens 


unnamed protein product 


125 


36 


5651 


U02313 


Mus musculus 


protein kinase 


143 


96 


5652 


AF090944 


Homo sapiens 


PRO0663 


95 


43 


5653 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


131 


61 


5654 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


100 


58 


| 5655 


G02480 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6561. 


157 


70 


5656 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


100 


5657 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


123 


47 


5658 


W4835] 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


159 


46 


5659 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7795. 


163 


60 


5660 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


105 


46 


5661 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


125 


71 


5662 


D87744 


Mus musculus 


DRPLA protein 


89 


40 | 


5663 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


65 


5664 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


87 


65 
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Smith- 

vr aiernio q 

Score 


% 

joennt 

y 


5665 


AF055985 


Onchocerca 
volvulus 


pyrrol idone-rich antigen 


71 


44 


5666 


A188I2 


Brassica napus 


extensin 


98 


41 


5667 


AF130089 


Homo sapiens 


PRO2550 


128 


74 


5668 


AF090930 


Homo sapiens 


PRO0478 


136 


54 


5669 


X52634 


Mus musculus 


tim protein 


169 


59 


5670 


AB001684 


Chlorella 
vulgaris 


ORF49b 


70 


62 


5671 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


153 


66 


5672 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


123 


78 


5673 


AF090942 


Homo sapiens 


PRO0657 


150 


60 


5674 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


123 


78 


5675 


M22332 


Homo sapiens 


unknown protein 


121 


43 


5676 


W40353 


Homo sapiens 


Human unspecified protein from 
US5702907. 


128 


72 


5677 


AL049868 


Homo sapiens 


dJ927M24.2 (KIAA1219) 


403 


95 


5678 


U31785 


Human 

papillomavirus 
type 36 


putative 


103 


44 


5679 


G02409 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6490. 


101 


73 


5680 


AF068229 


Homo sapiens 


lysyl hydroxylase 3 


148 


92 


5681 


Y00358 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


209 


81 


5682 


AB008515 


Homo sapiens 


RanBPM 


142 


100 


5683 


AB0 10692 


Arabidopsis 
thaliana 


contains similarity to endo-beta-N- 
acetylglucosaminidase-gene id:Kl 812 
3.27 


148 


45 


5684 


J02459 


bacteriophage 
lambda 


J (tail:host specificity;! 8 132) 


746 


100 


5685 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


194 


69 


5686 


AB049054 


Homo sapiens 


brain link protein-1 


160 


100 


5687 


AF229067 


Homo sapiens 


PAD1-H protein 


144 


68 


56SS 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


120 


70 


5689 


AP001313 


Arabidopsis 
thaliana 


contains similarity to 
pherophorin-gene _jd:T5M7.14 


106 


47 


5690 


M76976 


Drosophila 
melanogaster 


dorsal-ventral patterning protein 


167 


37 


5691 


L24559 


Homo sapiens 


DNA polymerase alpha 


175 


100 


5692 


AF071777 


Mus musculus 


IRE1 


604 


85 


5693 


AF061741 


Homo sapiens 


retinal short-chain 
dehydrogenase/reductase retSDRl 


704 


99 


5694 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


178 


66 


5695 


AF092092 


Homo sapiens 


AP-3 adaptor complex mu3A subunit 


653 


92 


5696 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


106 


86 


5697 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


132 


75 


5698 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


116 


40 


5699 


AF161361 


Homo sapiens 


HSPC098 


128 


56 


5700 


U21123 


Drosophila 
melanogaster 


ena polypeptide 


106 


57 
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NO: 


Accession No. 


Species 


Description 


Smitb- 

Watermnn 

Score 


% 

Jdentit 
y 


5701 


AFI 19901 


Homo sapiens 


PR02831 


113 


76 


5702 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


101 


49 


5703 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


105 


78 


5704 


AF130089 


Homo sapiens 


PRO2550 


122 


75 


5705 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


136 


72 


5706 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


113 


75 


5707 


AF229067 


Homo sapiens 


PAD1-H protein 


134 


81 


5708 


W40353 


Homo sapiens 


Human unspecified protein from 
US5702907. 


129 


65 


5709 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


137 


81 


5710 


AK024455 


Homo sapiens 


FLJ00047 protein 


108 


54 


5711 


Y76381 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 75. 


247 


93 


5712 


AFI 16715 


Homo sapiens 


PR02829 


118 


75 


5713 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


154 


71 


5714 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


141 


79 


5715 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


91 


80 


5716 


AF090944 


Homo sapiens 


PRO0663 


136 


56 


5717 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


153 


65 


5718 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


109 


70 


5719 


AFI 30089 


Homo sapiens 


PRO2550 


140 


86 


5720 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


144 


67 


5721 


AFI 30089 


Homo sapiens 


PRO2550 


146 


58 


5722 


AFI 18086 


Homo sapiens 


PRO 1992 


130 


58 


5723 


D21230 


Homo sapiens 


alpha 1(XV) collagen chain 


390 


78 


5724 


AL049569 


Homo sapiens 


dJ37C10.5 (KIAA0445) 


266 


93 


5725 


X04412 


Homo sapiens 


plasma gelsolin 


761 


95 


5726 


A21853 


synthetic 
construct 


serine protease inhibitor 


206 


100 


5727 


Y16610 


Homo sapiens 


paraplegin 


218 


95 


5728 


AFI 32021 


Homo sapiens 


myosin X 


613 


87 


5729 


AL 163491 


Arabidopsis 
thaliana 


putative protein 


236 


46 


5730 


L19704 


Homo sapiens 


alternative first exon 


561 


86 


5731 


D83703 


Homo sapiens 


peroxisome assembly factor-2 


240 


84 


5732 


AB007936 


Homo sapiens 


KJAA0467 protein 


189 


77 


5733 


L38622 


Mus musculus 


mSin3B gene product 


280 


94 


5734 


AF051944 


Gallus gallus 


Xin 


460 


68 


5735 


B07857 


Homo sapiens 


Amino acid sequence of Smadl 
interactor protein clone S 1+12-5. 


172 


67 


5736 


ZI4020 


Nicotiana 
tabacum 


Pistil extensin like protein, partial CDS 
only 


105 


44 


5737 


LI 7308 


Gossypium 
hirsutum 


proline-rich cell wall protein 


145 


34 


5738 


Y76141 


Homo sapiens 


Human secreted protein encoded by 
gene 1 8. 


109 


72 


5739 


AFI 78534 


Homo sapiens 


talin 


583 


82 


5740 


D13435 


Homo sapiens 


PIG-F 


143 


100 


5741 


AC005578 


Homo sapiens 


F20887 J, partial CDS 


584 


86 
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Accession No. 
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Wateriuan 

Score 


% 
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y 


5742 


AC005578 


Homo sapiens 


F20887J, partial CDS 


470 


85 


5743 


AJ010479 


Homo sapiens 


kinesin-like protein 


102 


23 


5744 


M19419 


Mus musculus 


proline-rich salivary protein 


107 


42 


5745 


U29377 


Caenorhabditis 
elegans 


lysine-rich 


97 


44 


5746 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


90 


67 


5747 


D84223 


Homo sapiens 


leucyl tRNA synthetase 


165 


83 


5748 


J04990 


Homo sapiens 


cathepsin G 


165 


100 


5749 


Y36203 


Homo sapiens 


Human secreted protein #75. 


122 


77 


5750 


V00488 


Homo sapiens 


alpha globin 


181 


94 


5751 


Ml 8642 


Homo sapiens 


Jactoferrin 


122 


96 


5752 


W15286 


Homo sapiens 


Soluble type I insulin-like growth 
factor receptor. 


481 


87 


5753 


Z98595 


Schizosaccharom 
yces pombe 


coronin-like protein 


192 


38 


5754 


AL035683 


Homo sapiens 


dJ1063B2.1 (Beta- 1,4- 
galactosyltransferase) 


239 


100 


5755 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


170 


61 


5756 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


105 


61 


5757 


D49490 


Homo sapiens 


protein disulfide isomerase-related 
protein (PDIR) 


669 


96 


5758 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


175 


72 


5759 


X61451 


Mus musculus 


F41 


130 


100 


5760 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


91 


61 


5761 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


130 


76 


5762 


AF130079 


Homo sapiens 


PR02852 


126 


61 


5763 


AF143946 


Homo sapiens 


transcriptional activator SRCAP 


288 


40 


5764 


M80627 


Homo sapiens 


helix-loop-helix protein 


327 


88 


5765 


AF038007 


Homo sapiens 


FIC1 


290 


47 


5766 


G01881 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5962. 


427 


97 


5767 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


172 


75 


5768 


B12884 


Homo sapiens 


Human aipha-bradeion protein 
sequence. 


465 


70 


5769 


Y66645 


Homo sapiens 


Membrane-bound protein PROl 3 1 0. 


347 


100 


5770 


AB033168 


Mus musculus 


nuclear protein ZAP 


315 


39 


5771 


X83575 


Cricetulus 
griseus 


CHOI antigen 


113 


57 


5772 


AF135422 


Homo sapiens 


GDP-mannose pyrophosphorylase A 


764 


91 


5773 


L38644 


Rattus 
norvegicus 


karyopherin beta 


121 


68 


5774 


AB020746 


Arabidopsis 
thaliana 


protein kinase-like protein 


107 


33 


5775 


Y17920 


Drosophila 
melanogaster 


CALO protein 


128 


31 


5776 


AK000309 


Homo sapiens 


unnamed protein product 


988 


98 


5777 


AFO 10404 


Homo sapiens 


ALR 


469 


97 


5778 


AB045131 


Homo sapiens 


NADPH-dependent retinol 
dehydrogenase/reductase 


126 


92 


5779 


AF 197927 


Homo sapiens 


AF5q31 protein 


530 


95 


5780 


X79198 


Homo sapiens 


host cell factor 


119 


74 


5781 


X69838 


Homo sapiens 


G9a 


157 


41 
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Smith- 


% 


NO: 








»» did III U II 


juenni 










Score 


y 


5782 


Y94450 


Homo sapiens 


Human inflammation associated 


227 


44 








protein U7. 






5783 


AF216804 


Rattus 


nuclear matrix transcription factor 


1539 


98 






norvegicus 








5784 


R06463 


Homo sapiens 


Derived protein of clone ICA13 


638 


91 








(ATCC 40553). 






5785 


AF000I49 


Mus musculus 


ATP-binding cassette transporter 


292 


41 


5786 


D89974 


Homo sapiens 


glycosylphosphatidyl inositol-anchored 


490 


78 








protein GP1-80 






5787 


AF090942 


Homo sapiens 


PRO0657 


132 


63 


5788 


X56932 


Homo sapiens 


23 kD highly basic protein 


286 


100 


5789 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


114 


63 








7253. 






5790 


297211 


Schizosaccharom 


kinesin-like protein 


346 


60 






yces pombe 








5791 


AF134707 


Homo sapiens 


disintegrin and metal loproteinase 


144 


95 








domain 19 






5792 


Z19550 


Homo sapiens 


N-acetyllactosaminide beta-l,6-N- 


547 


76 








acerylglucosaminylrransferase 






5793 


AF090930 


Homo sapiens 


PRO0478 


103 


80 


5794 


Y59879 


Homo sapiens 


Human normal uterus tissue derived 


407 


97 








protein 42. 






5795 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


149 


72 








7795. 






5796 


AF077208 


Homo sapiens 


HSPC022 


682 


100 


5797 


D42138 


Homo sapiens 


PIG-B 


597 


86 


5798 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


151 


75 


5799 


M29487 


Homo sapiens 


integrin alpha subunit precursor 


160 


80 


5800 


D87438 


Homo sapiens 


Similar to a C.elegans protein in 


354 


85 








cosmidC14H10 






5801 


W54282 


Homo sapiens 


Protein sequence of the di-alpha 


195 


97 








haemoglobin gene contained in pSSl. 






5802 


AB030176 


Homo sapiens 


peptidylarginine deiminase type U 


107 


100 


5803 


D38441 


Homo sapiens 


acylamino acid-releasing enzyme 


156 


71 


5804 


Y55939 


Homo sapiens 


Human GEK2 protein. 


157 


96 


5805 


X89626 


Bos taurus 


240K protein of rod photoreceptor cng- 


92 


42 








channei 






5806 


AC006963 


Homo sapiens 


similar to Kelch proteins; similar to 


177 


38 








BAA77027 (PID:g4650844) 






5807 


Y86275 


Homo sapiens 


Human secreted protein HSRGW16, 


436 


77 








SEQ ID NO: 190. 






5808 


D50577 


Mesocricetus 


carboxylesterase precursor 


328 


55 - 






auratus 








5809 


AF272148 


Homo sapiens 


KRAB zinc finger protein 


593 


68 


5810 


W57260 


Homo sapiens 


Human semaphorin Y. 


651 


96 


5811 


AF202893 


Mus musculus 


KiGlb 


491 


82 


5812 


AC006963 


Homo sapiens 


similar to Kelch proteins; similar to 


219 


38 








BAA77027 (PID:g4 65 0844) 






5813 


AB017114 


Homo sapiens 


AD 3 


142 


57 


5814 


AC007954 


Homo sapiens 


unknown 


678 


100 


5815 


AF124726 


Homo sapiens 


acinusL 


790 


93 


5816- 


AB015330 


Homo sapiens 


HRJHFB2007 


167 


36 


5817 


AB020684 


Homo sapiens 


K1AA0877 protein 


699 


57 


5818 


Z 15025 


Homo sapiens 


Bat2 


172 


49 


5819 


X95761 


Mus musculus 


new:Rhobin 


549 


79 


5820 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


166 


68 








7871. 






5821 


X55126 


Mus musculus 


Zfp-29 


633 


93 


5822 


Y99366 


Homo sapiens 


Human PRO 1475 (UNQ746) amino 


452 


98 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identtt 
y 








acid sequence SEQ lDNO:88. 






5823 


AB040801 


Homo sapiens 


SREB3 


611 


95 


5824 


M27878 


Homo sapiens 


DNA binding protein 


462 


64 


5825 


Y 13620 


Homo sapiens 


BCL9 


140 


40 


5826 


AF1525I0 


Homo sapiens 


protocadherin gamma A3 short form 
protein 


525 


92 


5827 


M23451 


Achlya 
ambisexual is 


steroid receptor 


337 


61 


5828 


AJO 11305 


Homo sapiens 


guanine nucleotide exchange factor, 
delta subunit 


132 


100 


5829 


Y85565 


Homo sapiens 


Human homologue of UNC-53 (Hs- 
UNC-53/2) sequence. 


710 


96 


5830 


U03277 


Drosophila 
melanogaster 


cloned by ability to arrest the cell cycle 
when expressed in the fission yeast 
Schizosaccharomyces pombe 


258 


46 


5831 


AF193342 


Mus musculus 


GCN2alpha 


469 


85 


5832 


AF279265 


Homo sapiens 


putative anion transporter 1 


240 


91 


5833 


AK023998 


Homo sapiens 


unnamed protein product 


687 


97 


5834 


AK023998 


Homo sapiens 


unnamed protein product 


674 


96 


5835 


AF071059 


Mus musculus 


zinc finger RNA binding protein 


243 


100 


5836 


AF178534 


Homo sapiens 


talin 


463 


62 


5837 


J04569 


Homo sapiens 


glial fibrillary acidic protein 


102 


55 


5838 


AF068625 


Mus musculus 


DNA cytosine-5 methyltransferase 3A 


130 


89 


5839 


AB037739 


Homo sapiens 


KIAA13 18 protein 


644 


97 


5840 


R86865 


Homo sapiens 


Human protocadherin pc3. 


660 


96 


5841 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. | 


117 


84 


5842 


X51486 


Gallus galius 


cNFI-Al protein (AA 1-522) 


590 


86 


5843 


U65785 


Homo sapiens 


1 50 kDa oxygen-regulated protein 
ORP150 


200 


95 


5844 


U16126 


Homo sapiens 


EAA4 


679 


97 


5845 


AL035071 


Homo sapiens 


dJ1085Fi 7.1.3 (ortholog of mouse 
DNMT3B (DNA Cytosine-5 
Methyltransferase 3B3) (isoform 3)) 


717 


100 


5846 


Y13620 


Homo sapiens 


BCL9 


505 


81 


5847 


AC004812 


Homo sapiens 


similar to human HsGCNl U77700 
(PJD:g2282576); similar to yeast 
translation activator GCN1 
(PID:g462168) 


316 


100 


5848 


M77246 


Rattus 
norvegicus 


beta-chain clathrin associated protein 
complex AP-2 


611 


89 


5849 


AF007833 


Homo sapiens 


kruppel-related zinc finger protein 
hcKrox 


569 


79 


5850 


AF056617 


Homo sapiens 


BWSCR2 associated zinc-finger 
protein BAZ1 


175 


32 


5851 


D38548 


Homo sapiens 


The ha0936 gene product is novel. 


409 


65 


5852 


G00528 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4609. 


166 


55 


5853 


D87071 


Homo sapiens 


similar to C.elegans protein encoded in 
cosmid T20D3 (Z68220). 


188 


76 


5854 


M64979 


Homo sapiens 


glial factor- 1 


557 


83 


5855 


GO 1480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5561. 


400 


82 


5856 


X06345 


Xenopus laevis 


lam in A (AA 1-265) 


109 


68 


5857 


ABO 17499 


Oryctolagus 
cuniculus 


Lipoprotein Receptor Related Protein 5 


196 


40 


5858 


D43633 


Oryzias latipes 


G protein-coupled seven- 
transmembrane receptor 


281 


50 


j 5859 


AF067165 


Homo sapiens 


zinc finger protein 3 


669 


87 
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SEQ 10 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


5860 


AL031118 


Homo sapiens 


dJ153G14.3 (novel C2H2 type Zinc 
Finger protein) 


218 


38 


5861 


U 13897 


Homo sapiens 


homolog of Drosophila discs large 
protein, isoform 1 


130 


35 


5862 


M74002 


Homo sapiens 


arginine-rich nuclear protein 


80 


23 


5863 


X67855 


Oryctolagus 
cuniculus 


brain calcium channel BJI-1 


147 


66 


5864 


U35376 


Homo sapiens 


repressor transcriptional factor 


475 


67 


5865 


AF251038 


Homo sapiens 


GAP-like protein 


325 


58 


5866 


L46815 


Mus musculus 


DNA binding protein Rc 


409 


66 


5867 


S68944 


Rattus sp. 


Na+/Cl(-)-dependent neurotransmitter 
transporter 


582 


95 


5868 


X97675 


Homo sapiens 


plakophilin 2b 


159 


93 


5869 


AF 152478 


Homo sapiens 


protocadherin alpha 13 short form 
protein 


680 


100 


5870 


AF1 18082 


Homo sapiens 


PRO 1902 


130 


48 


5871 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


149 


49 


5872 


A61971 


unidentified 


MCSP 


621 


82 


5873 


Z54206 


Bovine 
herpesvirus 1 


UL51 


104 


33 


5874 


AF069765 


Homo sapiens 


signal recognition particle 72 


674 


97 


5875 


AF 17942 8 


Homo sapiens 


DNA polymerase zeta catalytic sub unit 
variant 1 


692 


100 


5876 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


119 


48 


5877 


Y94990 


Homo sapiens 


Human secreted protein vb2 1 1 , SEQ 
IDNO:20. 


446 


98 


5878 


L0881 1 


Drosophila 
melanogaster 


adherin 


264 


42 


5879 


D86983 


Homo sapiens 


similar to D.rnelanogaster 
peroxidasin(U 11052) 


429 


100 


5880 


AF 152508 


Homo sapiens 


protocadherin gamma A2 short form 
protein 


664 


100 


5881 


AF1 52508 


Homo sapiens 


protocadherin gamma A2 short form 
protein 


660 


98 


5882 


AF190018 


Mus musculus 


K-Cl cotransporter 


199 


88 


5883 


AB023229 


Homo sapiens 


K1AA 101 2 protein 


107 


83 


5884 


U53420 


Rattus 
norvegicus 


sodium-calcium exchanger form 3 


595 


98 


5885 


AF039019 


Homo sapiens 


zinc finger DNA binding protein 89 
kDa 


608 . 


92 


5886 


AF20766I 


Homo sapiens 


sodium bicarbonate cotransporter-like 
protein 


701 


100 


5887 


AF 130051 


Homo sapiens 


PRO0898 


115 


74 


5888 


AF1 52508 


Homo sapiens 


protocadherin gamma A2 short form 
protein 


720 


100 


5889 


AF251079 


Homo sapiens 


heptacellular carcinoma novel gene-3 
protein 


741 


98 


5890 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


118 


51 


5891 


AF1 57326 


Homo sapiens 


TIP 120 protein 


571 


85 | 


5892 


AF129170 


Homo sapiens 


apolipoprotein E receptor 2 


630 


99 


5893 


X05561 


Homo sapiens 


alpha- 1 chain precursor (AA -27 to 
917) (2953 is 2nd base in codon) 


197 


45 


5894 


AJ238374 


Homo sapiens 


putative protein TH1 


641 


96 


5895 


X63526 


Homo sapiens 


homologue to elongation factor 1- 
gamma from A.salina 


709 


97 


5896 


Y11651 


Homo sapiens 


phosphate cyclase 


521 


80 
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SEQU) 

NO: i 


Accession No. 


Species 


Description 


Smith- 

▼ T 111*111 

Score 


% 

Identit 

y 


5897 


Y 18448 


Homo sapiens 


Bassoon protein 


681 


100 


5898 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


138 


63 


5899 


AF 152473 


Homo sapiens 


protocadherin alpha CI short form 
protein 


733 


100 


5900 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


133 


66 


5901 


R06463 


Homo sapiens 


Derived protein of clone ICA13 
(ATCC 40553). 


522 


99 


5902 


XI 2928 


Triticum 
aestivum 


HMW glutenin subunit 5 (AA 1-848) 


169 


25 


5903 


X61048 


Hydra sp. 


mini-collagen 


88 


33 


5904 


AF 118082 


Homo sapiens 


PRO 1902 


247 


60 


5905 


A00279 


synthetic 
construct 


Human serum albumin 


482 


84 


5906 


T14722_cdl 


Homo sapiens 


01-DEC-1992 Human CD27 antigen 
cDNA. 


431 


94 


5907 


Y73475 


Homo sapiens 


Human secreted protein clone ye7_l 
protein sequence SEQ ID NO:172. 


271 


94 


5908 


AF 175265 


Homo sapiens 


vacuolar sorting protein 35 


645 


92 


5909 


Y127I3 


Mus musculus 


Pro-PoI-dUTPase polyprotein 


125 


50 


5910 


G00360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4441. 


115 


58 


5911 


W88762 


Homo sapiens 


Polypeptide fragment encoded by gene 
20. 


152 


50 


5912 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


154 


68 


5913 

• 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


209 


71 


5914 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


143 


49 


5915 


S80644 


Sus scrofa 


glutaminase; GA 


338 


85 


5916 


AF233393 


Mus musculus 


ATP-binding cassette protein 


92 


95 


5917 


X52622 


Mus musculus 


integrase (409 AA) 


425 


45 


5918 


U49973 


Homo sapiens 


ORF2: function unknown 


114 


64 


5919 


S71403 


Mus musculus 


m33-A isoform 


120 


42 


5920 


AF090931 


Homo sapiens 


PRO0483 


94 


89 


5921 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


99 


36 


5922 


AJ006770 


Cicer arietinum 


extensin 


96 


32 


5923 


AJ250193 


Mus musculus 


muscle protein 637 


730 


72 


5924 


AF229067 


Homo sapiens 


PADI-H protein 


278 


63 


5925 


X92485 


Plasmodium 
vivax 


pval 


99 


50 


5926 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


84 


66 


5927 


AF130089 


Homo sapiens 


PRO2550 


114 


64 


5928 


J00126 


Homo sapiens 


MHC factor B 


237 


100 


5929 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


251 


79 


5930 


AF090895 


Homo sapiens 


PRO0U7 


63 


62 


5931 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


147 


37 


5932 


U83857 


Homo sapiens 


Aacll 


209 


80 


5933 


AF068294 


Homo sapiens 


HDCMB45P 


144 


50 


5934 


X92485 


Plasmodium 
vivax 


pval 


135 


69 


5935 


L07545 


Leishmania 
tarentolae 


A V was inserted after nt 369 (=nt 
10459 in genomic sequence (M10126)) 
to correct -1 frameshift probably due to 


127 


36 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identii 

v 

J 








gel compression 






5936 


R95913 


Homo sapiens 


Neural thread protein. 


276 


58 


5937 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


130 


65 


5938 


Y16781 


Homo sapiens 


Human secreted protein (clone 
bh 157J7). 


1258 


100 


5939 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


167 


68 


5940 


U93570 


Homo sapiens 


putative pi 50 


103 


41 


5941 


G03472 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7553. 


189 


74 


5942 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


110 


47 


5943 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


122 


90 


5944 


AF1 30089 


Homo sapiens 


PRO2550 


101 


48 


5945 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


162 


86 


5946 


X92485 


Plasmodium 
vivax 


pval 


104 


70 


5947 


M29622 


Mus musculus 


open reading frame 2 


132 


64 


5948 


AF1 30089 


Homo sapiens 


PRO2550 


131 


60 


5949 j 


AF1 30089 


Homo sapiens 


PRO2550 


151 


60 


5950 


AF130079 


Homo sapiens 


PR02852 


117 


52 


5951 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


185 


62 


5952 


U49973 


Homo sapiens 


ORF2: function unknown 


160 


62 


5953 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


145 


55 


5954 


M22332 


Homo sapiens 


unknown protein 


169 


41 


5955 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


133 


72 


5956 


U70935 


Peromyscus 
maniculatus 


reverse transcriptase 


100 


36 


5957 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


105 


63 


5958 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


112 


48 


5959 


Z49944 


Canis familiaris 


CDC42 GTP-binding protein 


120 


40 


5960 


AF1 18082 


Homo sapiens 


PRO1902 


158 


61 


5961 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


91 


65 


5962 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


121 


62 


5963 


AF 11 8082 


Homo sapiens 


PRO1902 


113 


60 


5964 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


65 ; 


5965 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


120 


57 


5966 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


306 


77 


5967 


G03224 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7305. 


80 


41 


5968 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6012. 


109 


75 


5969 


AF1 19855 


Homo sapiens 


PRO 1847 


162 


72 


5970 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


146 


46 


5971 


M19155 


Plasmodium 
falciparum 


S-antigen precursor 


122 


37 


5972 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


121 


66 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Watertnno 

Score 


% 

Idendt 

y 


5973 


ALI6037I 


Leishmania 
major 


probable (hhv-6) u 11 02, variant a 
DNA, complete virion genome 


107 


60 


5974 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


83 


68 


5975 


G00497 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4578. 


111 


47 


5976 


U93572 * 


Homo sapiens 


p40 


112 


33 


5977 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


107 


58 


5978 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


120 


70 


5979 


AL 160493 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


106 


54 


5980 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


105 


31 


5981 


X66285 


Mus musculus 


HCIORF 


86 


36 


5982 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


110 


43 


5983 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


131 


60 


5984 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


110 


60 


5985 


G02753 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6834. 


107 


47 


5986 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


160 


77 


5987 


AF1 30079 


Homo sapiens 


PR02852 


272 


77 


5988 


U93570 


Homo sapiens 


putative pi 50 


87 


46 


5989 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


202 


89 


5990 


AF1 30089 


Homo sapiens 


PRO2550 


238 


74 


5991 


AF1I80S2 


Homo sapiens 


PRO 1902 


119 


41 


5992 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


60 


5993 


L27428 


Homo sapiens 


reverse transcriptase 


110 


60 


5994 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


98 


45 


5995 


Y86248 


Homo sapiens 


Human secreted protein HCH?F68 7 
SEQ ID NO: 163. 


189 


90 


5996 


X58236 


Homo sapiens 


36/8-8 fusion protein with epitope for 
anti-lectin antibody 


78 


68 


5997 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


97 


63 


5998 


AP002460 


Arabidopsis 
thaliana 


gene_id:F!D9,26~unknown protein 


100 


38 


5999 


U93569 


Homo sapiens 


p40 


103 


52 


6000 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22c!oneHMSJW18. 


100 


63 


6001 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


121 


51 


6002 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


115 


64 


6003 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


105 


40 


6004 


AF 130089 


Homo sapiens 


PRO2550 


122 


63 


6005 


R95913 


Homo sapiens 


Neural thread protein. 


235 


56 


6006 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


173 


58 


6007 


X92485 


Plasmodium 
vivax 


pval 


96 


53 



28? 



SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


6008 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


236 


62 


6009 


Y17832 


Human 
endogenous 
retrovirus K 


env protein 


103 


66 


60 JO 


AF1 19900 


Homo sapiens 


PR02822 


91 


50 


6011 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


155 


55 


6012 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


201 


91 


6013 


Y36156 


Homo sapiens 


Human secreted protein #28. 


253 


70 


6014 


AF1 30079 


Homo sapiens 


PR02852 


119 


36 


6015 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


137 


63 


6016 


AF 130089 


Homo sapiens 


PRO2550 


110 


40 


6017 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


142 


57 


6018 


AF1 16661 


Homo sapiens 


PR0143S 


147 


69 


6019 


AF 130089 


Homo sapiens 


PRO2550 


169 


71 


6020 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


208 


60 


6021 


AFl 19851 


Homo sapiens 


PR01722 


147 


65 


6022 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


139 


47 


6023 


AFl 30089 


Homo sapiens 


PRO2550 


142 


66 


6024 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


91 


76 


6025 


Ml 8093 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


103 


48 


6026 


D86853 


Catharanthus 
roseus 


extensin 


97 


46 


6027 


AFl 30089 


Homo sapiens 


PRO2550 


95 


47 


6028 


X92485 


Plasmodium 
vivax 


pval 


102 


61 


6029 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


149 


53 


6030 


G00643 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4724. 


96 


76 


6031 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


144 


44 


6032 


AB011483 


Arabidopsis 
thaliana 


contains similarity to root cap 
protein~gene_id:iVHJF9. 1 6 


117 


37 


6033 


X92485 


Plasmodium 
vivax 


pval 


85 


40 


6034 


AFl 18082 


Homo sapiens 


PROl 902 


112 


58 


6035 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


121 


59 


6036 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


140 


65 


6037 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


107 


71 


6038 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


140 


65 


6039 


X92485 


Plasmodium 
vivax 


Dval 


84 


78 


6040 


AF130051 


Homo sapiens 


PRO0898 


107 


69 


6041 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW!8: 


313 


58 


6042 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


209 


75 
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SEQ1D 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Ideotit 
y 


6043 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


98 


56 


6044 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


126 


43 


6045 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


65 


6046 


Y36156 


Homo sapiens 


Human secreted protein #28. 


93 


62 


6047 


AF130079 


Homo sapiens 


PR02852 


205 


83 


6048 


R95913 


Homo sapiens 


Neural thread protein. 


148 


45 


6049 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


234 


86 


6050 


D38U3 


Pan troglodytes 


NADH dehydrogenase subunit 5 


403 


61 


6051 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


96 


42 


6052 


AF130089 


Homo sapiens 


PRO2550 


348 


73 


6053 


AF1 19851 


Homo sapiens 


PRO 1722 


109 


68 


6054 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


168 


66 


6055 


AF161356 


Homo sapiens 


HSPC093 


83 


58 


6056 


X92485 


Plasmodium 
vivax 


pval 


155 


55 


6057 


G04000 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8081. 


520 


100 


6058 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


148 


65 


6059 


W03626 


Homo sapiens 


Human thyrotropin GPRN-terminal 
sequence. 


163 


53 


6060 


G02872 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
6953. 


300 


68 


6061 


U93563 


Homo sapiens 


putative pi 50 


389 


37 


6062 


AF090895 


Homo sapiens 


PRO0117 


66 


78 


6063 


X92485 


Plasmodium 
vivax 


pval 


110 


86 


6064 


AF130089 


Homo sapiens 


PRO2550 


166 


71 


6065 


M22332 


Homo sapiens 


unknown protein 


188 


48 


6066 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


101 


52 


6067 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


107 . 


41 


6068 


G00528 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4609. 


99 


75 


6069 


M22332 


Homo sapiens 


unknown protein 


153 


80 


6070 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


109 


82 


6071 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


123 


73 


6072 


AF130079 


Homo sapiens 


PR02852 


143 


60 


6073 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


132 


55 


6074 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


158 


65 


6075 


G02532 


Homo sapiens. 


Human secreted protein, SEQ ID NO: 
6613. 


157 


68 


6076 


AF116712 


Homo sapiens 


PR02738 


102 


41 


6077 


W48351 • 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


102 


69 


6078 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


109 


60 


6079 


AF 118082 


Homo sapiens 


PRO1902 


196 


61 


6080 


AF 118082 


Homo sapiens 


PRO1902 


165 


59 


6081 


G00397 


Homo sapiens 1 


Human secreted protein, SEQ ID NO: 
4478. 


153 


66 
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SEQ II> 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 










Identit 










Score 


y 


6082 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


188 


71 


6083 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


109 


60 








SEQ ID NO: 163. 






6084 


V00672 


Pan troglodytes 


reading frame protein 4 


185 


85 


6085 


AF1 30051 


Homo sapiens 


PRO0898 


307 


67 


6086 


AF 130079 


Homo sapiens 


PR02852 


96 


72 


6087 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


171 


82 


6088 


AF090895 


Homo sapiens 


PRO0117 


110 


67 


6089 


U43360 


Peromyscus 


reverse transcriptase 


101 


46 






maniculatus 








6090 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


114 


36 








7284. 






6091 


Y02925 


Homo sapiens 


Fragment of human secreted protein 


111 


46 








encoded by gene 101. 






6092 


G00366 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


54 








4447. 






6093 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


176 


59 








7870. 






6094 


Y02693 


Homo sapiens 


Human secreted protein encoded by 


199 


50 








gene 44 clone UTDAD22. 






6095 


U70935 


Peromyscus 


reverse transcriptase 


216 


44 






maniculatus 








6096 


X71442 


Rattus 


ORF 1 ; putative 


109 


53 






norvegicus 








6097 


AF1 19855 


Homo sapiens 


PRO 1847 


88 


71 


6098 


L27428 


Homo sapiens 


reverse transcriptase 


104 


45 


6099 


AF090895 


Homo sapiens 


PRO0117 


119 


61 


6100 


U52077 


Homo sapiens 


mariner transposase 


295 


67 


6101 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


156 


73 








7795. 






6102 


M22332 


Homo sapiens 


unknown protein 


132 


44 


6103 


G00397 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


140 


56 








4478. 






6104 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


64 


47 








6720. 






6105 


M64791 


Rattus 


salivary proline-rich protein 


123 


41 






norvegicus 








6106 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


139 


69 








SEQIDNO:163. 






6107 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


75 


58 








4478. 






6108 


AF068294 


Homo sapiens 


HDCMB45P 


141 


43 


6109 


AF1 18086 


Homo sapiens 


PRO 1992 


160 


77 


6110 


M63819 


Plasmodium 


malaria antigen 


62 


46 






falciparum 








6111 


G03093 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


65 








7174. 






6112 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


282 


70 








7871. 






6113 


AF1 19851 


Homo sapiens 


PR01722 


156 


63 


6114 


AF229067 


Homo sapiens 


PADI-H protein 


134 


48 


6115 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


143 


44 


6116 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


201 


80 


6117 


AF285567 


Microcebus 


cytochrome b 


185 


58 






griseorufus 








6118 


AL 138656 


Arabidopsis 


extensin precursor- like protein 


141 


28 






thaliana 








6119 


X92485 


Plasmodium 


pval 


165 


61 






vivax 
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SEQ iJ> 

NO: 


Accession No. 


Species 


Description 


Smtth~ 

Waterman 

Score 


% 

Identit 
y 


6120 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


364 


84 


6121 


M13100 


Rattus 
norvegicus 


unknown protein 


176 


49 


6122 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


177 


50 


6123 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


83 


71 


6124 


AF 130089 


Homo sapiens 


PRO2550 


109 


85 


6125 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


329 


70 


6126 


AF144054 


Homo sapiens 


apoptosis related protein APR-4 


149 


54 


6127 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


138 


70 


6128 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


236 


77 


6129 


U93564 


Homo sapiens 


putative pi 50 


152 


53 


6130 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


129 


57 


6131 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


127 


56 


6132 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


195 


67 


6133 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


92 


42 


6134 


AK000496 


Homo sapiens 


unnamed protein product 


158 


59 


6135 


X92485 


Plasmodium 
vivax 


pval 


146 


55 


6136 


Y36203 


Homo sapiens 


Human secreted protein #75. 


133 


57 


6137 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


148 


68 


6138 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


106 


36 


6139 


AF1 30051 


Homo sapiens 


PRO0898 


77 


65 


6140 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


222 


73 


6141 


AF] 19851 


Homo sapiens 


PR01722 


107 


63 


6142 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


317 


57 


6143 


R95913 


Homo sapiens 


Neural thread protein. 


114 


70 


6144 


AF068294 


Homo sapiens 


HDCMB45P 


123 


56 


6145 


AF 118082 


Homo sapiens 


PRO 1902 


113 


32 


6146 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


105 


42 


6147 


Y30731 


Homo sapiens 


Amino acid sequence of a human 
secreted protein. 


938 


100 


6148 


U93574 


Homo sapiens 


putative pi 50 


99 


47 


6149 


AF090894 


Homo sapiens 


PRO0113 


145 


55 | 


6150 


AF130079 


Homo sapiens 


PR02852 


125 


49 


6151 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


91 


48 


6152 


G03224 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7305. 


89 


60 


6153 


Y01398 


Homo sapiens 


Secreted protein encoded by gene 16 
clone HNGFR75. 


90 


82 


6154 


X92485 


Plasmodium 
vivax 


pval 


310 


42 


6155 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


118 


48 


6156 


G01495 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


J 70 


89 
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SEQ ID 

NO* 


Accession No. 


Species 


Description 


Smith- 

W nto rm *\ n 

Score 


% 

Jdentif 

y 








5576. 






6157 


X92485 


Plasmodium 
vivax 


pval 


157 


52 


6158 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


108 


58 


6159 


U36794 


Cotumix 
japonica 


Cytochrome oxidase subunit I 


70 


73 


6160 


AF 118082 


Homo sapiens 


PRO 1902 


119 


66 


6161 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


154 


64 


6162 


GO 1984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


107 


37 


6163 


M22332 


Homo sapiens 


unknown protein 


125 


51 


6164 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


163 


59 


6165 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


235 


64 


6166 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


108 


36 


6167 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


139 


59 


6168 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


562 


85 


6169 


D38113 


Pan troglodytes 


NADH dehydrogenase subunit 4 


296 


51 


6170 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


95 


85 


6171 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


329 


73 


6172 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


136 


53 


6173 


K03206 


Homo sapiens 


salivary proline-rich protein precursor 


104 


36 


6174 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


136 


75 


6175 


U93569 


Homo sapiens 


p40 


192 


40 


6176 


X70343 


Nicotiana 
sylvestris 


extensin 


94 


35 


6177 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


140 


81 


6178 


AF1 19855 


Homo sapiens 


PR01847 


114 


43 


6179 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


98 


68 


6180 


X03717 


Homo sapiens 


pot unidentified reading frame 


112 


42 


6181 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


204 


76 


6182 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


110 


73 


6183 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


240 


88 


6184 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


102 


47 


6185 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


99 


49 


6186 


Y36156 


Homo sapiens 


Human secreted protein #28. 


196 


75 


6187 


API 69387 


Mus musculus 


alpha 3 collagen IV 


111 


38 


6188 


AF 194537 


Homo sapiens 


NAG 13 


138 


37 


6189 


X91836 


Vigna 
unguiculata 


extensin class 1 protein 


167 


33 


6190 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


175 


63 


6191 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


123 


46 


6192 


X92485 


Plasmodium 


pval 


115 


54 
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SEQ ll> 

NO: 


Accession No. 


Species 


Description 


Smith- 

Vv (IIVl til till 

Store 


% 

ldentit 

y 






vivax 








6193 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


345 


65 


6194 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


82 


54 


6195 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


214 


56 


6196 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


87 


79 


6197 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


118 


41 


6198 


X62691 


Homo sapiens 


ribosomai protein homologous to yeast 
S24 


215 


73 


6199 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


100 


46 


6200 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


143 


73 


6201 


V00711 


Mus musculus 


cytochrome oxidase I 


435 


92 


6202 


U93572 


Homo sapiens 


putative pi 50 


99 


63 


6203 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


109 


45 


6204 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


163 


39 


6205 


Ml 5530 


Homo sapiens 


B-cell growth factor 


113 


60 


6206 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


128 


50 


6207 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


181 


72 


6208 


AFOI0144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


123 


75 


6209 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


120 


62 


6210 


Y36203 


Homo sapiens 


Human secreted protein #75. 


169 


81 


6211 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


130 


52 


6212 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


123 


48 


6213 


D86854 


Catharanthus 
roseus 


extensin 


120 


44 


6214 


G02754 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6835. 


317 


100 


6215 


W33698 


Homo sapiens 


AL-2-Iong (AJL-21) protein. 


262 


100 


6216 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6032. 


102 


62 


6217 


U40342 


Mus muscuius 


ninein 


77 


72 


6218 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


174 


49 


6219 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


234 


54 


6220 


X92485 


Plasmodium 
vivax 


pval 


107 


46 


6221 


G03J33 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


304 


40 


6222 


X86029 


Vigna 
unguiculata 


extensin-like protein 


140 


35 


6223 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


216 


59 


6224 


AF068294 


Homo sapiens 


HDCMB45P 


164 


60 


6225 


Y50797 


Homo sapiens 


Human caimoduIin/NEF protein 
binding inhibitor 2. 


135 


50 


6226 


AE003859 


Xylella 
fastidiosa 


hypothetical protein 


139 


41 


6227 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


103 


58 
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NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








4718. 






6228 


AF 130089 


Homo sapiens 


PRO2550 


126 


43 


6229 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


190 


88 


6230 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAJa(AF0786S3) 


124 


77 


6231 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID MO: 163. 


174 


79 


6232 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


168 


78 


6233 


U49973 


Homo sapiens 


ORF1: MER37; putative transposase 
similar to pogo element 


164 


67 


6234 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


288 


94 


6235 


AF1 13685 


Homo sapiens 


PRO0974 


114 


46 


6236 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


150 


40 


6237 


AL096844 


Streptomyces 
coelicolor A3 (2) 


putative integral membrane protein 


88 


39 


6238 


AF 130079 


Homo sapiens 


PR02852 


167 


50 


6239 


AF130089 


Homo sapiens 


PRO2550 


365 


85 


6240 


L78671 


Homo sapiens 


CoxII/D-loop DNA fusion protein 


212 


69 


6241 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


102 


54 


6242 


AF1 09907 


Homo sapiens 


S164 


146 


90 


6243 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


132 


52 


6244 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


138 


52 


6245 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


113 


32 


6246 


AF130089 


Homo sapiens 


PRO2550 


154 


77 


6247 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


91 


40 


6248 


Y36156 


Homo sapiens 


Human secreted protein #28. 


105 


43 


6249 


AF 116661 


Homo sapiens 


PR01438 


131 


60 


6250 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


132 


68 


6251 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


70 


73 


6252 


Y64890 


Homo sapiens 


Human 5* EST related polypeptide SEQ 
IDNO:1051. 


106 


42 [ 


6253 


AFO 10144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


247 


68 


6254 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


117 


75 


6255 


V00662 


Homo sapiens 


cytochrome oxidase I 


355 


78 


6256 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


131 


65 


6257 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


176 


86 


6258 


AF061340 


Artibeus 
jamaicensis 


cytochrome c oxidase subunit III 


308 


63 


6259 


AF016099 


Mus musculus 


endonuclease/reverse transcriptase 


114 


43 


6260 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


179 


78 


6261 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


192 


75 


6262 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


146 


71 


6263 


U091 16 


Homo sapiens 


ORF1, encodes a 40 kDa product 


114 


37 


6264 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


88 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

»' "III IU*1 1| 

Score 


% 

tUCIllIl 

y 


6265 


U49974 


Homo sapiens 


mariner transposase 


206 


71 


6266 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


71 


72 


6267 


AF097473 


Mus musculus 


ORF1 


86 


40 


6268 


X70343 


Nicotiana 
sylvestris 


extensin 


95 


33 


6269 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


94 


84 


6270 


L27428 


Homo sapiens 


reverse transcriptase 


132 


48 


6271 


AF1 18082 


Homo sapiens 


PRO1902 


153 


53 


6272 


U12690 


Homo sapiens 


cytochrome oxidase subunit II 


222 


91 


6273 


X03145 


Homo sapiens 


pot ORF V 


89 


35 


6274 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


90 


71 


6275 


U93572 


Homo sapiens 


p40 


83 


43 


6276 


AF058700 


Bos taurus 


ubiquitin-S27a fusion protein 


148 


70 


6277 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


96 


65 


6278 


AF130079 


Homo sapiens 


PR02852 


179 


86 


6279 


AF161356 


Homo sapiens 


HSPC093 


108 


57 


6280 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


109 


51 


6281 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


130 


58 


6282 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


81 


69 


6283 


AF068294 


Homo sapiens 


HDCMB45P 


98 


37 


6284 


AF1 16715 


Homo sapiens 


PR02829 


112 


68 


6285 


X92485 


Plasmodium 
vivax 


pval 


92 


64 


6286 


U93570 


Homo sapiens 


p40 


90 


38 


6287 


Y36203 


Homo sapiens 


Human secreted protein #75. 


225 


62 


6288 


ZI1793 


Homo sapiens 


selenoprotein P 


220 


65 


6289 


X92485 


Plasmodium 
vivax 


pval 


125 


70 


6290 


X52634 


Mus musculus 


Urn protein 


114 


45 


6291 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


94 


36 


6292 


AF1 16661 


Homo sapiens 


PR01438 


144 


46 


6293 


L27428 


Homo sapiens 


reverse transcriptase 


81 


44 


6294 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


152 


51 


6295 


AF1 30089 


Homo sapiens 


PRO2550 


137 


35 


6296 


L27428 


Homo sapiens 


reverse transcriptase 


96 


53 


6297 


B0 1372 


Homo sapiens 


Neuron-associated protein. 


134 


69 


6298 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


110 


58 


6299 


AF1 30089 


Homo sapiens 


PRO2550 


110 


61 


6300 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


136 


63 


6301 


AF220264 


Homo sapiens 


MOST-1 


172 


90 


6302 


AF 130079 


Homo sapiens 


PR02852 


311 


71 


6303 


AF068294 


Homo sapiens 


HDCMB45P 


136 


53 


6304 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


110 


62 


6305 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


113 


45 


6306 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


166 


58 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








YVfltf rmn n 


I den tit 










Score 


y 


6307 


S85655 


Homo sapiens 


prohibitin 


664 


91 


6308 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


155 


64 








7867. 






6309 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


151 


73 








7795. 






6310 


AF1 19851 


Homo sapiens 


PR01722 


160 


67 


6311 


L27428 


Homo sapiens 


reverse transcriptase 


91 


50 


6312 


AF130089 


Homo sapiens 


PRO2550 


140 


55 


6313 


AF 130089 


Homo sapiens 


PRO2550 


211 


68 


6314 


X159I7 


Paramecium 


ORF4 protein (A A 1-156) 


97 


38 






aurelia 








6315 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 


94 


51 








derived from DNA35638. 






6316 


Y36203 


Homo sapiens 


Human secreted protein #75. 


124 


65 


6317 


L27428 


Homo sapiens 


reverse transcriptase 


117 


56 


6318 


Ml 1900 


Mus muscuius 


I5-kDa proline-rich salivary protein 


105 


41 


6319 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


175 


69 








6613. 






6320 


U92673 


Eurythenes sp. 


cytochrome oxidase I 


59 


37 






•AUS-3F 








6321 


Y02693 


Homo sapiens 


Human secreted protein encoded by 


283 


72 








gene 44 clone HTDAD22. 






6322 


AK000496 


Homo sapiens 


unnamed protein product 


206 


70 


6323 


AB047934. 


Macaca 


hypothetical protein 


173 


68 






fascicularis 








6324 


AB023485 


Mus muscuius 


transcription factor CA1 50b 


131 


43 


6325 


AF020262 


Bos taurus 


genera] protein transport factor pi 6 


76 


67 


6326 


U22376 


Homo sapiens 


alternatively spliced product using exon 


98 


57 








13A 






6327 


Y02886 


Homo sapiens 


Fragment of human secreted protein 


115 


60 








encoded by gene 90. 






6328 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


100 


57 


6329 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 


67 








-7870. 






6330 


U43360 


Peromyscus 


reverse transcriptase 


82 


63 






maniculatus 








6331 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


138 


57 








7870. 






6332 


K01664 


Drosophila 


Bkm-like protein 


112 


37 






melanogaster 








6333 


M69297 


Homo sapiens 


ORF3 


70 


43 


6334 


U 15647 


Mus muscuius 


reverse transcriptase 


146 


53 


6335 


AF090894 


Homo sapiens 


PRO0113 


107 


48 


6336 


AF130089 


Homo sapiens 


PRO2550 


359 


75 


6337 


AJ271872 


Nicotiana 


extensin 


134 


32 






sylvestris 








6338 


AJ132694 


Homo sapiens 


small GTPaserac lb 


99 


100 J 


6339 


AF119851 


Homo sapiens 


PRO 1722 


123 


60 


6340 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


215 


56 








7870. 






6341 


U83774 


Pernis apivorus 


cytochrome oxidase I 


193 


80 


6342 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


139 


62 








6619. 






6343 


X924S5 ; 


Plasmodium 


pval 


104 


81 






vivax 








6344 


G00454 | 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


110 


64 








4535. 






6345 


U93572 


Homo sapiens 


p40 


79 


48 


6346 


X92485 


Plasmodium 


pval 


156 


55 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 






vivax 








6347 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


104 


85 


6348 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


158 


77 


6349 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


89 


64 


6350 


AF130089 


Homo sapiens 


PRO2550 


187 


69 


6351 


U56732 


Rattus 
norvegicus 


KRAB/zinc finger suppressor protein I 


161 


64 


6352 


U70932 


Peromyscus 
leucopus 


reverse transcriptase 


126 


61 


6353 


X55687 


Lycopersicon 
esculenrum 


extensin (class II) 


89 


44 


6354 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


107 


57 


6355 


G00357 


Homo sapiens 


Human secreted protein.. SEQ ID NO: 
4438. 


88 


76 ■ 


6356 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ED NO: 163. 


98 


61 


6357 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


165 


51 


6358 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


214 


58 


6359 


G00427 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4508. 


75 


88 


6360 


X07882 


Homo sapiens 


Po protein 


151 


47 


6361 


Z11592 


Phytophthora 
parasitica 


cytochrome c oxidase subunit 3 


78 


76 


6362 


AF090944 


Homo sapiens 


PRO0663 


130 


46 


6363 


AF010I44 


Homo sapiens 


neuronal thread protein AD7c-NTP 


117 


39 


6364 


AF229067 


Homo sapiens 


PADI-H protein 


155 


75 


6365 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


100 


55 


6366 


AK024501 


Homo sapiens 


FLJ001 10 protein 


282 


100 


6367 


AF1 18082 


Homo sapiens 


PRO 1902 


157 


57 


6368 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


151 


63 


6369 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


161 


96 


6370 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


124 


63 


6371 


AF1 30079 


Homo sapiens 


PR02852 


297 


77 


6372 


X92485 


Plasmodium 
vivax 


pval 


129 


42 


6373 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


122 


63 


6374 


AF1 19851 


Homo sapiens 


PRO! 722 


251 


65 


6375 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


139 


73 


6376 


X70343 


Nicotiana 
sylvestris 


extensin 


104 


35 


6377 


G03224 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7305. 


70 


52 


6378 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


97 


69 


6379 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


109 


51 


6380 


Z38128 


Mus musculus 


histoneHl i 


113 


36 


6381 


U93573 


Homo sapiens 


p40 i 


212 


43 
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bJtQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


6382 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


109 


40 


63 S3 


AL096744 


Homo sapiens 


hypothetical protein 


164 


49 


6384 


AF220264 


Homo sapiens 


MOST-1 


119 


56 


6385 


X92485 


Plasmodium 
vivax 


pval 


108 


65 


6386 


X53581 


Rattus 
norvegicus 


ORF4 


148 


36 


6387 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


116 


52 


6388 


M13100 


Rattus 
norvegicus 


unknown protein 


119 


48 


6389 


AB047948 


Macaca 
fascicularis 


hypothetical protein 


80 


33 


6390 


X53581 


Rattus 
norvegicus 


ORF4 


139 ' 


55 


6391 


AK025947 


Homo sapiens 


unnamed protein product 


166 


52 


6392 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


244 


75 


6393 


M22332 


Homo sapiens 


unknown protein 


166 


39 


6394 


AF229067 


Homo sapiens 


PADI-H protein 


128 


59 


6395 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


80 


70 


6396 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


95 


44 


6397 


M26361 


Mus musculus 


LINE/Ig H-chain fusion protein 


97 


61 


6398 


AF 118082 


Homo sapiens 


PRO] 902 


93 


48 


6399 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


116 


89 


6400 


U93570 


Homo sapiens 


putative pi 50 


88 


43 


6401 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


147 


61 


6402 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153, 


77 


56 


6403 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


156 


47 


6404 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


155 


56 


6405 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
IDNO:I05L 


88 


39 


6406 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


84 


68 


6407 


G00560 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
464L 


244 


90 


6408 


L27428 


Homo sapiens 


reverse transcriptase 


108 


42 


6409 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


136 


58 


6410 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


106 


44 


6411 


U70935 


Peromyscus 
maniculatus 


reverse transcriptase 


154 


40 


6412 


AF090931 


Homo sapiens 


PRO0483 


99 


85 


6413 


AL031186 


Homo sapiens 


bK984Gl.l (supported by FGENES) 


249 


78 


6414 


AF1300S9 


Homo sapiens 


PRO2550 


100 


55 


6415 


AB047963 


Macaca 
fascicularis 


hypothetical protein 


165 


57 


6416 


M22332 


Homo sapiens 


unknown protein 


HI 


42 


6417 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


140 


50 


6418 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


147 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Water id an 
Score 


% 

Identit 

y 


6419 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


194 


84 


6420 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 
SEQ ID NO: 163. 


144 


81 


6421 


U49973 


Homo sapiens 


ORF2: function unknown 


91 


62 


6422 


G02754 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6835. 


135 


96 


6423 


AF072508 


Homo sapiens 


envelope protein 


128 


49 


6424 


AK000385 


Homo sapiens 


unnamed protein product 


161 


54 


6425 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


148 


54 


6426 


X92485 


Plasmodium 
vivax 


pval 


103 


75 


6427 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


183 


80 


6428 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


97 


46 


6429 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


100 


51 


6430 


Y36203 


Homo sapiens 


Human secreted protein #75. 


139 


58 


6431 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


112 


47 


6432 


X92485 


Plasmodium 
vivax 


pval 


83 


72 


6433 


Y35984 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 233. 


121 


59 


6434 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


66 


43 


6435 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


152 


51 


6436 


D89501 


Homo sapiens 


similar to salivary proline-rich protein 
P-B 


88 


38 


6437 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


113 


58 


6438 


X99467 


Medicago 
truncatula 


ENOD20 


110 


37 


6439 


Y86574 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ IDN0.491. 


129 


58 


6440 


X92485 


Plasmodium 
vivax 


pval 1 


114 


46 


6441 


AK024455 


Homo sapiens 


FLJ00047 protein 


173 


57 


6442 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


85 


51 


6443 


Y36203 


Homo sapiens 


Human secreted protein #75. 


104 


56 


6444 

! 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


138 


50 


| 6445 


M24732 


Homo sapiens 


lamin-like protein 


71 


45 


6446 


AF1 19851 


Homo sapiens 


PRO 1722 


163 


69 


6447 


AF126163 


Homo sapiens 


HHLA3 protein 


98 


53 


6448 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 1 


151 


58 


6449 


AF200187 


cercopithicine 
herpesvirus 15 


EBNA2-like protein 


125 


38 


6450 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


107 


52 


6451 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


114 


54 


6452 


AF090942 


Homo sapiens 


PRO0657 


129 


65 


6453 


Ml 9503 


Homo sapiens 


ORF1; putative 


86 


39 


6455 


X92485 


Plasmodium 
vivax 


pval 


99 


40 
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SEQ ID 


Accession No. 


Species 


Description 


Smitb- 


% 


NO: 








Waterman 


Identit 










Score 


y 


6456 


X86030 


Vigna 


extensin-like protein 


115 


36 






unguicufata 








6457 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


113 


61 


6458 


AF055985 


Onchocerca 


pyrrol idone-rich antigen 


90 


37 






volvulus 








6459 


AF119851 


Homo sapiens 


PRO 1722 


243 


66 


6460 


J05497 


Rattus 


snRNP-associated polypeptide N 


101 


31 






norvegicus 








6461 


AF130089 


Homo sapiens 


PRO2550 


183 


76 


6462 


W50192 


Homo sapiens 


Amino acid sequence of salivary 


93 


53 








protein CON-1. 






6463 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


122 


72 








7870. 






6464 


Y36156 


Homo sapiens 


Human secreted protein #28. 


85 


52 


6465 


AL1 60493 


Leishmania 


probable (hbv-6)ul 102, variant a 


120 


40 






major 


DNA, complete virion genome 






6466 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


94 


36 








7214. 






6467 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


96 


58 








7874. 






6468 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


121 


67 








6908. 






6469 


X92485 


Plasmodium 


pval 


89 


72 






vivax 








6470 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


128 


56 








7867. 






6471 


AF1 30089 


Homo sapiens 


PRO2550 


155 


83 


6472 


U93569 


Homo sapiens 


putative pi 50 


131 


42 


6473 


AF 1 30079 


Homo sapiens 

Z 


PR02852 


311 


54 


6474 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 


51 








7214. 






6475 


AF220264 


Homo sapiens 


MOST-1 


111 


58 


6476 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


45 








8148. 






6477 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


106 


35 


6478 


X92485 


Plasmodium 


pval 


220 


55 






vivax 








6480 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


112 


61 








L 7795. 






6481 


U49973 


Homo sapiens 


ORF2: function unknown 


96 


42 


6482 


U15647 


Mus musculus 


reverse transcriptase 


111 


61 


6483 


X92485 


Plasmodium 


pval 


181 


49 






vivax 








6484 


L27428 


Homo sapiens 


reverse transcriptase 


135 


50 


6485 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 


144 


52 








derived protein #153. 






6486 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


174 


63 








6619. 






6487 


U93569 


Homo sapiens 


p40 


176 


53 


6488 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 


72 


42 








1DNO.1051. 






6489 


L26953 


Homo sapiens 


chromosomal protein 


93 


33 


6490 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


125 


57 








8153. 






6491 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


155 


70 








7795. 






6492 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


251 


75 








similar to pogo element 






6493 


U 15647 


Mus musculus 


reverse transcriptase 


100 


40 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








» » uivi muii 


Identit 










Score 


y 


6494 


AK027208 


Homo sapiens 


unnamed protein product 


109 


68 


6495 


G03714 


Homo sapiens 


Human secreted proteiu, SEQ JD NO: 


135 


52 








7795. 






6496 


AF130089 


Homo sapiens 


PRO2550 


230 


69 


6497 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


237 


62 








similar to pogo element 






6498 


AF090894 


Homo sapiens 


PRO0113 


140 


68 


6499 


Y03000 


Homo sapiens 


Fragment of human secreted protein 


138 


84 








encoded by gene 12 1 . 






6500 


G00357 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


123 


69 








4438. 






6501 


M69297 


Homo sapiens 


ORF3 


87 


58 


6502 


M22332 


Homo sapiens 


unknown protein 


81 


44 


6503 


X92485 


Plasmodium 


pval 


111 


52 






vivax 








6504 


AF090895 


Homo sapiens 


PRO0117 


131 


60 


6505 


Y73932 


Homo sapiens 


Human prostate tumor EST fragment 


97 


69 








derived protein #119. 






6506 


U93568 


Homo sapiens 


putative pi 50 


122 


32 


6507 


X86029 


Vigna 


extensin-like protein 


177 


32 






unguiculata 








6508 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


282 


60 








7873. 






6509 


W48351 


Homo sapiens 


Human breast cancer related protein 


142 


61 








BCRB2. 






6510 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


93 


35 








7214. 






651] 


U52077 


Homo sapiens 


manner transposase 


372 


73 


6512 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


81 


50 








6720. 






6513 


AF090928 


Homo sapiens 


PRO0470 


97 


39 


6514 


AF1 34827 


Monodelphis 


small nuclear ribonucleoprotein B' 


108 


47 






domestica 








6515 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


82 


44 








6913. 






6516 


AF068754 


Homo sapiens 


heat shock factor binding protein 1 


118 


69 








HSBPI 






6517 


AF1 30089 


Homo sapiens 


PRO2550 


207 


69 


6518 


M22332 


Homo sapiens 


unknown protein 


154 


55 


6519 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


95 


39 








6574. 






6520 


G03I19 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


65 


37 








7200. 






6521 


AK023563 


Homo sapiens 


unnamed protein product 


268 


58 


6522 


G00357 . 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


181 


61 








4438. 






6523 


AF210651 


Homo sapiens 


NAG 18 


85 


85 


6524 


AF130079 


Homo sapiens 


PR02852 


127 


51 


6525 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


113 


51 








7867. 






6526 


Y45382 


Homo sapiens 


Human secreted protein fragment 


85 


62 








encoded from gene 28. 






6527 


U42471 


Mus musculus 


Wiscott-Aldrich Syndrome protein 


115 


48 








homolog 






6528 


G02S32 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


86 


60 








6913. 






6529 


R59842 


Homo sapiens 


ApoE4Ll protease. 


92 


58 


6530 


R59842 


Homo sapiens 


ApoE4Ll protease. 


135 


77 


6531 


W48351 


Homo sapiens 


Human breast cancer related protein 


88 


60 
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Species 


Description 


ouiiin- 


'o>; ■ 

V© 


NO: 








Wnterman 


Identit 










Score 


y 








BCRB2. 






6532 


AFI19851 


Homo sapiens 


PR01722 


121 


61 


6533 


AF063866 


Melanoplus 


ORF MSV233 hypothetical protein 


85 


35 






sanguinipes 












entoraopoxvirus 








6534 


G02469 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


123 


59 








6550. 






6535 


R95913 


Homo sapiens 


Neural thread protein. 


132 


67 


6536 


AF130079 


Homo sapiens 


PR02852 


113 


58 


6537 


AB047600 


Macaca 


hypothetical protein 


159 


60 






fascial laris 








6538 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


279 


68 








7870. 






6539 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 


112 


55 








isoform 






6540 


AF 130089 


Homo sapiens 


PRO2550 


124 


56 


654] 


U93574 


Homo sapiens 


putative pi 50 


159 


39 


6542 


AF1 18082 


Homo sapiens 


PRO1902 


114 


45 


6543 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 


78 


50 








encoded by gene 17. 






6544 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


118 


44 








7492. 






6545 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


138 


62 








7867. 






6546 


AF1 16661 


Homo sapiens 


PR01438 


162 


59 


6547 


S62928 


Homo sapiens 


PRB1M protein precursor 


116 


48 


6548 


AB030192 


Mus musculus 


homologueof S70447 FIFo-ATP 


174 


63 








synthase complex Fo membrane 












domain f subunit 






6549 


AK025116 


Homo sapiens 


unnamed protein product 


136 


56 


6550 


X92485 


Plasmodium 


pval 


105 


56 






vivax 








6551 


AF1 30079 


Homo sapiens 


PR02852 


172 


91 


6552 


U70935 


Peromyscus 


reverse transcriptase 


84 


42 






maniculatus • 








6553 


S79410 


Mus musculus 


nuclear localization signal binding 


100 


55 








protein 






6554 


M76546 


Helianthus 


hydroxyproline-rich protein 


110 


39 






annuus 








6555 


AF130089 


Homo sapiens 


PRO2550 


205 


64 


6556 


AF1 30079 


Homo sapiens 


PR02852 


165 


48 


6557 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein. 


160 


74 








(hhem) gene preoduct 






6558 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


133 


49 








7888. 






6559 


X92485 


Plasmodium 


pval 


121 


78 






vivax 








6560 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


76 


45 








6720. 






6561 


AF2 17374 


Acanthaster 


cytochrome oxidase subunit 1 


234 


85 






planci 








6562 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


150 


61 








7795. 






6563 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ ID 


134 


84 








NO: 128. 






6564 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


66 


47 








8144. 






6565 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


180 


49 








7870. 
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SEQ ID 

NO: 


Accession No. 


Species 


Description . 


Smith- 

Waterraan 

Score 


% 

Identit 

y 


6566 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


96 


57 


6567 


X92485 


Plasmodium 
vivax 


pval 


96 


58 


6568 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


103 


73 


6569 


AF1 19851 


Homo sapiens 


PRO 1722 


81 


60 


6570 


AF289098 


Cladrastis 
kentukea 


ENOD2 


110 


36 


6571 


AF 11 8086 


Homo sapiens 


PR01992 


115 


65 


6572 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


142 


57 


6573 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


89 


41 

• 


6574 


M22332 


Homo sapiens 


unknown protein 


95 


34 


6575 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


98 


64 


6576 


AK021848 


Homo sapiens 


unnamed protein product 


131 


41 


6511 


AF161356 


Homo sapiens 


HSPC093 


155 


57 


6578 


AF1 16909 


Homo sapiens 


unknown 


75 


76 


6579 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


95 


53 


6580 


AF1 30089 


Homo sapiens 


PRO2550 


276 


74 


6581 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


119 


33 


65S2 


U49973 


Homo sapiens 


ORF2: function unknown 


94 


62 


6583 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


90 


65 


6584 


AJ249395 


Globodera 
pallida 


NADH-ubiquinone oxidoreductase 
subunit 4 


99 


41 


6585 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


75 


62 


6586 


U49973 


Homo sapiens 


ORF2: function unknown 


134 


58 


6587 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


112 


47 


6588 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


217 


53 


6589 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


147 


41 


6590 


, U43627 


Arabidopsis 
thaliana 


extensin 


103 " 


31 


6591 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


71 


34 


6592 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


177 


66 


6593 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


100 


72 


6594 


M69297 


Homo sapiens 


ORE 3 


137 


43 


6595 


X68101 


Rattus 
norvegicus 


trg 


372 


89 


6596 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


81 


62 


6597 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


99 


43 


659S 


Z99714 


Homo sapiens 


bKl 04SE9.5 (novel protein) 


1642 


98 


6599 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


162 


59 


6600 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


132 


65 


6601 


AK000385 


Homo sapiens 


unnamed protein product 


187 


74 


6602 


AF1 30051 


Homo sapiens 


PRO0898 


137 


54 


6603 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 


88 


48 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waferman 

Score 


% 

Identit 
y 








terminal, clone XEH.Sc} 






6604 


X61047 


Hydra sp. 


mini-collagen 


116 


45 


6605 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


109 


71 


6606 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


212 


66 


6607 


AF232673 


Homo sapiens 


B17 long form 


1272 


99 


6608 


AF1 18082 


Homo sapiens 


PRO1902 


77 


52 


6609 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


132 


74 


6610 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


70 


61 


6611 


Y36203 


Homo sapiens 


Human secreted protein #75. 


140 


62 


6612 


X92485 


Plasmodium 
vivax 


pval 


157 


72 


6613 


U52077 


Homo sapiens 


mariner transposase 


260 


67 


6614 


AF161392 


Homo sapiens 


HSPC274 


138 


45 


6615 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


93 


65 


6616 


AF1 19851 


Homo sapiens 


PRO 1722 


147 


49 


6617 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


101 


63 


6618 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


117 


39 


6619 


Y64890 


Homo sapiens 


Human 5* EST related polypeptide SEQ 
IDNO:1051. 


105 


58 


6620 


U15647 


Mus musculus 


reverse transcriptase 


106 


38 


6621 


AF130089 


Homo sapiens 


PRO2550 


171 


52 


6622 


X92485 


Plasmodium 
vivax 


pval 


139 


44 


6623 


AF090895 


Homo sapiens 


PRO0117 


161 


58 


6624 


M63730 


Homo sapiens 


BPAG2 


107 


32 


6625 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO. 
7339. 


183 


61 


6626 


AF078860 


Homo sapiens 


PTD007 


69 


73 


6627 


AL080253 


Arabidopsis 
thaliana 


putative snRNP protein 


101 


37 


6628 


AK000385 


Homo sapiens 


unnamed protein product 


140 


57 


6629 


W60652 


Homo sapiens 


Human DVic-1 (alternative transcript). 


218 


51 


6630 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


152 


66 


6631 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


118 


65 


6632 


X92485 


Plasmodium 
vivax 


pval 


119 


88 


6633 


X03145 


Homo sapiens 


pot ORF V 


98 


39 


6634 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


165 


41 


6635 


X59448 


Drosophila' 
melanogaster 


dynamin 


111 


39 


6636 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


162 


50 


6637 


AF130089 


Homo sapiens 


PRO2550 


141 


75 


6638 


AF1 18082 


Homo sapiens 


PRO1902 


108 


63 


6639 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


144 


60 


6640 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


104 


47 


6641 


AF 118082 


Homo sapiens 


PRO1902 


121 


53 


6642 


AF118082 


Homo sapiens 


PRO1902 


195 


68 


6643 


R95913 


Homo sapiens 


Neural thread protein. 


212 


65 
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ciTA in 


Accession Pio. 


Species 


Description 


Smith- 




NO: 








Waterman 


ldentit 










Score 


y 


6644 


AF090928 


Homo sapiens 


PRO0470 


81 


65 


6645 


AF 130079 


Homo sapiens 


PR02852 


151 


69 


6646 


AF003535 


Homo sapiens 


ORF2-like protein 


140 


35 


6647 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


169 


61 








7868. 






6648 


AF010144 


Homo sapiens 


neuronal thread protein AD7c~NTP 


100 


42 


6649 


M15530 


Homo sapiens 


B-cell growth factor 


123 


76 


6650 


AF090942 


Homo sapiens 


PRO0657 


119 


53 


6651 


AFU80S2 


Homo sapiens 


PROl 902 


130 


52 


6652 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


143 


87 








gene 22 clone HMSJW18. 






6653 


AF1 30089 


Homo sapiens 


PRO2550 


143 


63 


6654 


AF1 19851 


Homo sapiens 


PRO 1722 


285 


70 


6655 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


103 


75 








5327. 






6656 


AF1 19855 


Homo sapiens 


PROl 847 


61 


60 


6657 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


107 


36 








8153. 






6658 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


84 


61 








4658. 






6659 


AF119851 


Homo sapiens 


PRO 1722 


177 


54 


6660 


X92485 


Plasmodium 


pval 


104 


55 






vivax 








6661 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


116 


57 








7344. 






6662 


G03714 


Homo sapiens 


Human secreted protein, SEQ H> NO: 


137 


68 








7795. . 






6663 


L22029 


Glycine max 


hydroxyproline-rich glycoprotein 


115 


35 


6664 


D00570 


Mus musculus 


open reading frame (25 1 AA) 


126 


35 


6665 


AF1 30051 


Homo sapiens 


PRO0898 


129 


77 


6666 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


108 


42 








7214. 






6667 


G02851 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


71 


41 








6932. 






6668 


AF1 30079 


Homo sapiens 


PR02852 


110 


59 


6669 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


113 


66 








7881. 






6670 


G00527 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


98 


73 








4608. 






6671 


G03790 


Homo sapiens 


Human secreted protein, SEQ JD NO; 


80 


51 








7871. 






6672 


X62677 


OryctoJagus 


retrovirus related reverse transcriptase 


113 


36 






cuniculus 








6673 


V01201 


Simian sarcoma 


coding sequence of pol 


143 


47 






virus 








6674 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


159 


78 








7867. 






6675 


G00648 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


64 


56 








4729. 






6676 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


96 


48 








7870. 






6677 


AF1 30089 


Homo sapiens 


PRO2550 


100 


75 


6678 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


94 


68 








7870. 






6679 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


105 


71 








7344. 






6680 


G03812 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


218 


53 








7893. i I 






668J 


G00352 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


115 


53 
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NO: 


accession fNO. 


Species 


Description 


omitn- 

Waterman 

Score 


% 

Identit 

y 








4433. 






6682 


AFI6I356 


Homo sapiens 


HSPC093 


163 


47 


6683 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


78 


72 


6684 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


87 


42 


6685 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


98 


43 


6686 


U93564 


Homo sapiens 


p40 


96 


41 


6687 


AF1 19855 


Homo sapiens 


PRO 1847 


137 


67 


6688 


U52077 


Homo sapiens 


mariner transposase 


268 


81 


6689 


X92485 


Plasmodium 
vivax 


pval 


97 


58 


6690 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


133 


56 


6691 


M63274 


Plasmodium 
falciparum 


malaria antigen 


61 


46 


6692 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


147 


80 


6693 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


115 


40 


6694 


G02451 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6532. 


131 


50 


6695 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


174 


66 


6696 


AF06S294 


Homo sapiens 


HDCMB45P 


154 


59 


6697 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


312 


41 


6698 


M83293 


Simian 

immunodeficienc 
y virus 


vpx protein 


85 


41 


6699 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


169 


88 


6700 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


121 


58 


6701 


AF1 18080 


Homo sapiens 


PRO 1880 


127 


59 


6702 


X92485 


Plasmodium 
vivax 


pval 


106 


58 


6703 


AF161356 


Homo sapiens 


HSPC093 


155 


53 


6704 


X92485 


Plasmodium 
vivax 


pval 


164 


54 


6705 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


172 


59 


6706 


AK025326 


Homo sapiens 


unnamed protein product 


146 


50 


6707 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


112 


43 


6708 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


119 


71 


6709 


AF 176531 


Mus musculus 


F-box protein FBX16 


324 


60 


6710 


X92485 


Plasmodium 
vivax 


pval 


96 


64 


6711 


AF130089 


Homo sapiens 


PRO2550 


203 


67 


6712 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


150 


59 


6713 


AF090944 


Homo sapiens 


PRO0663 


114 


43 


6714 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


110 


47 


6715 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


133 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 


6716 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7795. 


103 


65 


6717 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


115 


46 


6718 


GO 1 222 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5303. 


54 


100 


6719 


Y36203 


Homo sapiens 


Human secreted protein #75. 


129 


78 


6720 


G03789 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7870. 


107 


64 


6721 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


130 


61 


6722 


Y36203 


Homo sapiens 


Human secreted protein #75. 


167 


72 


6723 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


116 


46 


6724 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


133 


42 


6725 


U80761 


Homo sapiens 


CTG26 alternate open reading frame 


88 


76 


6726 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


218 


61 


6727 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


399 


81 


6728 


U01877 


Homo sapiens 


p300 protein 


119' 


27 


6729 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


107 


51 


6730 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


130 


58 


6731 


X66285 


Mus musculus 


HC1 ORF 


79 


38 


6732 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


114 


38 


6733 


AF057352 


Homo sapiens 


hepatocellular carcinoma autoantigen 


148 


81 


6734 


AF090895 


Homo sapiens 


PRO0JJ7 


152 


57 


6735 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


164 


61 


6736 


X92485 


Plasmodium 
vivax 


pval 


92 


89 


6737 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


112 


49 


6738 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


278 


72 


6739 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


191 


47 


6740 


AF1 18082 


Homo sapiens 


PRO1902 


83 


49 


6741 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


83 


43 


6742 


Y36708 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 62. 


71 


64 


6743 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


177 


70 


6744 


Y91475 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 25 SEQ ID NO: 148. 


159 


50 


6745 


X92485 


Plasmodium 
vivax 


pval 


112 


39 


6746 


Z82268 


Caenorhabditis 
elegans 


predicted using Genefinder-contains 
similarity to Pfarn domain: PF01391 
(Collagen triple helix repeat (20 
copies)), Score=73.8, E-value=l .2e-l 8, 
N=2; PF01484 (Nematode cuticle 
collagen N-terminal domain), 
Score=37.5, E-value=le-07, 
N=l-cDNA EST yk92fl .5 comes from 
this gene-cDNA EST yk55f6.5 comes 
from this gene-cDNA EST yk65b7.3 
comes from this gene-cDNA EST 


108 


36 
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SEQ ID 

NO; 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Idenfil 

y 








yk58f3.5 comes from this gene-cDNA 
EST yk72h5.5 comes from this 
gene-cDNA EST yk55c4.5 comes from 
this gene-cDNA EST yk58hl .5 comes 
from this gene-cDNA ESTyk65al2.5 
comes from this gene~cDNA EST 
yk94f4.5 comes from this gene 






6747 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
7214. 


113 


38 


6748 


R959I3 


Homo sapiens 


Neural thread protein. 


108 


56 


6749 


U57747 


Mus musculus 


platelet-activating fiactor 
acetylhydrolase isoform lb beta subunit 


209 


69 


6750 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


159 


65 


6751 


G00637 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4718. 


96 


48 


6752 


AF090895 


Homo sapiens 


PRO0117 


115 


56 


6753 


AF2 17973 


Homo sapiens 


unknown 


105 


66 


6754 


AF1 19851 


Homo sapiens 


PR01722 


156 


55 


6755 


AF1 19855 


Homo sapiens 


PRO 1847 


189 


66 


6756 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


163 


55 


6757 


G00354 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4435. 


123 


57 


6758 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


156 


70 


6759 


AF 1 30051 


Homo sapiens 


PRO0898 


98 


68 


6760 


M36914 


Zea mays 


cell wall protein (put.); putative 


75 


28 


6761 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


98 


85 


6762 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


88 


62 


6763 


Ml 9756 


Homo sapiens 


MHC HLA-Bw47 precursor 


580 


92 


6764 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


115 


52 


6765 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


321 


51 


6766 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


124 


59 


6161 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


303 


64 


6768 


AF061340 


Artibeus 
jamaicensis 


cytochrome c oxidase subunit II 


213 


67 


6769 


T71265_cdl 


Homo sapiens 


19-JAN-1996 Neuronal apoptosis 
inhibitor protein (NAIP) cDNA. 


188 


59 


6770 


B01390 


Homo sapiens 


Neuron-associated protein. 


92 j 


55 


6771 


AF017777 


Drosophila 
melanogaster 


la costa 


114 


50 


6772 


Z34955 


Sus scrofa 


protein phosphatase 2A 65 kDa 
regulatory subunit, alpha isoform 


331 


93 


6773 


X61296 


Rattus 
norvegicus 


open reading frame 2 


101 


37 


6774 


AL1 17345 


Homo sapiens 


dJ416F21 .2 (novel protein) 


639 


91 


6775 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


110 


61 


6776 


AJ007798 


Homo sapiens 


stromal antigen 3, (STAG3) 


238 


76 


6777 


AB029065 


Mus musculus 


Ser/Thr kinase KJCIAMRE-beta 


165 


66 


6778 


M37400 


Homo sapiens 


aspartate aminotransferase 


208 


68 


6779 


AF1 30089 


Homo sapiens 


PRO2550 


127 


52 


6780 


AF1 30079 


Homo sapiens 


PR02852 


332 


81 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


6781 


AL049748 


Homo sapiens 


dJ41P2.2 (RNA binding motif protein 9 
(isoform 1)) 


264 


60 


6782 


LI 1007 


Rattus 
norvegicus 


cyclin-dependent kinase 4 


239 


75 


6783 


AF3 19938 


Therm us 
thermophilus 


competence factor ComEA 


115 


36 


6784 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


119 


44 


6785 


L16864 


African swine 
fever vims 


cd2 homologue 


152 


34 


6786 


Y36203 


Homo sapiens 


Human secreted protein #75. 


99 


44 


6787 


AF 130087 


Homo sapiens 


PR0241 1 


172 


65 


6788 


AF208846 


Homo sapiens 


BM-004 


664 


100 


6789 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


90 


83 


6790 


AP000059 


Aeropyrum 
pernix 


120aa long hypothetical protein 


81 


43 


6791 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


53 


6792 


Y12961 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


175 


65 


6793 


Y73442 


Homo sapiens 


Human secreted protein clone ya66_l 
protein sequence SEQ ID NO: 106. 


565 


93 


6794 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


136 


50 


6795 


AC004022 


Homo sapiens 


serum paraoxonaseary [esterase 3 


137 


93 


6796 


AF009668 


multiple 
sclerosis 
associated 
retrovirus 


polyprotein 


194 


60 


6797 


R59842 


Homo sapiens 


ApoE4Ll protease. 


121 


92 


6798 


U88167 


Caenorhabditis 
elegans 


contains similarity to C2 domains 


171 


73 


6799 


AF293024 


Homo sapiens 


steroid receptor RNA activator isoform 
1 


767 • 


97 


6800 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


123 


65 


6801 


BO 1203 


Homo sapiens 


Human GTPase associated protein-28. 


313 


87 


6802 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


125 


47 


6803 


AF078036 


Homo sapiens 


RelA associated inhibitor; NF-kappaB 
subunit p65 binding protein 


1275 


95 


6804 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


131 


53 


6805 


Y57946 


Homo sapiens 


Human transmembrane protein 
HTMPN-70. 


1128 


100 


6806 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


81 


81 


6807 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


129 


52 


6808 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


273 


63 


6809 


K02401 


Homo sapiens 


chorionic somatomammotropin 


446 


95 


6810 


AF130089 


Homo sapiens 


PRO2550 


150 


56 


6811 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


123 


65 


6812 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


93 


38 


6813 


AF090930 


Homo sapiens 


PRO0478 


103 


65 


6814 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


138 


54 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


6815 


B24423 


Homo sapiens 


Human PR01244 protein sequence 
SEQIDN0.193. 


484 


95 


6816 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


105 


43 


6817 


AF0I0144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


96 


56 


6818 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


102 


48 


6819 


U82303 


Homo sapiens 


unknown 


105 


57 


6820 


G04091 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
8172. 


113 


45 


6821 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


97 


39 


6822 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


146 


86 


6823 


U52077 


Homo sapiens 


mariner transposase 


192 


78 


6824 


AC004237 


Homo sapiens 


KIF3 


129 


86 


6825 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


138 


66 


6826 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


112 


64 


6827 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


108 


68 


6828 


U49974 


Homo sapiens 


mariner transposase 


103 


86 


6829 


AF119851 


Homo sapiens 


PRO 1722 


115 


53 


6830 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


82 


62 


6831 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


94 


73 


6832 


Y19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


131 


53 


6833 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


74 


50 


6834 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


168 


61 


6835 


G03787 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7868. 


140 


60 


6836 


X92485 


Plasmodium 
vivax 


pval 


99 


58 


6837 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


147 


42 


6838 


AB047600 


Macaca 
fascicularis 


hypothetical protein 


134 


52 


6839 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7795. 


141 


60 


6840 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


126 


73 


6841 


AF1 30089 


Homo sapiens 


PRO2550 


167 


63 


6842 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


140 


56 


6843 


AF090894 


Homo sapiens 


PRO0113 


148 


62 


6844 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


119 


51 


6845 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


75 


61 


6846 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


65 


44 


6847 


AF1 30089 


Homo sapiens 


PRO2550 


160 


76 


6848 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


132 


68 


6849 


AF] 16715 


Homo sapiens 


PR02829 


123 


67 


6850 


Y01437 


Homo sapiens 


Secreted protein encoded by gene 55 


142 


96 
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Accession No. 


Species 
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Smith- 
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Score 


% 

Identit 

y 








clone HLMBP18. 






6851 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


110 


76 


6852 


AF068294 


Homo sapiens 


HDCMB45P 


161 


56 


6853 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


111 


57 


6854 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


165 


72 


6855 


AF 130051 


Homo sapiens 


PRO0898 


117 


61 


6856 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


138 


72 


6857 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


390 


45 


6858 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) u 1 1 02, variant a dna, 
complete virion genome. 


164 


69 


6859 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


90 


52 


6860 


AF1 19851 


Homo sapiens 


PR01722 


331 


73 


6861 


G00418 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4499. 


130 


67 


6862 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


114 


53 


6863 


X92485 


Plasmodium 
vivax 


pval 


105 


63 


6864 


AF068294 


Homo sapiens 


HDCMB45P 


206 


61 


6865 


AF068294 


Homo sapiens 


HDCMB45P 


128 


46 


6866 


L00016 


Homo sapiens 


urf4 


157 


58 


6867 


X92485 


Plasmodium 
vivax 


pval 


95 


89 


6868 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


148 


77 


6869 


AF130089 


Homo sapiens 


PRO2550 


162 


67 


6870 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


257 


65 


6871 


X71972 


Mus musculus 


ribosomal protein S24 


211 


85 


6872 


M280I6 


Homo sapiens 


cytochrome b 


72 


93 


6873 


M24069 


Homo sapiens 


DNA-binding protein A 


1662 


79 


6874 


AF130051 


Homo sapiens 


PRO0898 


163 


76 


6875 


AF006061 


Homo sapiens 


placental growth hormone isoform 
hGH-V3 


263 


90 


6876 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


94 


80 


6877 


AF 130079 


Homo sapiens 


PR02852 


130 


76 


6878 


S80905 


Homo sapiens 


Conl 


148 


38 


6879 


X55683 


Lycopersicon 
esculentum 


extensin (class I) 


70 


35 


6880 


U 16359 


Rattus 
norvegicus 


nitric oxide synthase 


106 


94 


6881 


AK025047 


Homo sapiens 


unnamed protein product 


167 


50 


6882 


X92485 


Plasmodium 
vivax 


pval 


110 


63 


6883 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


185 


46 


6884 


AK024455 


Homo sapiens 


FLJ00047 protein 


81 


64 


6885 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


113 


47 


6886 


APO 14008 


Bos taurus 


myocardial vascular inhibition factor 


158 


96 


6887 


AF265575 


Homo sapiens 


. ubiquitous TPR-motif protein Y 
isoform 


183 


83 


6888 


Y45382 


Homo sapiens 


Human secreted protein fragment 


199 


49 
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Score 


% 

Identit 

y 








encoded from gene 28. 






6889 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


140 


67 


6890 


AF130051 


Homo sapiens 


PRO0898 


135 


65 


6891 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


147 


65 


6892 


X72963 


Nicotiana 
tabacum 


pAP8 product 


80 


44 


6893 


AF073957 


Homo sapiens 


CXC chemokine BRAK 


399 


82 


6894 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


160 


80 


6895 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


150 


70 


6896 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


178 


85 


6897 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


142 


62 


6898 


AF 11 8082 


Homo sapiens 


PRO 1902 


144 


53 


6899 


AF130051 


Homo sapiens 


PRO0898 


187 


72 


6900 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


121 


85 


6901 


AF 130089 


Homo sapiens 


PRO2550 


300 


63 


6902 


Z29446 


Hepatitis C virus 


core region 


60 


36 


6903 


AF 107406 


Homo sapiens 


GW128 


71 


63 


6904 


W03627 


Homo sapiens 


Human follicle stimulating hormone 
GPR N-terminal sequence. 


173 


64 


6905 


AF130089 


Homo sapiens 


PRO2550 


88 


65 . 


6906 


G037S9 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


78 


84 


6907 


U93569 


Homo sapiens 


p40 


145 


48 


6908 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


186 


50 


6909 


AF130089 


Homo sapiens 


PRO2550 


244 


77 


6910 


Ml 8093 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


119 


38 


6911 


AF130089 


Homo sapiens 


PRO2550 


139 


47 


6912 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


346 


60 


6913 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


131 


70 


6914 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ 1DN0:163. 


106 


74 


6915 


AF161361 


Homo sapiens 


HSPC098 


79 


66 


6916 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


207 


60 


6917 


AF130051 


Homo sapiens 


PRO0898 


258 


61 


6918 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


108 


65 


6919 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


58 


6920 


G02635 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6716. 


168 


80 


6921 


AF1 16661 


Homo sapiens 


PR01438 


71 


48 


6922 


AF090940 


Homo sapiens 


PRO0644 


72 


85 


6923 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


186 


70 


6924 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


89 


55 I 


6925 


AF229067 


Homo sapiens 


PADI-H protein 


122 


72 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 


6926 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


105 


37 


6927 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


173 


60 


6928 


X56603 


Mus musculus 


mouse 57-KD Calcium-binding protein 
(MCaBP) 


103 


52 


6929 


AF1 19851 


Homo sapiens 


PRO 1722 


148 


76 


6930 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


96 


61 


6931 


AF077208 


Homo sapiens 


HSPC022 • 


155 


72 


6932 


Y 19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


111 


62 


6933 


M22332 


Homo sapiens 


unknown protein 


154 


77 


6934 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


146 


60 


6935 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


168 


63 


6936 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


124 


50 


6937 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


99 


77 


6938 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


111 


68 


6939 


AF 11 8082 


Homo sapiens 


PRO1902 


120 


54 


6940 


AF090942 


Homo sapiens 


PRO0657 


149 


72 


6941 


M22332 


Homo sapiens 


unknown protein 


96 


51 


6942 


AF1 30087 


Homo sapiens 


PR02411 


132 


58 


6943 


Ml 5530 


Homo sapiens 


B-cell growth factor 


97 


52 


6944 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


87 


52 


6945 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


73 . 


66 


6946 


Z10561_cdl 


Homo sapiens 


12-MAR-1998 DNA encoding G 
protein-coupled receptor protein 
designated SREB2. 


330 


96 


6947 


W53869 


Homo sapiens 


Gravin polypeptide fragment, residues 
1526-1780. 


170 


89 


6948 


W4S351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


164 


86 


6949 


AF1 18086 


Homo sapiens 


PR01992 


117 


86 


6950 


AF090928 


Homo sapiens 


PRO0470 


115 


58 


6951 


AF130089 


Homo sapiens 


PRO2550 


124 


69 | 


6952 


Y38397 


Homo sapiens 


Human secreted protein encoded by 
gene No. 12. 


94 


64 


6953 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


132 


55 


6954 


X92485 


Plasmodium 
vivax 


pval 


108 


64 


6955 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


117 


85 


6956 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


93 


53 


6957 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
69S3. 


106 


50 


6958 


AF130089 


Homo sapiens 


PRO2550 . 


127 


67 


6959 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


119 


49 


6960 


J02459 


bacteriophage 
lambda 


U (tail component;] 3 1) 


492 


92 


6961 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


180 


68 



315 



WO 01/64835 PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

»» «ltl ILmIII 

Score 


% 

Mf»nf if 

y 








7214. 






6962 


Z66490 


Salmo trutta 


sJow myotomal muscle tropomyosin 


182 


72 


6963 


AF130089 


Homo sapiens 


PRO2550 


108 


73 


6964 


W21733 


Homo sapiens 


NIP-1 encoded by clone 59. 


131 


69 


6965 


AF161356 


Homo sapiens 


HSPC093 


58 


48 


6966 


AB047934 


Macaca 
fascicularis 


hypothetical protein 


146 


58 


6967 


X92485 


Plasmodium 
vivax 


pval 


116 


55 


6968 


AF1 18082 


Homo sapiens 


PRO 1902 


85 


65 


6969 


G02827 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6908. 


176 


63 


6970 


AF1 16712 


Homo sapiens 


PR02738 


101 


56 


6971 


X96667 


Homo sapiens 


beta-galactoside alpha-2,3- 
sialyitransferase 


172 


97 


6972 


Y86574 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:491. 


150 


82 


6973 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO; 
6619. 


176 


58 


6974 


AF162149 


Mycoplasma 
bovis 


variable surface lipoprotein 


143 


40 


6975 


W17971 


Homo sapiens 


RAC protein kinase C-terminal binding 
protein C-terminal region. 


135 


81 


6976 


AF1 30089 


Homo sapiens 


PRO2550 


345 


78 


6977 


AF1 30089 


Homo sapiens 


PRO2550 


195 


63 


6978 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


75 


6979 


M60510 


Mus musculus 


beta-D-galactosidase fusion protein 


96 


47 


6980 


AF1 18086 


Homo sapiens 


PR01992 


131 


64 


6981 


AF1 30089 


Homo sapiens 


PRO2550 


132 


64 


6982 


L27428 


Homo sapiens 


reverse transcriptase 


128 


35 


6983 


U93566 


Homo sapiens 


p40 


98 


31 


6984 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


138 


78 


6985 


L27428 


Homo sapiens 


reverse transcriptase 


133 


67 


6986 


AF090895 


Homo sapiens 


PRO0117 


139 


62 


6987 


G00528 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4609. 


212 


60 


6988 


Y36203 


Homo sapiens 


Human secreted protein #75. 


189 


73 


6989 


AF1 16712 


Homo sapiens 


PR02738 


87 


42 


6990 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


128 


63 


6991 


AF090930 


Homo sapiens 


PRO0478 


154 


52 


6992 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


102 


76 


6993 . 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


151 


48 ^ 


6994 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


113 


47 


6995 


J02974 


Acanthamoeba 
castellanii 


myosin IB heavy chain 


120 


43 


6996 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


151 


69 


6997 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


153 


60 


6998 


Y12961 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


114 


66 


6999 


AF1 13685 


Homo sapiens 


PRO0974 


88 


58 


7000 


AF1 30089 


Homo sapiens 


PRO2550 


146 


58 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Water roan 
Score 


% 

Identit 

y 


7001 


U93565 


Homo sapiens 


putative pi 50 


96 


46 


7002 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFRJ96. 


146 


57 


7003 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


206 


92 


7004 


AF3 30089 


Homo sapiens 


PRO2550 


304 


50 


7005 


AL137472 


Homo sapiens 


hypothetical protein 


379 


55 


7006 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. • 


379 


98 


7007 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


321 


38 


7008 


AF1 19851 


Homo sapiens 


PR01722 


136 


63 


7009 


AF2 18028 


Homo sapiens 


unknown 


104 


52 


7010 


AF130079 


Homo sapiens 


PR02852 


129 


60 


70] 1 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
IDNO:1051. 


310 


54 


7012 


X03145 


Homo sapiens 


pot. ORF VI 


130 


65 


7013 


AF090944 


Homo sapiens 


PRO0663 


171 


75 


7014 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ Wl 8. 


122 


65 


7015 


M26460 


Homo sapiens 


retinoblastoma 1 


113 


37 


7016 


X92485 


Plasmodium 
vivax 


pval 


112 


56 


7017 


X92485 


Plasmodium 
vivax 


pval 


144 


57 


7018 


AF130079 


Homo sapiens 


PR02852 


224 


74 


7019 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX 85. 


129 


43 


7020 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


58 


7021 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


106 


69 


7022 


AF090901 


Homo sapiens 


PRO0195 


103 


88 


7023 


AF1 16661 


Homo sapiens 


PR01438 


120 


47 


7024 


AP002460 


Arabidopsis 
thaliana 


gene_id:FlD9.26~unkno\vn protein 


325 


60 


7025 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #1 53. 


126 


63 


7026 


AF1 19900 


Homo sapiens 


PR02822 


111 


70 


7027 


AF130051 


Homo sapiens 


PRO0898 


133 


44 


7028 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


J 79 


68 


7029 


Y19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


72 


60 


7030 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6633. 


330 


50 


7031 


J03941 


Mus musculus 


ferritin heavy chain 


124 


57 


7032 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


357 


59 


7033 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


120 


65 


7034 


Y36156 


Homo sapiens 


Human secreted protein #28. 


164 


48 


7035 


U80761 


Homo sapiens 


CTG26 alternate open reading frame 


116 


48 


7036 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


330 


52 


7037 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


113 


55 


7038 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


78 


68 


7039 


AF 130089 


Homo sapiens 


PRO2550 


321 


65 
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SEQ ID 
NO- 


Accession No. 


Species 


Description 


Smith- 
Score 


% 

Identit 

y 


7040 


AF1 19855 


Homo sapiens 


PRO 1847 


158 


65 


7041 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


116 


62 


7042 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


117 


54 


7043 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


123 


80 


7044 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


144 


63 


7045 


.G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


86 


44 


7046 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


80 


72 


7047 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


100 


57 


7048 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. . 


152 


66 


7049 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


94 


72 


7050 


AF176323 


Macropus 
eugenii 


small nuclear ribonucleoprotein B' 


103 


41 


7051 


AF255446 


Crypthecodinium 
cobnii 


Dipl -associated protein C 


127 


38 


7052 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


149 


42 


7053 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


147 


69 


7054 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


109 


54 


7055 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


3 85 


86 


7056 


U60269 


Homo sapiens 


putative envelope protein; orf similar to 
env of Type A and Type B retroviruses 
and to class II HERVs 


125 


65 


7057 


AF068294 


Homo sapiens 


HDCMB45P 


264 


73 


7058 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


190 


95 


7059 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


140 


62 


7060 


AF090894 


Homo sapiens 


PRO0113 


185 


62 


7061 


AF 107406 


Homo sapiens 


GW128 


66 


80 


7062 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


86 


46 


7063 


AF119851 


Homo sapiens 


PRO 1722 


117 


74 


7064 


X92485 


Plasmodium 
vivax 


pval 


123 


66 


7065 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


79 


59 


7066 


L23545 


Homo sapiens 


putative 


135 


44 


7067 


AF1 19851 


Homo sapiens 


PRO 1722 


301 


69 


7068 


AF1 30079 


Homo sapiens 


PR02852 


118 


71 


7069 


AF1 19851 


Homo sapiens 


PRO 1722 


150 . 


64 


7070 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


138 


48 


7071 


M11759 


Lycopersicon 
esculentum 


cell wall hydroxyproline-rich 
glycoprotein 


94 


39 


7072 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


145 


62 j 


7073 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


155 


44 j 
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SEQ LD 
NO: 


Accession No. 


Species 


Description 


YYaterman 
Score 


% 

Identit 

y 








4478. 






7074 


AF 130089 


Homo sapiens 


PRO2550 


146 


60 


7075 


U49974 


Homo sapiens 


mariner transposase 


198 


83 


7076 


AF236085 


Homo sapiens 


CYP4F1 1 


427 


79 


7077 


AF 130089 


Homo sapiens 


PRO2550 


159 


52 


7078 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


206 


85 


7079 


D32202 


Homo sapiens 


alpha 1C adrenergic receptor isoform 2 


152 


71 


7080 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


88 


62 


7081 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


135 


46 


7082 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


142 


75 


7083 


X53581 


Rattus 
norvegicus 


ORF4 


119 


64 


7084 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


111 


62 


7085 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


64 


7086 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


71 


66 


7087 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


81 


54 


7088 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


148 


50 


7089 


U08021 


Homo sapiens 


nicotinamide N-methy [transferase 


116 


100 


7090 


U93569 


Homo sapiens 


p40 


199 


82 


7091 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


124 


56 


7092 


X92485 


Plasmodium 
vivax 


pval 


125 


60 


7093 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


109 


62 


7094 


AF1 18082 


Homo sapiens 


PRO1902 


191 


50 


7095 


X92485 


Plasmodium 
vivax 


pval 


129 


67 


7096 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


80 


66 


7097 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


162 


67 


7098 


AF1 16715 


Homo sapiens 


PR02829 


123 


63 


7099 


L27428 


Homo sapiens 


reverse transcriptase 


189 


50 


7100 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


84 


48 


7101 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


104 


65 


7102 


D85030 


Schizosaccharom 
yces pombe 


ribosomal protein S33 homolog 


139 


85 


7103 


G03021 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7102. 


177 


77 


7104 


U72543 


Sus scrofa 


ubiquitin-like/S30 ribosomal fusion 
protein 


129 


100 


7105 


AC007787 


AA 187-502 


NFI-X3=transcription factor 


190 


84 


7106 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


110 


38 


7107 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


157 


56 


7108 


Z69381 


Saccharomyces 
cerevisiae 


N1114 


450 


91 



319 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


7109 


V49572_cdl 


Homo sapiens 


1 3-NOV- 1 996 Human stomach cancer 
clone HP10122 cDNAtfl. 


353 


70 


7110 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON- 1. 


99 


45 


7111 


AF068294 


Homo sapiens 


HDCMB45P 


132 


55 


7112 


AB033020 


Homo sapiens 


KIAA1194 protein 


850 


100 


71)3 


AB019692 


Homo sapiens 


protein kinase PKNbeta 


792 


87 


7114 


M12140 


Homo sapiens 


envelope protein 


154 


79 


7115 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


88. 


62 


7116 


AF124491 


Homo sapiens 


ARF GTPase-activating protein GIT2 


1216 


100 


7117 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


153 


54 


7118 


AF1 30089 


Homo sapiens 


PRO2550 


184 


64 


7139 


AF1 30079 


Homo sapiens 


PR02852 


144 


68 


7120 


AL3 59782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


112 


51 


7121 


AF032384 


Xenopus laevis 


metalloprotease-disintegrin 


304 


76 


7122 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


99 


71 


7123 


AJ238706 


Drosophila 
melanogaster 


monocarboxylate transporter 1 
homologue 


161 


38 


7124 


X92485 


Plasmodium 
vivax 


pval 


127 


54 


7125 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


80 


65 


7126 


AF1 16712 


Homo sapiens 


PR02738 


118 


53 


7127 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


115 


64 


7128 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


90 


62 


7129 


AF1 18090 


Homo sapiens 


PRO2044 


280 


80 


7130 


AF129085 


Homo sapiens 


carboxy terminus of Hsp70-interacting 
protein 


593 


91 


7131 


AF054840 


Homo sapiens 


tetraspan TM4SF; Tspan-3 


513 


83 


7132 


L27428 


Homo sapiens 


reverse transcriptase 


156 


51 


7133 


AK001647 


Homo sapiens 


unnamed protein product 


2334 


99 


7134 


AF130051 


Homo sapiens 


PRO0898 


142 


84 


7135 


X53581 


Rattus 
norvegicus 


ORF4 


213 


46 


7136 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


101 


86 


7137 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


194 


68 


7138 


U21634 


Onychomys 
torridus 


cytochrome c oxidase subunit III 


111 


84 


7139 


X60592 


Homo sapiens 


CDw40 


201 


95 


7140 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


141 


63 


7141 


M76979 


Homo sapiens 


pigment epithelial-differentiating factor 


458 


93 


7142 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


142 


54 


7143 


Y27677 


Homo sapiens 


Human secreted protein encoded by 
gene No. 111. 


323 


90 


7144 


AF116712 


Homo sapiens 


PR02738 


132 


60 


7145 


AB024057 


Homo sapiens 


vascular Rab-GAP/TBC-containing 
protein 


121 


45 


7146 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


144 


65 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


ldentit 

y 


7147 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


J41 


76 


7148 


R06400 


Homo sapiens 


Lambda gt!0cb2 encoded C-terminal 
alpha amidating enzyme. 


337 


85 


7149 


S87759 


Homo sapiens 


protein phosphatase 2C alpha, 
PP2Calpha 


427 


78 


7150 


M12140 


Homo sapiens 


envelope protein 


541 


64 


7151 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


106 


85 


7152 


X55683 


Lycopersicon 
esculentum 


extensin (class I) 


70 


38 


7153 


U49973 


Homo sapiens 


ORF3; MER37; putative transposase 
similar to pogo element 


194 


61 


7154 


AF130089 


Homo sapiens 


PRO2550 


89 


60 


7155 


AF 100742 


Homo sapiens 


M-phase phosphoprotein hornolog 


714 


94 , 


7156 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


143 


78 


7157 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


174 


79 


7158 


AL031230 


Homo sapiens 


dJ73M23.3 (KIAA0319) 


214 


45 


7159 


AF041330 


Bodo saltans 


N ADH dehydrogenase subunit 5 


155 


37 


7160 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


129 


46 


7161 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


150 


53 


7162 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


107 


55 


7163 


MI 3043 


Mus musculus 


alpha- 1 (IV) collagen 


80 


42 


7164 


ABO 11004 


Homo sapiens 


UDP-N-acetylglucosamine 
pyrophosphorylase 


257 


90 


7165 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


111 


47 


7166 


AF1 19851 


Homo sapiens 


PRO 1722 


279 


61 


7167 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


136 


51 


7168 


W73327 


Homo sapiens 


Bipolar affective disorder associated 
gene fshl6 product. 


287 


63 


7169 


Y35946 


Homo sapiens 


Extended human secreted protein 
sequence, SEQ ID NO. 195. 


1231 


99 


7170 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


132 


76 


7171 


U83303 


Homo sapiens 


line-1 reverse transcriptase 


184 


60 


7172 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


141 


64 


7173 


AF 129507 


Homo sapiens 


transcription factor ICBP90 


245 


55 


7174 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


131 


56 


7175 


AF161356 


Homo sapiens 


HSPC093 


107 


55 


7176 


AF2 18028 


Homo sapiens 


unknown 


116 


55 


7177 


G02654 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6735. 


117 


52 


7178 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


94 


38 


7179 


AF 130089 


Homo sapiens 


PRO2550 


124 


47 


71S0 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


109 


66 


7181 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


65 


7182 


Y36156 


Homo sapiens 


Human secreted protein #28. 


127 


62 
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crn m 


A*»r**»ccinn !V7a 
Avt.C30lOfl liO. 


Species 




oiniin- 


0£ 

A> 


NO: 








Watermnn 


Identit 










Score 


y 


7183 


G02607 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


121 


75 








6688. 






7184 


X92485 


Plasmodium 


pval 


129 


60 






vivax 








7185 


AF 130089 


Homo sapiens 


PRO2550 


116 


53 


7186 


AF1 30089 


Homo sapiens 


PRO2550 


137 


64 


7187 


X51760 


Homo sapiens 


zinc finger protein (583 AA) 


236 


56 


7188 


X92485 


Plasmodium 


pval 


131 


50 






vivax 








7189 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


152 


57 








6619. 






7190 


AF068294 


Homo sapiens 


HDCMB45P 


163 


50 


7191 


AF1 19855 


Homo sapiens 


PRO 1847 


55 


50 


•7192 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


142 


57 








6619. 






7193 


M15530 


Homo sapiens 


B-cell growth factor 


106 


53 


7194 


G0341 1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


121 


41 








7492. 






7195 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


124 


60 








7519. 






7196 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


94 


68 








7882. 






7197 


U60315 


Molluscum 


MC054L 


116 


36 






contagiosum 












virus subtype 1 








7198 


G03800 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


116 


67 








7881. 






7199 


M15530 


Homo sapiens 


B-cell growth factor 


146 


59 


7200 


AF090894 


Homo sapiens 


PRO0113 


165 


65 


7201 


G02832 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


160 


57 








6913. 






7202 


Y14482 


Homo sapiens 


Fragment of human secreted protein 


129 


53 








encoded by gene 17. 






7203 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


92 


65 








7868. 






7204 


AF126163 


Homo sapiens 


HHLA3 protein 


131 


78 


7205 


X92485 


Plasmodium 


pval 


116 


42 






vivax 








7206 


AF090931 


Homo sapiens 


PRO0483 


136 


83 


7207 


Y36156 


Homo sapiens 


Human secreted protein #28. 


127 


49 


7208 


Y12961 


Homo sapiens 


Amino acid sequence of a human 


158 


55 








secreted peptide. 






7209 


Y36203 


Homo sapiens 


Human secreted protein #75. 


124 


56 


7210 


M69008 


Homo sapiens 


alpha-] type XIII collagen 


90 


34 


7211 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


144 


71 








7795. 






7212 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


133 


60 








7795. 






7213 


AF1 30089 


Homo sapiens 


PRO2550 


163 


86 


7214 


AF130089 


Homo sapiens 


PRO2550 


111 


52 


7215 


AF1 18082 


Homo sapiens 


PRO 1902 


150 


63 


7216 


Y53663 


Homo sapiens 


A human B-cell growth factor related 


83 


66 








protein (BGFRP). 






7217 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


141 


68 








7795. 






7218 


AF220264 


Homo sapiens 


MOST-1 


123 


66 


7219 


AF229067 


Homo sapiens 


PADI-H protein 


121 


52 


7220 


AF 118086 


Homo sapiens 


PRO 1992 


130 


61 


7221 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


179 


100 



322 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- - 

Witprmnn 

» » M Itl lilt] U 

Score 


% 

Irion tit 

men u i 

y 








SEQ ID NO: 163. 






7222 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 1 63. 


154 


78 


7223 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


200 


95 


7224 


L27428 


Homo sapiens 


reverse transcriptase 


127 


55 


7225 


AB008227 


Adiantum 
capillus-veneris 


Extensin 


121 


43 


7226 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


113 


78 


7227 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


153 


96 


7228 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
* SEQ ID NO: 163. 


112 


74 


7229 


M15530 


Homo sapiens 


B-cell growth factor 


137 


44 


7230 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit 111 


140 


87 


7231 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


162 


46 


7232 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


123 


90 


7233 


XI 5769 


Mus musculus 


UlRNA-associated 70-kDa protein 


105 


29 


7234 


M15530 


Homo sapiens 


B-cell growth factor 


113 


61 


7235 


AF 194537 


Homo sapiens 


NAG 13 


249 


65 


7236 


R20313 


Homo sapiens 


Gly(5) beta-globin mutant. 


296 


80 


7237 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


123 


50 


7238 


Y36156 


Homo sapiens 


Human secreted protein #28. 


97 


80 


7239 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


395 


81 


7240 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


122 


70 


7241 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


323 


90 


7242 


AF090942 


Homo sapiens 


PRO0657 


118 


47 


7243 


AF119851 


Homo sapiens 


PRO 1722 


112 


62 


7244 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


100 


53 


7245 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


144 


66 


7246 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


129 


78 


7248 


X92485 


Plasmodium 
vivax 


pval 


108 


58 


7249 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


170 


74 


7250 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


153. 


70 


7251 


U01849 


Trypanosoma 
brucei 


ORF2 


93 


39 


7252 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


113 


54 


7253 


G03473 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7554. 


110 


83 


7254 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


167 


66 


7255 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


179 


83 


7256 


AFI30079 


Homo sapiens 


PR02852 


147 


70 


7257 


AF] 18082 


Homo sapiens 


PROl 902 


80 


45 


7258 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


137 


55 


7259 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


90 


65 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


7260 


X92485 


Plasmodium 
vivax 


pval 


105 


85 


7261 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


162 


76 


7262 


AFl 30089 


Homo sapiens 


PRO2550 


98 


43 


7263 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


114 


60 


7264 


AFl 16661 


Homo sapiens 


PR01438 


139 


67 


7265 


AF104021 


Bovine viral 
diarrhea virus-2 


polyprotein 


161 


40 


7266 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


116 


43 


7267 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


112 


62 


7268 


Ml 5530 


Homo sapiens 


B-cell growth factor 


154 


60 


7269 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


95 


54 


7270 


AFl 18082 


Homo sapiens 


PRO 1902 


139 


62 


7271 


S52010 


Mus sp. 


orf 1 5' of EpoR 


93 


33 


7272 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


114 


50 


7273 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


166 


61 


7274 


AF130089 


Homo sapiens 


PRO2550 


124 


43 


7275 


X92485 


Plasmodium 
vivax 


pval 


147 


44 


7276 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


81 


59 


7277 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


146 


67 . 


7278 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


89 


67 


7279 


AF130087 


Homo sapiens 


PR024I1 


72 


65 


7280 


Y40039 


Homo sapiens 


Peptide sequence derived from a 
human secreted protein. 


130 


69 


7281 


J03507 


Homo sapiens 


complement protein C7 precursor 


357 


81 


7282 


AFl 16661 


Homo sapiens 


PR01438 


117 


48 


7284 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


137 


61 


7285 


AF116715 


Homo sapiens 


PR02829 


128 


75 


7286 


AFl 30079 


Homo sapiens 


PR02852 


,122 


52 


7287 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


120 


50 


7288 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


338 


75 


7289 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


114 


72 


7290 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


146 


59 


7291 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


156 


58 


7292 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


167 


61 


7293 


X92485 


Plasmodium 
vivax 


pval 


122 


71 


7294 


AFl 30089 


Homo sapiens 


PRO2550 


87 


62 


7295 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


140 


50 


7296 


X92485 


Plasmodium 


pval 


152 


75 



324 



WO 01/64835 



PCT/US01/04927 
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NO: 




Species 


Description 


&mith- 

Watcrnian 

Score 


% 

f den tit 

y 






vivax 








7297 


AF090894 


Homo sapiens 


PRO01I3 


172 


65 


7298 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


121 


61 


7299 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 3 02, variant a dna, 
complete virion genome. 


114 


66 


7300 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


228 


80 


7301 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


111 


73 


7302 


U43360 


Peromyscus 
maniculatus 


reverse transcriptase 


119 


46 


7303 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6633. 


168 


76 


7304 


U58658 


Homo sapiens 


unknown 


102 


48 


7305 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


118 


53 


7306 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


116 


63 


7307 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


149 


58 


7308 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


112 


52 


7309 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


115 


54 


7310 


M15530 


Homo sapiens 


B-cell growth factor 


131 


54 


7311 


AF118082 


Homo sapiens 


PRO 1902 


168 


46 


7312 


L78671 


Homo sapiens 


CoxII/D-loop DNA fusion protein 


412 


92 


7313 


D381I2 


Homo sapiens 


NADH dehydrogenase subunit 4L 


326 


74 


7314 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


149 


59 


7315 


AF289099 


Maackia 
amurensls 


ENOD2f 


107 


32 


7316 


U 17009 


Phytophthora 
infestans 


SecY-independent transporter protein 


135 


41 


7317 


AF220264 


Homo sapiens 


MOST-3 


133 


72 


7318 


U49973 


Homo sapiens 


ORF2: function unknown 


111 


53 


7319 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


274 


80 


7320 


AB047600 


Macaca 
fascicularis 


hypothetical protein 


79 


56 ' 


7321 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:163. 


205 


95 


7322 


AC005175 


Homo sapiens 


TA2R HUMAN, BETA 1SOFORM; 
TXA2-R; PROSTANOID TP 
RECEPTOR 


127 


57 


7323 


R48296 


Homo sapiens 


Human PGF-2/NT-3. 


89 


93 


7324 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22c!oneHMSJVV18. 


157 


60 


7325 


AF1 19855 


Homo sapiens 


PRO 3 847 


172 


66 


7326 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


141 


50 


7327 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


156 


56 


7328 


Y40039 


Homo sapiens 


Peptide sequence derived from a 
human secreted protein. 


98 


56 


7329 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


161 


64 


7330 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


in 


72 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Iclentit 

y 


7331 


AF126163 


Homo sapiens 


HHLA3 protein 


98 


47 


7332 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


122 


61 


7333 


AF 130079 


Homo sapiens 


PR02852 


136 


54 


7334 


AK023563 


Homo sapiens 


unnamed protein product 


265 


73 


7335 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


113 


61 


7336 


M15530 


Homo sapiens 


B-celi growth factor 


136 


75 


7337 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


168 


81 


7338 


D38U2 


Homo sapiens 


cytochrome c oxidase subunit 3 


339 


80 


7339 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


170 


74 


7340 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


400 


82 


7341 


L00016 


Homo sapiens 


urf4 


295 


72 


7342 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


350 


86 


7343 


M36647 


Homo sapiens 


mitochondrial hinge protein precursor 


286 


82 


7344 


X15917 


Paramecium 
aurelia 


ND2 protein (AA 1-193) (unusual start 
codon) 


132 


34 


7345 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


136 


82 


7346 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


89 


69 


7347 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


133 


69 


7348 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


169 


71 


7349 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


347 


83 


7350 


V00662 


Homo sapiens 


cytochrome oxidase I 


325 


85 


7351 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


406 


80 


7352 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


224 


79 


7353 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


270 


86 


7354 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


167 


90 


7355 


D38113 


Pan troglodytes 


cytochrome c oxidase subunit 1 


120 


87 


7356 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


362 


84 


7357 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


188 


72 


7358 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


335 


72 


7359 


U09500 


Homo sapiens 


cytochrome b 


275 


80 


7360 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


209 


73 


7361 


AF1 18078 


Homo sapiens 


PRO! 848 


95 


58 


7362 


AB017116 


Homo sapiens 


AD 1 


148 


89 


7363 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


146 


42 


7364 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


203 


82 


7365 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


206 


84 


7366 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


408 


82 


7367 


D3S112 


Homo sapiens 


NADH dehydrogenase subunit 3 


456 


86 


7368 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


481 


85 


7369 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


150 


53 


7370 


AB017116 


Homo sapiens 


AD 1 


145 


91 


7371 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


173 


85 


7372 


AF 118082 


Homo sapiens 


PRO 1902 


122 


54 


7373 


G00492 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4573. 


163 


62 


7374 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


137 


53 


7375 


AF090894 


Homo sapiens 


PRO0113 


128 


64 


7376 


AK000241 


Homo sapiens 


unnamed protein product 


131 


67 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Idcntit 

y 


7377 


AF 119855 


Homo sapiens 


PRO 184 7 


164 


62 


7379 


AFO 16099 


Mus musculus 


endonuclease/reverse transcriptase 


114 


37 


7380 


U57362 


Rattus 
norvegicus 


collagen Xll alpha 1 


148 


47 


7381 


D38112 


Homo sapiens 


ATPase subunit 6 


423 


76 


7382 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


135 


58 


7383 


AB040938 


Homo sapiens 


K1AA1505 protein 


983 


76 


7384 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


102 


48 


7385 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


122 


75 


7386 


U63295 


Homo sapiens 


seven in absentia homolog 


260 


85 


7387 


AE003499 


Drosophila 
melanogaster 


CGI 2706 gene product 


103 


32 


7388 


X03342 


Homo sapiens 


rpL32(aa 1-135) 


123 


51 


7389 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


129 


58 


7390 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


154 


100 


7391 


AK026800 


Homo sapiens 


unnamed protein product 


137 


52 


7392 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


117 


73 


7393 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


89 


70 


7394 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


161 


80 


7395 


Ml 5530 


Homo sapiens 


B-ceJl growth factor 


98 


57 


7396 


L10908 


Mus musculus 


Gcapl gene product 


105 


51 


7397 


AF 119851 


Homo sapiens 


PRO 1722 


127 


55 


7398 


X99256 


Hylobates lar 


cytochrome oxidase subunit III 


319 


73 


7399 


D381I2 


Homo sapiens 


cytochrome c oxidase subunit 3 


497 


77 


7400 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


399 


80 


7401 


L78671 


Homo sapiens 


CoxlI/D-loop DNA fusion protein 


170 


83 


7402 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


183 


91 


7403 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


189 


88 


7404 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


115 


40 


7405 


D83006 


Saccharomyces 
cerevisiae 


gene required for phosphoylation of 
oligosaccharides/ has high homology 
withYJR061w 


171 


38 


7406 


AF144636 


Gailus gallus 


osteoblast regulatory factor 3 A 


108 


44 


7407 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


166 


70 


7408 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


407 


93 


7409 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit III 


140 


87 


7410 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


111 


59 


7431 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit III 


138 


82 


7412 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


431 


82 


7413 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


127 


56 


7414 


AB036396 


Rana 

nigromaculata 


cytochrome b 


109 


87 


7415 


AF090930 


Homo sapiens 


PRO0478 


121 


76 


7416 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


171 


96 


7417 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


446 


91 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 










menu I 










Seore 


y 


7418 


ABO 18440 


Echinococcus 


NADH dehydrogenase subunit 2 


112 




• 




multilocularis 








7419 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


123 


66 








SEQ ID NO: 163. 






7420 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


116 


50 








SEQ ID NO: 163. 






7421 


AF1 55232 


Pisum sativum 


extensin 


128 


37 


7422 


AF161356 


Homo sapiens 


HSPC093 


89 


48 


7423 


D38115 


Pongo pygmaeus 


cytochrome c oxidase subunit 3 


162 


81 


7424 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


171 


79 








SEQ ID NO: 163. 






7425 


AF275953 


synthetic 


Cox8ND6gfp fusion protein 


214 


93 






construct 








7426 


D381I2 


Homo sapiens 


cytochrome c oxidase subunit 1 


156 


73 


7427 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


59 








4718. 






7428 


AK024455 


Homo sapiens 


FLJ00047 protein 


82 


66 


7429 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


212 


82 


7430 


S79410 


Jvlus musculus 


nuclear localization signal binding 


124 


48 








protein 






7431 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


195 


90 


7432 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


217 


84 


7433 


U87145 


Toxoplasma 


ORFD 


89 


36 






gondii 








7434 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


213 


72 








SEQ ID NO: 163. 






7435 


Y27868 


Homo sapiens 


Human secreted protein encoded by 


135 


57 








gene No. 107. 






7436 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


151 


82 








7888. 






7437 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


190 


88 








SEQ ID NO: 163. 






7438 


D38112 


Homo sapiens 


NADH dehydrogenase subunit I 


141 


78 


7439 


AF250284 


Amsacta moorei 


AMV012 


88 


31 






entomopox virus 








7440 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit III 


149 


85 


7441 


U43360 


Peromyscus 


reverse transcriptase 


114 


52 






maniculatus 








7442 


AF275807 


Homo sapiens 


PNAS-110 


157 


48 


7443 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


126 


56 








SEQ ID NOA63. 






7444 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


475 


95 


7445 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


146 


71 








6953. 






7446 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


60 








7867. 






7447 


X92485 


Plasmodium 


pval 


153 


45 






vivax 








7448 


AF1 19851 


Homo sapiens 


PR01722 


96 


55 


7449 


AF130079 


Homo sapiens 


PR02852 


153 


73 


7450 


AF1 19851 


Homo sapiens 


PRO 1722 


238 


52 


7451 


AL451017 


Neurospora 


related to Ul SMALL NUCLEAR 


113 


38 






crassa 


RJBONUCLEOPROTEIN C 






7452 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


147 


57 








7867. 






7453 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


136 


63 








7324. 






7454 


R14163 


Homo sapiens 


Cellular DN A-binding protein RS 1 . 


270 


42 


7455 


X63526 


Homo sapiens 


homologue to elongation factor 1- 


387 


80 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








gamma from A.salina 






7456 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7253. 


140 


80 


7457 


AF1 19851 


Homo sapiens 


PRO 1722 


102 


55 


7458 


G02756 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6837. 


83 


55 


7459 


AF1 19851 


Homo sapiens 


PR01722 


132 


64 


7460 


L10908 


Mus musculus 


Gcapl gene product 


106 


64 


7461 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


124 


54 


7462 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


142 


51 


7463 


Y34068 


Homo sapiens 


HistoneHl isoform HI. 5 pANCA- 
reactive fragment (residues 69-226). 


96 


35 


7464 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


302 


62 


7465 


X92485 


Plasmodium 
vivax 


pval 


115 


47 


7466 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


116 


65 


7467 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


91 


35 


7468 


AF161361 


Homo sapiens 


HSPC098 


92 


57 


7469 


AF2 16389 


Homo sapiens 


semaphorin Rs 


288 


88 


7470 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


153 


73 


7471 


AF130089 


Homo sapiens 


PRO2550 


108 


48 


7472 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


159 


58 


7473 


AF2 17536 


Homo sapiens 


truncated mevalonate kinase 


115 


71 


7474 


X61296 


Rattus 
norvegicus 


open reading frame 2 


134 


49 


7475 


U22376 


Homo sapiens 


alternatively spliced product using exon 
13A 


165 


46 


7476 


AF1 19851 


Homo sapiens 


PRO 1722 


133 


46 


7477 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


127 


69 


7478 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


533 


87 


7479 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


122 


59 


7480 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


168 


84 


7481 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7539. 


181 


80 


7482 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


122 


56 


7483 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


132 


.37 


7484 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


166 


100 


7485 


D38112 


Homo sapiens 


cytochrome c oxidase subunit I 


277 


72 


7486 


M29294 


Rattus 
norvegicus 


small nuclear ribonucleoparticle- 
associated protein 


132 


42 


7487 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


140 


50 


7488 


AF090901 


Homo sapiens 


PRO0195 


101 


62 


7489 


X97249 


Homo sapiens 


leucine-rich primary response protein 


304 


93 


7490 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


447 


84 


7491 


AK024455 


Homo sapiens 


FLJ00047 protein 


122 


63 


7492 


U87269 


Homo sapiens 


pl20E4F transcription factor 


244 


66 


7493 


A3 1036 


Nicotiana alata 


PRP2 


87 


31 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


7494 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


206 


97 


7495 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


166 


91 


7496 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


161 


66 


7497 


AK024455 


Homo sapiens 


FLJ00047 protein 


67 


61 


7498 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


174 


84 • 


7499 


X75438 


Sus scrofa 


homologue of proline/arginine rich 
antibacterial peptides 


116 


44 


7500 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


166 


89 


7501 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


137 


61 


7502 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0.163. 


213 


60 


7503 


AB042770 


Pteropus 
dasymallus 


cytochrome c oxidase subunit 3 


169 


89 


7504 


AF126163 


Homo sapiens 


HHLA3 protein 


110 


62 


7505 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


299 


90 


7506 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


194 


88 


7507 


W48351 


Homo sapiens 


Human breast cancer related protein . 
BCRB2. 


128 


72 


7508 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


162 


86 


7509 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


116 


65 


7510 


L3 8908 


Nicotiana 
tabacum 


extensin 


114 


36 


7512 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


273 


73 


7513 


Y36156 


Homo sapiens 


Human secreted protein #28. 


168 


44 


7514 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


171 


96 


7515 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


110 


46 


7516 


D38115 


Pongo pygmaeus 


cytochrome c oxidase subunh 3 


170 


84 


7517 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


105 


43 


7518 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


350 


82 


7519 


D38114 


Gorilla gorilla 


NADH dehydrogenase subunit 3 (ND3) 


141 


84 


7520 


U 12690 


Homo sapiens 


cytochrome oxidase subunit 11 


410 


85 


7521 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


112 


71 


7522 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rha la. 


96 


46 


7523 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


142 


57 


7524 


AF220264 


Homo sapiens 


MOST-1 


86 


62 


7525 


AF130089 


Homo sapiens 


PRO2550 


109 


35 


7526 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


106 


79 


7527 


U49973 


Homo sapiens 


ORF2: function unknown 


105 


68 


7528 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


122 


62 


7529 


X05831 


Rattus 
norvegicus 


fibronectin precursor 


100 


64 


7530 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


175 


60 


7531 


X92485 


Plasmodium 


pval 


120 


59 
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NO: 


Accession No. 


Species 


Description 


Smith* 

Waterman 

Score 


% 

Identit 

y 






vivax 








7532 


D38U5 


Pongo pygmaeus 


cytochrome c oxidase su bunk 3 


383 


75 


7533 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


321 


67 


7534 


AL359782 


•Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


126 


72 


7535 


AF1 19851 


Homo sapiens 


PR01722 


130 


67 


7536 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


531 


81 


7537 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


146 


75 


7538 


X92485 


Plasmodium 
vivax 


pval 


141 


48 


7539 


AF1 19900 


Homo sapiens 


PR02822 


86 


42 


7540 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


126 


50 


7541 


M15530 


Homo sapiens 


B-cell growth factor 


136 


53 


7542 


X53581 


Rattus 
norvegicus 


ORF4 


174 


46 


7543 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


138 


74 


7544 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


116 


86 


7545 


M15530 


Homo sapiens 


B-cell growth factor 


96 


47 


7546 


X92485 


Plasmodium 
vivax 


pval 


149 


58 


7547 


AF1 13685 


Homo sapiens 


PRO0974 


110 


48 


7548 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


226 


73 


7549 


L78671 


Homo sapiens 


CoxII/D-)oop DNA fusion protein 


316 


73 


7550 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


107 


70 


7551 


AF 130089 


Homo sapiens 


PRO2550 


130 


45 


7552 


R95913 


Homo sapiens 


Neural thread protein. 


99 


56 


7553 


U93569 


Homo sapiens 


putative pi 50 


171 


47 


7554 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


111 


75 


7555 


L78671 


Homo sapiens 


CoxII/D-loop DNA fusion protein 


207 


56 


7556 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


59 


7557 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


125 


43 


7558 


Y86445 


Homo sapiens 


Human gene 42-encoded protein 
fragment, SEQ ID NO:360. 


95 


71 


7559 


X83413 


Human 
herpesvirus 6 


U88 


108 


32 


7560 


AI8812 


Brassica napus 


extensin 


325 


38 


7561 


D38112 


Homo sapiens 


ATPase subunit 6 


495 


87 


7562 


AF 130089 


Homo sapiens 


PRO2550 


141 


46 


7563 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


106 


61 


7564 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


128 


62 


7565 


U50191 


Caenorhabditis 
elegans 


C. elegans collagen dpy-30 gene (Levy, 
A.D., Yang, J. and Kramer, J.M. Mol. 
Biol Cell 4, 803-17, 1993) 


103 


37 


7566 


V00672 


Pan troglodytes 


reading frame protein 4 


294 


73 j 


7567 


A18812 


Brassica napus 


extensin 


345 


48 


7568 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


241 


69 


7569 


L00016 


Homo sapiens 


urf4 


284 


71 


7570 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


115 


50 


7571 


G00673 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


124 


65 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Wntprtnin 

II Jill! 

Score 


% 

IH»ntit 
lUCUlll 

y 








4754. 






7572 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


126 


65 


7573 


X92485 


Plasmodium 
vivax 


pval 


157 


49 


7574 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


151 


54 


7575 


AF130089 


Homo sapiens 


PRO2550 


348 


70 


7576 


R95913 


Homo sapiens 


Neural thread protein. 


113 


45 j 


7577 


L26953 


Homo sapiens 


chromosomal protein 


148 


38 


757S 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


116 


46 


7579 


AB047948 


Macaca 
fascicularis 


hypothetical protein 


173 


67 


7580 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


149 


57 


7581 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


95 


51 


7582 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


325 


85 


7583 


AC004079 


Homo sapiens 


human HOXA3; 95% similarity to 
e307530(PID:gl 888441) 


127 


100 


7584 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


171 


71 


7585 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


141 


80 


7586 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


222 


100 


7587 


D381I2 


Homo sapiens 


cytochrome c oxidase subunit 1 


194 


71 


7588 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


115 


80 


7589 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


127 


77 


7590 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhal a. 


112 


60 


7591 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


133 


72 


7592 


A49807 


Neisseria 
meningitidis 


IGA-LPHA3 


93 


33 


7593 


Z67990 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF01484 (Nematode cuticle collagen 
N-terminal domain), Score=27.5, E- 
value=0.0001,N=l 


102 


42 


7594 


U43627 


Arabidopsis 
thaliana 


extensin 


99 


44 


7595 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


103 


74 


7596 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


112 


49 


7597 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


190 


92 


7598 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


148 


96 


7599 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


117 


95 


7600 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


192 


85 


7601 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


129 


93 


7602 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


333 


71 
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NO: 


Accession !\0. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

ldentit 

y 


7603 


D3S112 


Homo sapiens 


cytochrome c oxidase subunit 3 


190 


86 


7604 


U09500 


Homo sapiens 


cytochrome b 


279 


93 


7605 


Z14016 


Nicotiana 
tabacum 


pistil extensin like protein, partial CDS 


84 


40 


7606 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


108 


71 


7607 


G03636 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7717. 


55 


52 


7608 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


114 


54 


7609 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


97 


62 


7610 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


434 


87 


7611 


Y21418 


Homo sapiens 


Human high mobility group protein 
HMGI-C mutant fragment 2. 


97 


46 


7613 


X92485 


Plasmodium 
vivax 


pval 


106 


58 


7614 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


191 


88 


7615 


S74221 


Homo sapiens 


IK factor=cytokine down-regulating 
HLA class II 


153 


65 


7616 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear ma-binding 
protein) 


148 


74 


7617 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


169 


56 


7618 


L35013 


Homo sapiens 


spliceosomal protein 


95 


55 


7619 


V00662 


Homo sapiens 


URF 3 (NADH dehydrogenase subunit) 


441 


85 


7620 


AF116638 


Homo sapiens 


PRO 1546 


172 


42 


7621 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


146 


46 


7622 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


145 


72 


7623 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


144 


67 


7624 


U41031 


Caenorhabditis 
elegans 


proline-rich 


92 


59 


7625 


G03453 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7534. 


130 


55 


7626 


L19098 


Choristoneura 
fumiferana 


cytochrome oxidase I 


102 


66 


7627 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7253. 


99 


76 


7628 


AF126163 


Homo sapiens 


HHLA3 protein 


117 


67 


7629 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


69 


53 


7630 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


83 


55 


7631 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


87 


64 


7632 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


120 


48 


7633 


R95913 


Homo sapiens 


Neural thread protein. 


126 


61 


7634 


V00662 


Homo sapiens 


cytochrome oxidase I 


396 


85 


7635 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


205 


84 


7636 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


464 


85 


7637 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


165 


94 


7638 


AF 118086 


Homo sapiens 


PR01992 


120 


68 


7639 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ 1DN0:163. 


176 


84 
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SEQ ID 
NO: 


ArrM^inn Nn 




Y\ i» c i* t* i m t i g\ n 
iscacripiiun 


CmUk 

orniin- 

Waterman 

Score 


0/ 

Identit 

y 


7640 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


95 


39 


7641 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


143 


68 


7642 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


192 


91 


7643 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


416 


80 


7644 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit III 


133 


84 


7645 


U93570 


Homo sapiens 


putative pi 50 


206 


42 


7646 


D38112 


Homo sapiens 


ATPase subunit 6 


192 


80 


7647 


AF090942 


Homo sapiens 


PRO0657 


128 


71 


7648 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


134 


73 


7649 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


115 


52 


7650 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


130 


61 


7651 


X71442 


Rattus 
norvegicus 


ORF1; putative 


105 


52 


7652 


L07545 


Leishmania 
tarentolae 


A 'c* was inserted after nt 369 (=nt 
10459 in genomic sequence (M10126)) 
to correct -1 rrameshift probably due to 
gel compression 


1]] 


32 


7653 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


89 


53 


7654 


G02473 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6554. 


291 


49 


7655 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


165 


63 


1656 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


470 


88 


7657 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


367 


80 


7658 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


108 


95 


7659 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhal a. 


109 


50 


7660 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


112 


77 


7661 


AP002460 


Arabidopsis 
thaliana 


gene_id:FlD9J26-unknown protein 


321 


40 


7662 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


137 


96 


7663 


AF2 17973 


Homo sapiens 


unknown 


124 


51 


7664 


X92485 


Plasmodium 
vivax 


pval 


118 


59 


7665 


AF1 18082 


Homo sapiens 


PRO 1902 


123 


44 


7666 


AB014563 


Homo sapiens 


KIAA0663 protein 


267 


90 


7667 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


114 


49 


7668 


AF1 19855 


Homo sapiens 


PRO 1847 


152 


72 


7669 


AK025116 


Homo sapiens 


unnamed protein product 


127 


65 


7670 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


140 


55 


7671 


R14847 


Homo sapiens 


Protein associated with biochemical 
pathway involving cAMP. 


164 


89 


7672 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


93 


68 


7673 


U37426 


Homo sapiens 


kinesin-like spindle protein HKSP 


247 


81 


7674 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


125 


75 


7675 


S67633 


Homo sapiens 


class I major histocompatibility antigen 


103 


59 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Watermnn • 
Score 


% 

Identic 

y 


7676 


AF126163 


Homo sapiens 


HHLA3 protein 


146 


72 


7677 


AC005192 


Homo sapiens 


similar to mouse interferon-related 
protein PC4; 96% identical to P19182 
(PlD:gl35861) 


143 


87 


7678 


X07882 


Homo sapiens 


Po protein 


126 


39 


7679 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


148 


60 


7680 


AJ242540 


Volvox carteri f. 
nagariensis 


hydroxyproline-rich glycoprotein DZ- 
HRGP 


377 


37 


7681 


AF090930 


Homo sapiens 


PRO0478 


80 


58 


7682 


X55654 


Homo sapiens 


cytochrome C oxidase II subunit 


115 


65 


7683 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


145 


67 


7684 


AF130079 


Homo sapiens 


PR02852 


117 


60 


7685 


M13101 


Rattus 
norvegicus 


unknown protein 


114 


53 


7686 


Y0U5S 


Homo sapiens 


Secreted protein encoded by gene I S 
clone HCACJ81. 


134 


74 


7687 


AF126163 


Homo sapiens 


HHLA3 protein 


141 


84 


7688 


Y36156 


Homo sapiens 


Human secreted protein #28. 


120 


61 


7689 


M37197 


Homo sapiens 


CCAAT-box-binding factor 


104 


95 


7690 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


97 


54 


7691 


AF220264 


Homo sapiens 


MOST-1 


117 


76 


7692 


AF063866 


Melanoplus 
sanguinipes 
entomopoxvirus 


ORF MSV233 hypothetical protein 


94 


31 


7693 


G00352 


Homo sapiens 


Human secreted protein, SEQ ZD NO: 
4433. 


98 


40 


7694 


AF1 18082 


Homo sapiens 


PRO! 902 


115 


55 


7695 


G00517 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4598. 


136 


56 


7696 


YI5163 


Mus musculus 


putative splice variant containing 
region C 


333 


51 


7697 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
1DNO:1051. 


132 


52 


7698 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


155 


77 


7699 


MJ5530 


Homo sapiens 


B-cell growth factor 


106 


79 


7700 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


108 


70 


7701 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


366 


62 


7702 


AF090931 


Homo sapiens 


PRO0483 


125 


68 


7703 


G03432 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7513. 


114 


79 


7704 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


175 


63 


7705 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


141 


35 


7706 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


58 


7707 


X92485 


Plasmodium 
vivax 


pval 


126 


42 ! 


7708 


AK023563 


Homo sapiens 


unnamed protein product 


217 


72 


7709 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


124 


58 


7710 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


124 


56 


7711 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


62 
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SEQ ID 

NO* 


Accession No. 


Species 


Description 


Smith- 

▼ T «J ICI IlJ«tlI 

Score 


% 

JUcnui 

y 








7795. 






7712 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


116 


72 


7713 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


194 


58 


7714 


X92485 


Plasmodium 
vivax 


pval 


123 


68 


7715 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


137 


48 


7716 


AF1 19851 


Homo sapiens 


PRO 1722 


168 


60 


7717 


U93570 


Homo sapiens 


putative pi 50 


133 


35 


7718 


AF1 16712 


Homo sapiens 


PR02738 


94 • 


68 


7719 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminai, clone XEH.8c} 


107 


55 


7720 


U49973 


Homo sapiens 


ORF2: function unknown 


200 


85 


7721 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


234 


73 


7722 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


155 


76 


7723 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


140 


65 


7724 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


70 


73 


7725 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


94 


55 


7726 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


130 


75 


7727 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


94 


78 


7728 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


163 


65 


7729 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


111 


63 


7730 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


119 


69 


7731 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


113 


84 


7732 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


94 


38 


7733 


U09500 


Homo sapiens 


cytochrome b 


463 


84 


7734 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


334 


92 


7735 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


399 


92 


7736 


Y12950 


Homo sapiens , 


Amino acid sequence of a human 
secreted peptide. 


128 


55 


7737 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


167 


66 


7738 


W48353 


Homo sapiens 


Human breast cancer related protein 
BCFLT2. 


86 


70 


7739 


D86854 


Catharanthus 
roseus 


extensin 


154 


40 


7740 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


122 


57 


7741 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


99 


49 


7742 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


117 


35 


7743 


V00662 


Homo sapiens 


cytochrome oxidase I 


568 


89 


7744 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


145 


93 


7745 


R63235 


Homo sapiens 


CNS neural thread protein HB4. 


154 


100 


7746 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


133 


61 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


7747 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


126 


71 


7748 


D38I12 


Homo sapiens 


cytochrome c oxidase subunit 3 


327 


92 


7749 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


150 


71 


7750 


API 30079 


Homo sapiens 


PR02852 


347 


81 


7751 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0:163. 


104 


49 


7752 


U43627 


Arabidopsis 
thaliana 


extensin 


116 


37 


7753 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


133 


71 


7754 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


551 


83 


7755 


U2897I 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


88 


56 


7756 


AF1 19853 


Homo sapiens 


PR01722 


97 


56 


7757 


U80955 


Caenorhabditis 
elegans 


similar to RE repeat region of 
PIR:S27806 D. melanogaster homeotic 
protein BarH2 protein (dual bar 
protein) 


89 


100 


7758 


AC002045 


Homo sapiens 


Unknown protein product C1T987SK- 
A-589H1J splice form 2 


97 


94 


7759 


Y02775 


Homo sapiens 


Human secreted protein encoded by 
gene 12 clone HFTCU19. 


288 


98 


7760 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


94 


80 


7761 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


199 


76 


7762 


AF090931 


Homo sapiens 


PRO0483 


153 


84 


7763 


X92485 


Plasmodium 
vivax 


pval 


114 


62 


7764 


AF090931 


Homo sapiens 


PRO0483 


107 


86 


7765 


G02752 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6833. 


103 


43 


7766 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


168 


73 


7767 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


348 


72 


7768 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


222 


83 


7769 


Y40039 


Homo sapiens 


Peptide sequence derived from a 
human secreted protein. 


68 


72 


7770 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


156 


62 


7771 


U93569 


Homo sapiens 


p40 


188 


43 


7772 


AL049934 


Homo sapiens 


hypothetical protein 


113 


47 


7773 


AF090931 


Homo sapiens 


PRO0483 


86 


65 


7774 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


137 


92 


7775 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


143 


65 


7776 


AF126163 


Homo sapiens 


HHLA3 protein 


141 


71 


7777 


G00423 


Homo sapiens 


Human secreted protein, SEQ ID ivJO: 
4504. 


93 


47 


7778 


AF090942 


Homo sapiens 


PRO0657 


148 


74 


7779 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


194 


83 


7780 


U 14966 


Homo sapiens 


ribosomal protein L5 


315 


81 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 


7781 


R59843 


Homo sapiens 


ApoE4Lx2 protease. 


126 


47 


7782 


AF1 19855 


Homo sapiens 


PR01847 


131 


51 


7783 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


79 


53 


7784 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


405 


82 


7785 


G00331 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4412. 


64 


42 


7786 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


141 


59 


7787 


AF 118082 


Homo sapiens 


PRO1902 


131 


48 


7788 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


88 


64 


7789 


J03807 


Strongylocentrot 
us purpuratus 


histone HI -delta 


111 


43 


7790 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


139 


85 


779! 


V00662 


Homo sapiens 


cytochrome oxidase I 


522 


80 


7792 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


153 


72 


7793 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


84 


53 


7794 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


82 


46 


7795 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


156 


76 


7796 


D38112 


Homo sapiens 


ATPase subunit 8 


166 


77 


7797 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


159 


48 


7798 


AF090931 


Homo sapiens 


PRO0483 


132 


75 


7799 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


97 


57 


7800 


D21261 


Homo sapiens 


similar to human 22kDa, SM22 mRNA 
(HUM22SM). 


99 


84 


7801 


X64707 


Homo sapiens 


BBC1 


232 


77 


7802 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


104 


33 


7803 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


112 


50 


7804 


Y36203 


Homo sapiens 


Human secreted protein #75. 


142 


56 


7805 


AF119851 


Homo sapiens 


PR01722 


88 


46 


7806 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


149 


57 


7807 


X68600 


Hordeum 
vulgare 


pZE40 


90 


37 


7808 


AK025047 


Homo sapiens 


unnamed protein product 


138 


54 


7809 


AF 130089 


Homo sapiens 


PRO2550 


375 


71 


7810 


G01249 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5330. 


124 


65 ; 


7811 


R59842 


Homo sapiens 


ApoE4Ll protease. 


156 


58 


7812 


AFO 16446 


Caenorhabditis 
elegans 


similar to C. elegans cuticulin precursor 
CUT-2 (SP:P34682) 


95 


42 


7813 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


154 


65 


7814 


AK025047 


Homo sapiens 


unnamed protein product 


165 


71 


7815 


W34499 


Homo sapiens 


Obesity receptor C protein. 


309 


89 


7816 


AJ222673 


Hepatitis C virus 
type 2c 


core protein 


95 


42 


7817 


ABO 11483 


Arabidopsis 
thaliana 


contains similarity to root cap 
protein~gene_id:MUF9.1 6 


104 


61 


7818 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


154 


74 
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crn in 
OILXJ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


1 — 57 1 

Identtt 

y 


7819 


X92485 


Plasmodium 
vivax 


pval 


112 


61 


7820 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


103 


60 


7821 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


174 


65 


7822 


AF130089 


Homo sapiens 


PRO2550 


107 


67 


7823 


AF 11 8086 


Homo sapiens 


PRO! 992 


143 


73 


7824 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


132 


63 


7825 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


142 


59 


7826 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


109 


42 


7827 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


128 


65 


7828 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


104 


58 


7829 


AF 132961 


Homo sapiens 


CGI-27 protein 


154 


49 


7830 


X70343 


Nicotiana 
sylvestris 


extensin 


105 


30 


7831 


AL160371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


100 


62 


7832 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


129 


51 


7833 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


99 


46 


7834 


G02469 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6550. 


74 


65 


7835 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


163 


55 


7836 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


72 


52 


7837 


AF090942 


Homo sapiens 


PRO0657 


126 


59 


7838 


Z33426 


Human 
respiratory 
syncytial virus 


glycoprotein 


110 


34 


7839 


D63480 


Homo sapiens 


The K1AAQ146 gene product is novel. 


158 


89 


7840 


W48352 


Homo sapiens 


Human breast cancer related protein 
BCFLT1 . 


88 


63 


7841 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


156 


60 


7842 


W90847 


Homo sapiens 


Human Ivmphocyte targeted peptide 
#15. 


145 


100 


7843 


G02532 - 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


127 . 


66 


7844 


M28016 


Homo sapiens 


cytochrome b 


214 


78 


7845 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


283 


82 


7846 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


94 


73 


7847 


D38112 


Homo sapiens 


cytochrome b 


525 


83 


7848 


L27428 


Homo sapiens 


reverse transcriptase 


210 


67 


7849 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


156 


96 


7850 


X92485 


Plasmodium 
vivax 


pval 


121 


54 


7851 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


147 


59 


7852 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


191 


93 
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SEQ1D 

INO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


7853 


W48808 


Homo sapiens 


Homo sapiens clone CGI 09 1 protein. 


72 


69 


7854 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


142 


76 


7855 


U43627 


Arabidopsis 
thaliana 


extensin 


124 


35 


7856 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


133 


95 


7857 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhal a. 


95 


57 


7858 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


157 


91 


7859 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


108 


45 


7860 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


159 


54 


7861 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


155 


63 


7862 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


265 


77 


7863 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


145 


56 


7864 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


222 


100 


7865 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


409 


87 


7866 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


112 


50 


7867 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


169 


74 


7868 


AL031004 


Arabidopsis 
thaliana 


RSZp22 splicing factor 


127 


35 


7869 


U83771 


Accipiter 
superciliosus 


cytochrome oxidase I 


168 


73 


7870 


U83771 


Accipiter 
superciliosus 


cytochrome oxidase 1 


186 


81 


7871 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


203 


56 


7872 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


130 


71 


7873 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


106 


44 


7874 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


138 


69 


7875 


AF 119855 


Homo sapiens 


PR01847 


174 


70 


7876 


AF2 10651 


Homo sapiens 


NAG 18 


164 


76 


7877 


Z93244 


Homo sapiens 


bKl 16F5.2 (PUTATIVE RhoGAP 
(CDC42 GTPAse Activating Protein) 
LIKE protein) 


111 


45 


7878 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


227 


79 


7879 


AK024455 


Homo sapiens 


FLJ00047 protein 


120 


68 


7880 


Y36156 


Homo sapiens 


Human secreted protein #28. 


85 


68 


7881 


AF 116661 


Homo sapiens 


PR01438 


138 


61 


7882 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


141 


55 


7883 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


111 


63 


7884 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


106 


64 


7885 


AK022821 


Homo sapiens 


unnamed protein product 


175 


72 


7886 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


117 


59 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Watfrmnn 

Score 


% 

Iripntit 
lUCJIill 

y 


78S7 


L27428 


Homo sapiens 


reverse transcriptase 


165 


63 


7888 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


139 


61 


7889 


MI 5530 


Homo sapiens 


B-celi growth factor 


132 


74 


7890 


Y01181 


Homo sapiens 


Polypeptide fragment encoded by gene 
12. 


81 


64 


7891 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


150 


61 


7892 


G01249 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5330. 


154 


73 


7893 


AF1 30089 


Homo sapiens 


PRO2550 


224 


61 


7894 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


127 


69 


7895 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


142 


62 


7896 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


50 


7897 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


108 


68 


7898 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #1 53. 


144 


65 


7899 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


105 


83 


7900 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


104 


57 


7901 


X03717 


Homo sapiens 


pot. unidentified reading frame 


105 


46 


7902 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


94 


67 


7903 


X61046 


Hydra sp. 


mini-collagen 


107 


46 


7904 


AF 124726 


Homo sapiens 


acinusL 


111 


44 


7905 


U77049 


Ovis aries 


bactinecin 1 1 


116 


38 


7906 


AF 11 8086 


Homo sapiens 


PRO 1992 


130 


73 


7907 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


321 


48 


7908 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


124 


83 


7909 


AC004450 


Arabidopsis 
thaliana 


putative extensin 


167 


34 


7910 


AF 130079 


Homo sapiens 


PR02852 


110 


42 


7911 


AF090942 


Homo sapiens 


PRO0657 


344 


66 


7912 


AF090931 


Homo sapiens 


PRO0483 


96 


80 


7913 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


128 


46 


7914 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


87 


68 


7915 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


105 


75 


7916 


X92485 


Plasmodium 
vivax 


pval 


102 


67 


7917 


AF090942 


Homo sapiens 


PRO0657 


126 


76 


7918 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


108 


47 


7939 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


156 


63 


7920 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


138 


61 


7921 


L26251 


Trypanosoma 
brucei 


CR5 


95 


37 


7922 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


176 


73 



341 



WO 01/64835 PCTAJS01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Score 


% 

Identit 

y 


7923 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


374 


61 


7924 


L27428 


Homo sapiens 


reverse transcriptase 


121 


33 


7925 


Y36I56 


Homo sapiens 


Human secreted protein #28. 


137 


67 


7926 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


119 


73 


7927 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


138 


65 


7928 


Y02693 . 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


138 


60 


7929 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


166 


61 


7930 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit 111 


144 


87 


7931 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


176 


53 


7932 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


179 


60 


7933 


V00662 


Homo sapiens 


URF 3 (NADH dehydrogenase subunit) 


279 


92 


7934 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


132 


63 


7935 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


101 


64 


7936 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


159 


55 


7937 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


320 


80 


7938 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


159 


71 


7939 


AF 144054 


Homo sapiens 


apoptosis related protein APR-4 


127 


65 


7940 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


314 


73 


7941 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


121 


57 ' 


7942 


AB040936 


Homo sapiens 


KIAA1503 protein 


149 


71 


7943 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


107 


83 


7944 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


74 


60 


7945 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


68 


35 


7946 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


126 


50 


7947 


AP000735 


Arabidopsis 
thaliana 


extensin protein-like 


214 


40 


7948 


AF161356 


Homo sapiens 


HSPC093 


134 


75 


7949 


AF090942 


Homo sapiens 


PRO0657 


110 


48 


7950 


AJ249395 


Giobodera 
pallida 


cytochrome b 


117 


36 


7951 


AF1 16661 


Homo sapiens 


PR01438 


135 


49 


7952 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


189 


92 


7953 


M15530 


Homo sapiens 


B-cell growth factor 


143 


65 


7954 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


137 


68 


7955 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


130 


62 


7956 


AF130089 


Homo sapiens 


PRO2550 


153 


62 


7957 


AL 1 60371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


99 


48 


7958 


AF161356 


Homo sapiens 


HSPC093 


154 


56 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


7959 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


131 


57 


7960 


X92485 


Plasmodium 
vivax 


pval 


107 


53 


7961 


AF2 10651 


Homo sapiens 


NAG 18 


113 


77 


7962 


AF130051 


Homo sapiens 


PRO0898 


84 


71 


7963 


R59842 


Homo sapiens 


ApoE4Ll protease. 


116 


68 


7964 


AF090931 


Homo sapiens 


PRO0483 


129 


56 


7965 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
IDNO:1051. 


151 


51 


7966 


R95913 


Homo sapiens 


Neural thread protein. 


110 


40 


7967 


Y86248 


Homo sapiens 


Human secreted protein UCWF6S, 
SEQ IDNO:163. 


180 


50 


7968 


AF090894 


Homo sapiens 


PRO0113 


104 


58 


7969 


Y2I040 


Homo sapiens 


Human glial fibrillary acidic protein 
GFAP mutant fragment 49. 


285 


100 


7970 


AK001452 


Homo sapiens 


unnamed protein product 


346 


56 


7971 


V00672 


Pan troglodytes 


reading frame protein 4 


134 


90 


7972 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


165 


48 


7973 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


104 


84 


7974 


AF1 16661 


Homo sapiens 


PR01438 


140 


62 


7975 


AF119882 


Homo sapiens 


PR02492 


112 


48 


7976 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


80 


65 


7977 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


124 


89 


7978 


Ml 1901 


Rattus 
norvegicus 


proline-rich salivary protein 


125 


36 


7979 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


149 


68 


7980 


U49973 


Homo sapiens 


ORFl ; MER37; putative transposase 
similar to pogo element 


289 


84 


7981 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


135 


59 


7982 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


109 


69 


7983 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


149 


73 


7984 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


128 


72 


7985 


R59842 


Homo sapiens 


ApoE4Ll protease. 


130 


82 


7986 


AF090895 


Homo sapiens 


PRO0117 


83 


58 


7987 


X07881 


Homo sapiens 


proline-rich protein Gl 


131 


4] 


7988 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


123 


53 


7989 


AF090894 


Homo sapiens 


PRO0113 


104 


61 


1990 


Z93244 


Homo sapiens 


bKI 16F5.2 (PUTATIVE RhoGAP 
(CDC42 GTPAse Activating Protein) 
LIKE protein) 


J00 


61 


7991 


AK024455 


Homo sapiens 


FLJ00047 protein 


131 


56 


7992 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


136 


61 


7993 


AF2 10651 


Homo sapiens 


NAG 1 8 


133 


61 


7994 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 7. 


92 


42 


7995 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


171 


82 


7996 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


113 


54 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


7997 


AF090928 


Homo sapiens 


PRO0470 


86 


76 


7998 


AJ251579 


Arabidopsis 
thaliana 


cef protein 


113 


37 


7999 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


119 


60 


8000 


R95913 


Homo sapiens 


Neural thread protein. 


105 


70 


8001 


AF229067 


Homo sapiens 


PADI-H protein 


118 


61 


8002 


W83609 


Homo sapiens 


Secreted protein encoded by gene 76 
clone HKDCL73. 


83 


65 


8003 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


85 


61 


8004 


S79410 


Mus musculus 


nucJear localization signal binding 
protein 


123 


43 


8005 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


93 


68 


8006 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


147 


64 


8007 


AF016099 


Mus musculus 


endonuclease/reverse transcriptase 


147 


38 


8008 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


72 


8009 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


123 


71 


8010 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


92 


54 


8011 


G00589 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4670. 


152 


59 


8012 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


123 


66 


8013 


AF161356 


Homo sapiens 


HSPC093 


185 


64 


8014 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


107 


54 


8015 


G00413 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4494. 


71 


65 


8016 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


139 


66 


8017 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


94 


77 


8018 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


108 


46 


8019 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


178 


61 


8020 


G03639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7720. 


85 


65 


8021 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


108 


51 


8022 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


202 


77 


8023 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


195 


68 


8024 


G03786 


Homo sapiens 


Human secreted protein, SEQ. ID NO: 
7867. 


158 


53 


8025 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


133 


58 


8026 


X92485 


Plasmodium 
vivax 


pval 


128 


56 


8027 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


135 


61 


8028 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


105 


66 


8029 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 7. 


126 


59 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

\dentit 

y 


8030 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


117 


40 


8031 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


126 


72 


8032 


G04072 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
8153. 


125 


41 


8033 


Y40039 


Homo sapiens 


Peptide sequence derived from a 
human secreted protein. 


113 


69 


8034 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


102 


66 


8035 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 
SEQ ID NO: 163. 


221 


95 


8036 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


106 


36 


8037 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


113 


55 


8038 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ8L 


108 


64 


8039 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


110 


68 


8040 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


169 


86 


8041 


Y73966 


. Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


170 


56 


8042 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


95 


58 


8043 


AK024455 


Homo sapiens 


FLJ00047 protein 


152 


68 


8044 


AF220264 


Homo sapiens 


MOST-1 


83 


68 


8045 


AK024455 


Homo sapiens 


FLJ00047 protein 


131 


55 


8046 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


181 


78 


8047 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


147 


61 


8048 


W03642 


Homo sapiens 


Human cannabinoid GPR N -terminal 
sequence. 


102 


43 


8049 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


117 


59 


8050 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


154 


56 


8051 


D00570 


Mus musculus 


open reading frame (196 AA) 


127 


59 


8052 


AF040964 


Homo sapiens 


unknown protein IT1 


143 


50 


8053 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


168 


83 


8054 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


108 


70 


8055 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


134 


62 


8056 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


112 


65 


8057 


AF090895 


Homo sapiens 


PRO0117 


110 


77 


8058 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


124 


90 


8059 


AF 118082 


Homo sapiens 


PRO 1902 


117 


50 


8060 


AK022217 


Homo sapiens 


unnamed protein product 


145 


53 


8061 


AF3 30089 


Homo sapiens 


PRO2550 


160 


76 


8062 


AF1 19851 


Homo sapiens 4 


PRO 1722 


177 


54 


8063 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


362 


73 


8064 


D3SI 12 


Homo sapiens 


1<JADH dehydrogenase subunit 3 


426 


85 


8065 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


344 


90 


8066 


AF068294 


Homo sapiens 


HDCMB45P 


146 


60 


8067 


V00662 


Homo sapiens 


URF 3 (NADH dehydrogenase subunit) 


461 


87 


8068 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


504 


90 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

\ V *lt + W rV» *-k r-k 

▼T uicrtQQ n 
Score 


% 

Identic 
y 


8069- 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


97 


40 


8070 


R59842 


Homo sapiens 


ApoE4Ll protease. 


147 


47 


8071 


AF1 19851 


Homo sapiens 


PRO 1722 


139 


59 


8072 


X92485 


Plasmodium 
vivax 


pval 


183 


45 


8073 


AF116712 


Homo sapiens 


PR02738 


95 


52 


8074 


AF2 13465 


Homo sapiens 


dual oxidase 


184 


80 


8075 


AF090895 


Homo sapiens 


PRO0117 


153 


57 


8076 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


162 


73 


8077 


T85403_cdl 


Homo sapiens 


19-APR-1993 Human cadherin-1 3 
coding sequence. 


284 


98 


8078 


Y64890 , 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
1DNO.1051. 


99 


63 


8079 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


162 


73 


8080 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


142 


52 


8081 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


130 


37 


8082 


X05285 


Drosophila 
melanogaster 


fibrillarin 


100 


34 


8083 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


142 


65 


8084 


G02216 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6297. 


380 


82 


8085 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


146 


64 


S0S6 


X92485 


Plasmodium 
vivax 


pval 


138 


64 


8087 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


117 


82 


8088 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


180 


79 


8089 


U27143 


Homo sapiens 


protein kinase C inhibitor-I 


119 


41 


8090 


AF1 19851 


Homo sapiens 


PRO 1722 


85 


47 


8091 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


112 


73 


8092 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


133 


64 


8093 


AF119854 


Homo sapiens 


PR01843 


522 


100 


8094 


X92485 


Plasmodium 
vivax 


pval 


115 


82 


8095 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


598 


86 


8096 


AF097473 


Mus musculus 


ORFl 


109 


46 


8097 


AF097473 


Mus musculus 


ORF1 


109 


46 


8098 


Y17833 


Human 
endogenous 
retrovirus K 


pol protein 


281 


73 


8099 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


156 


69 


8100 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


126 


42 


8101 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


126 


65 


8102 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


]45 


70 


8103 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


163 


71 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


8104 


AF 130089 


Homo sapiens 


PRO2550 


130 


42 


8105 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


116 


57 


8106 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


132 


61 


8107 


AF090942 


Homo sapiens 


PRO0657 


123 


41 


8108 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


134 


38 


8109 


AL1 60371 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


101 


77 


8110 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


340 


90 


8111 


AF130089 j 


Homo sapiens 


PRO2550 


123 


86 


8112 


AP000616 


Oryza sativa 


similar to RFNG-H2 finger protein 
RHAla(AF078683) 


122 


90 


8113 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


182 


47 


8114 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


101 


77 


8115 


G00452 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4533. 


72 


50 


8116 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


459 


88 


8117 


L17318 


Rattus 
norvegicus 


proline-rich proteoglycan 


110 


45 


8118 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


125 


62 


8119 


G03639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7720. 


106 


78 


8120 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


106 


84 


8121 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


110 


45 


8122 


D86854 


Catharanthus 
roseus 


extensin 


142 


35 


8123 


X92485 


Plasmodium 
vivax 


pval 


144 


53 


8124 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


138 


59 


8125 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


163 


67 


8126 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


145 


62 


8127 


X07881 


Homo sapiens 


proline-rich protein Gl 


142 


37 


8128 


X70343 


Nicotiana 
sylvestris 


extensin 


102 


29 


8129 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


113 


48 


8130 


AF090895 


Homo sapiens 


J>RO01J7 


150 


71 


8131 


D00570 


Mus musculus 


open reading frame (251 A A) 


130 


41 


8132 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


106 


61 


8133 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


128 


61 


8134 


AF130079 


Homo sapiens 


PR02852 


181 


77 


8135 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


109 


58 


8136 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


98 


64 


8137 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


112 


43 


8138 


AF 119900 


Homo sapiens 


PR02822 


113 


57 


8139 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


427 


86 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

V 


8140 


AF004341 


Homo sapiens 


cytochrome c oxidase subunit III 


155 


88 


8141 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


163 


58 


8142 


D70836 


Homo sapiens 


Zinc-Finger protein 


156 


47 


8143 


AC002291 


Arabidopsis 
thaliana 


extensin 


153 


37 


8144 


X556S3 


Lycopersicon 
esculentum 


extensin (class 1) 


85 


34 


8145 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


100 


76 


8146 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


108 


63 


8147 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


110 


79 


8148 


M22332 


Homo sapiens 


unknown protein 


156 


40 


8149 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogaster homeotic 
protein BarH2 (P1R:A41726) 


92 


76 


8150 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


131 


66 


8151 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


441 


76 


8352 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


155 


67 


8153 


AF130089 


Homo sapiens 


PRO2550 


129 


42 


8154 


AF 1 30089 


Homo sapiens 


PRO2550 


173 


50 


8155 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


140 


64 


8156 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


171 


82 


8157 


L27428 


Homo sapiens 


reverse transcriptase 


181 


50 


8158 


U11271 


Homo sapiens 


thromboxane A2 receptor 


138 


73 


8159 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


145 


53 


8160 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


139 


58 


8161 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


155 


59 


8162 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


141 


64 


8163 


AF161361 


Homo sapiens 


HSPC098 


89 


66 


8164 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


117 


58 


8165 


AF 130089 


Homo sapiens 


PRO2550 


121 


63 


8166 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


148 


85 


8167 


X92485 


Plasmodium 
vivax 


pval 


97 


56 


8168 


X92485 


Plasmodium 
vivax 


pval 


115 


57 


8169 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


124 


61 


8170 


AF010U4 


Homo sapiens 


neuronal thread protein AD7c-NTP 


123 


60 


8171 


X92485 


Plasmodium 
vivax 


pval 


305 


44 


8172 


Y19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


75 


64 


8173 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


106 


65 


8174 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


108 


44 
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SEQIJ> 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


Identit 

y 


8175 


Y36203 


Homo sapiens 


Human secreted protein #75. 


150 


51 


8176 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


114 


41 


8177 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


135 


68 


8178 


AF090928 


Homo sapiens 


PRO0470 


119 


72 


8179 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ Wl 8. 


141 


75 


8180 


AF220264 


Homo sapiens 


MOST-1 


94 


61 


8181 


AF1 19851 


Homo sapiens 


PR01722 


143 


73 


8182 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


134 


64 


8183 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


143 


59 


8184 


X92485 


Plasmodium 
vivax 


pval 


127 


72 


8185 


X92485 


Plasmodium 
vivax 


pval 


130 


65 


8186 


AF1 19851 


Homo sapiens 


PRO 1722 


285 


64 


8187 


AF090942 


Homo sapiens 


PRO0657 


137 


38 


8188 


AF090931 


Homo sapiens 


PRO0483 


154 


66 


8189 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


148 


43 


8190 


U49973 


Homo sapiens 


ORF1; MER37; putative fransposase 
similar to pogo element 


268 


79 


8191 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


110 


43 


8192 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ WIS. 


129 


78 


8193 


AF113685 


Homo sapiens 


PRO0974 


86 


52 


8194 


Y36203 


Homo sapiens 


Human secreted protein #75. 


132 


61 


8195 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


225 


77 


8196 


S80119 


Rattus sp. 


reverse transcriptase homolog 


105 


40 


8197 


X86031 


Sus scrofa 


homologue of proline/arginine-rich 
antibacterial protein 


124 


39 


8198 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


121 


60 


8199 • 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


91 


68 


8200 


Y36203 


Homo sapiens 


Human secreted protein #75. 


131 


56 


8201 


Y36203 


Homo sapiens 


Human secreted protein #75. 


136 


44 


8202 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


166 


48 


8203 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


125 


50 


8204 


Y36203 


Homo sapiens 


Human secreted protein #75. 


127 


58 


8205 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


139 


61 


8206 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


190 


92 


8207 


AF090931 


Homo sapiens 


PRO0483 


160 


87 


8208 


AF126163 


Homo sapiens 


HHLA3 protein 


107 


67 


8209 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


93 


41 


8210 


Y36156 


Homo sapiens 


Human secreted protein #28. 


100 


62 


8211 


AF161356 


Homo sapiens 


HSPC093 


73 


60 


8212 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


107 


34 


8213 


AB046048 


Macaca 


unnamed portein product 


146 


61 



349 



WO 01/64835 PCT/US01/04927 



CFA in 

NO: 


A i%i*acri Art AJ j»* 

Accession 1NO. 


Species 


Description 


OUM Ul- 

Waterroan 
Score 


0/ 

Identit 

y 






fascicu laris 








8214 


AF130079 


Homo sapiens 


PR02852 


J2I 


59 


8215 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


109 


50 


8216 


AF090930 


Homo sapiens 


PRO0478 


153 


79 


8217 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


105 


60 


8218 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


135 


56 


82)9 


M11901 


Rarrus 
norvegicus 


proline-rich salivary protein 


102 


42 


8220 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


95 


32 


8221 


X52235 


Homo sapiens 


ORFII 


174 


39 


8222 


AF130089 


Homo sapiens 


PRO2550 


159 


67 


8223 


AF068294 


Homo sapiens 


HDCMB45P 


161 


58 


8224 


M62387 


Oryctolagus 
cuniculus 


ubiquitin conjugating-protein 


219 


90 


8225 


AF1 13685 


Homo sapiens 


PRO0974 


136 


65 


8226 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


430 


85 


8227 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


115 


58 


8228 


Y36156 


Homo sapiens 


Human secreted protein #28. 


117 


50 


8229 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


130 


44 


8230 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


145 


50 


8231 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


105 


46 


8232 


S62928 


Homo sapiens 


PRB1M protein precursor 


113 


37 


8233 


AB047600 


Macaca 
fascicularis 


hypothetical protein 


142 


62 


8234 


G02872 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6953. 


104 


48 


8235 


U I 2695 


Pan paniscus 


cytochrome oxidase subunit II 


259 


84 


8236 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


116 


61 


8237 


AF116661 


Homo sapiens 


PR01438 


135 


56 


8238 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


107 


53 


8239 


U93572 


Homo sapiens 


p40 


168 


49 


8240 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJWI8. 


100 


72 


8241 


Z70292 


Homo sapiens 


chemokine CC-1 


231 


83 


8242 


AL160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


119 


82 


8243 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


97 


83 


8244 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


114 


78 


8245 


G00338 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4419. 


81 


65 


8246 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


74 


60 


8247 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


115 


58 


8248 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


127 


58 


8249 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


107 


84 


8250 


AF1 18082 


Homo sapiens 


PRO 1902 


136 


50 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


8251 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


196 


59 


8252 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


106 


81 


8253 


AF1 30089 


Homo sapiens 


PRO2550 


143 


53 


8254 


AX024455 


Homo sapiens 


FLJ00047 protein 


151 


68 


8255 


AK022821 


Homo sapiens 


unnamed protein product 


140 


68 


8256 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


143 


53 


8257 


M24509 


Mus muscuJus 


ferritin heavy chain 


347 


69 


8258 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


142 


57 


8259 


U93570 


Homo sapiens 


p40 


254 


57 


8260 


AF218028 


Homo sapiens 


unknown 


129 


71 


8261 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


77 


68 


8262 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


604 


90 


8263 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


132 


60 


8264 


AL139298 


Streptomyces 
coelicolor A3(2) 


putative membrane protein 


92 


34 


8265 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


138 


70 


8266 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


100 


64 


8267 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


113 


38 


8268 


X92485 


Plasmodium 
vivax 


pval 


102 


63 


8269 


X61048 


Hydra sp. 


mini-collagen 


no 


46 


8270 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


88 


82 


8271 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


121 


75 


8272 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


107 


48 


8273 


AF090944 


Homo sapiens 


PRO0663 


122 


42 


8274 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


81 


85 


8275 


G0379O 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


140 


54 


8276 


AF1 30089 


Homo sapiens 


PRO2550 


275 


56 


8277 


L27428 


Homo sapiens 


reverse transcriptase 


105 


27 


8278 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


112 


54 


8279 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


159 


73 


8280 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


109 


71 


8281 


AF 1 04921 


Homo sapiens 


succinyl-CoA synthetase alpha subunit 


188 


42 


8282 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


117 


39 


8283 


X55683 


Lycopersicon 
esculentum 


extensin (class I) 


96 


36 


8284 


AF225910 


Mus musculus 


DAZ-associated protein 1 


117 


33 


8285 


AF 130089 


Homo sapiens 


PRO2550 


347 


75 


8286 


AB046100 


Macaca 
fascicularis 


unnamed protein product 


140 


45 


8287 


X55684 


Lycopersicon 


extensin (class I) 


67 


45 
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SEQ ID 

NO: 


/Al-LCoolUIl 111). 


Species 


LFULI IJJIILMJ 


Smith- 
Waterman 
Score 


/« 

Identit 

y 






esculentum 








8288 


AF029670 


Homo sapiens 


Rad5 1 C truncated protein 


186 


69 


8289 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


149 


50 


8290 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


119 


67 


8291 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


152 


50 


8292 


D89999 


Gallus gallus 


muscle derived protein 


1134 j 


66 


8293 


LI 1566 


Homo sapiens 


ribosomal protein LI 8 


335 


69 


8294 


W61170 


Homo sapiens 


Partial polypeptide sequence from 
CP 140 partial cDNA. 


441 


95 


8295 


S62077 


Homo sapiens 


HPlHs alpha=25 kda chromosomal 
autoantigen 


175 


94 


8296 


AF119882 


Homo sapiens 


PR02492 


125 


48 


8297 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


156 


54 


8298 


AK025116 


Homo sapiens 


unnamed protein product 


259 


82 


8300 


X92485 


Plasmodium 
vivax 


pval 


162 


47 


8301 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


157 


76 


8302 


AF092176 


Homo sapiens 


MHC class 11 antigen 


280 


'84 


8303 


AF 1 18082 


Homo sapiens 


PRO1902 


174 


52 


8304 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


105 


50 


8305 


AK023563 


Homo sapiens 


unnamed protein product 


244 


60 


8306 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


136 


66 


8307 


U15647 


Mus musculus 


reverse transcriptase 


107 


38 


8308 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


110 


40 


8309 


AB005540 


Rattus rattus 


PCTAIRE2 


166 


59 


8310 


M37679 


Mus musculus 


Ig heavy chain precursor 


95 


64 


831] 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


137 


82 


8312 


W29643 


Homo sapiens 


Human secreted protein CW383 1 . 


312 


100 


8313 


AF113685 


Homo sapiens 


PRO0974 


116 


39 


8314 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40 3, 


128 


69 


8315 


Z28407 


Homo sapiens 


ribosomal protein L8 


497 


78 


8316 


AE003536 


Drosophila 
melanogaster 


CG6451 gene product 


237 


51 


8317 


M19419 


Mus musculus 


proline-rich salivary protein 


115 


39 


8318 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


92 


53 


8319 


Y29862 


Homo sapiens 


Human secreted protein clone 
du515 21. 


399 


81 


8320 


Z34278 


Homo sapiens 


mucin 


103 


25 


8321 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


142 


91 


8322 


Y 19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


82 


62 


8323 


Z46791 


Caenorhabditis 
elegans 


contains similarity to Pfam domain: 
PF01391 (Collagen triple helix repeat 
(20 copies)), Score=67.1, E- 
value=1.2e-16,N=3; PF01484 
(Nematode cuticle collagen N-terminal 
domain), Score=82.0, E-value=3.9e-21, 
N=l 


122 


37 


8324 


AF021232 


Homo sapiens 


TRAIL-R4-A 


113 


100 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith* 

Waterman 

Score 


% 

Identit 

y 


8325 


AB0460S5 


Macaca 
fascicularis 


unnamed protein product 


292 


75 


8326 


AF 113944 


Muntiacus 
muntjak 


prion protein 


96 


39 


8327 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


125 


63 


8328 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


123 


62 


8329 


AJ005897 


Homo sapiens 


JM5 


275 


73 


8330 


AF 119900 


Homo sapiens 


PR02822 


138 


76 


8331 


AF1 63573 


Homo sapiens 


CARKL 


359 


84 


8332 


AFO 10144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


103 


37 


8333 


AF026246 


Homo sapiens 


HERV-E integrase 


354 


78 


8334 


J03756 


Homo sapiens 


hGH-V2 


362 


82 


8335 


AB001517 


Homo sapiens 


KNP-1 alpha protein 


126 


76 


8336 


X97490 


Mus musculus 


PNG protein 


469 


98 


8337 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


159 


74 


8338 


Vl8354_cdl 


Homo sapiens 


17-NOV-1992 Human R20 seven 
transmembrane (7TM) receptor 
genomic DNA. 


379 


92 


8339 


V18354_cdl 


Homo sapiens 


17-NOV-1992 Human R20 seven 
transmembrane (7TM) receptor 
genomic DNA. 


402 


93 


8340 


Z11502 


Homo sapiens 


intestine-specific annexin 


385 


89 


8341 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


110 


54 


S342 


AC0031J3 


Arabidopsis 
thaliana 


F240I.6 


68 


50 


8343 


X12517 


Homo sapiens 


C protein (AA 1-159) 


321 


82 


8344 


D86549 


Homo sapiens 


p97 homologous protein 


279 


96 


8345 


Y73384 


Homo sapiens 


HTRJVf clone 2284580 protein 
sequence. 


1513 


100 


8346 


AP001745 


Homo sapiens 


human cDNA DKFZp586F0422, 
Accession No. AL050173 


118 


40 


8347 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


121 


49 


8348 


AF091090 


Homo sapiens 


unknown 


125 


44 


8349 


AF I 06542 


Homo sapiens 


pregnancy-specific beta-1 glycoprotein 
1 


145 


100 


8350 


AF090942 


Homo sapiens 


PRO0657 


252 


65 


8351 


L23116 


Homo sapiens 


galctocerebrosidase 


185 


85 


8352 


AJ243803 


Streptomyces 
coelicolor A3(2) 


hypothetical protein 


97 


36 


8353 


Y11339 


Homo sapiens 


GalNAc alpha-2,6-sialyltransferase I 


306 


100 


8354 


U09477 


Homo sapiens 


p53-binding protein 


388 


100 


8355 


L27584 


Homo sapiens 


Ca channel B3 subunit 


197 


100 


8356 


AF071569 


Homo sapiens 


multifunctional calcium/calmodulin- 
dependent protein kinase II delta2 
isoform 


574 


100 


8357 


W54282 


Homo sapiens 


Protein sequence of the di-alpha 
haemoglobin gene contained in pSSI. 


321 


81 


8358 


Y12916 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


759 


100 


8359 


AF038961 


Homo sapiens 


SL 15 protein 


166 


100 


8360 


W75093 


Homo sapiens 


Human secreted protein encoded by 
gene 37 clone HFVGS85. 


328 


90 


8361 


R95326 


Homo sapiens 


Tumor necrosis factor receptor 1 death 
domain ligand (clone 2DD). 


386 


97 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


8362 


AF026954 


Bos taurus 


pyruvate dehydrogenase phosphatase 
regulatory subunit precursor; PDPr 


269 


88 


8363 


X07855 


Homo sapiens 


G-Protein 


289 


98 


8364 


AL1 10247 


Homo sapiens 


hypothetical protein 


265 


97 


8365 


AB046774 


Homo sapiens 


KIAA1554 protein 


3619 


99 


8366 


M10050 


Homo sapiens 


fatty acid binding protein 


97 


100 


8367 


M20882 


Homo sapiens 


pregnancy-specific beta-glycoprotein e 


1097 


99 


8368 


AB051901 


Homo sapiens 


VDUP1 


662 


98 


8369 


U72678 


Mus musculus 


EF-9 


176 


65 


8370 


AL1 17237 


Homo sapiens 


hypothetical protein 


478 


60 


8371 


M10617 


Homo sapiens 


L-FABP 


104 


84 


8372 


AJ249980 


Homo sapiens 


hypothetical protein 


1527 


97 


8373 


AF003136 


Caenorhabditis 
elegans 


contains weak similarity to an AMP- 
binding motif 


242 


55 


8374 


X91638 


Gallus gallus 


BRM protein 


225 


90 


8375 


W75093 


Homo sapiens 


Human secreted protein encoded by 
gene 37 clone HFVGS85. 


369 


100 


8376 


Z36714 


Homo sapiens 


cyclin F 


519 


95 


8377 


X86401 


Homo sapiens 


L-arginine: glycine amidinotransferase 


200 


97 


8378 


M12413 


Homo sapiens 


apolipoprotein B100 


1278 


99 


8379 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


159 


66 


8380 


AF151860 


Homo sapiens 


CGI- 102 protein 


202 


77 


8381 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


255 


92 


8382 


AF017807 


Homo sapiens 


Arp2/3 complex 16kDa subunit 


418 


87 


8383 


U28727 


Homo sapiens 


pregnancy-associated plasma protein-A 
preproform 


196 


97 


8384 


G03800 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7881. 


128 


85 


8385 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


203 


69 


8386 


AF090931 


Homo sapiens 


PRO0483 


145 


77 


8387 


S63758 


Mus sp. 


metal lothionein-I gene transcription 
activator 


324 


98 


8388 


W89030 


Homo sapiens 


Polypeptide fragment encoded by gene 
165. 


174 


66 


8389 


G00500 


Homo sapiens 


Human secreted protein. SEQ ID NO:. 
4581. 


93 


70 


8390 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


157 


46 


8391 


V29245_cdl 


Homo sapiens 


15-NOV-1996 Nucleotide sequence of 
the human selenium-binding protein. 


421 


82 


8392 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


184 


77 


8393 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


99 


77 


8394 


AK023563 


Homo sapiens 


unnamed protein product 


285 


75 


8395 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


161 


75 


8396 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


121 


61 


8397 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


108 


70 


8398 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


150 


57 


8399 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


108 


63 


8400 


W88607 


Homo sapiens 


Secreted protein encoded by gene 74 
clone HHSEG23. 


146 


. 55 



354 



WO 01/64835 PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


8401 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


90 


69 


8402 


AF1 19851 


Homo sapiens 


PR01722 


133 


65 


8403 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


67 


76 


8404 


L06498 


Homo sapiens 


ribosomal protein S20 


170 


94 


8405 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


137 


58 


8406 


AF1 18086 


Homo sapiens 


PRO 1992 


142 


80 


8407 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


153 


81 


8408 


AF090919 


Homo sapiens 


PRO0327 


96 


74 


8409 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


127 


62 


8410 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:163. 


150 


100 


8411 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


103 


75 


8412 


AF1 16715 


Homo sapiens 


PR02829 


158 


76 


8413 


AF229067 


Homo sapiens 


PADI-H protein 


137 


56 


8414 


G03793 


Homo sapiens 


, Hum an secreted protein, SEQ ID NO: 
7874. 


131 


77 


8415 


AF068294 


Homo sapiens 


HDCMB45P 


132 


54 


8416 


W34499 


Homo sapiens 


Obesity receptor C protein. 


251 


77 


8417 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


272 


57 


8418 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


113 


54 


8419 


AK025047 


Homo sapiens 


unnamed protein product 


128 


58 


8420 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


130 


46 


8421 


AL 132841 


Caenorhabditis 
elegans 


Y15E3A.3 


135 


56 


8422 


AF1 30051 


Homo sapiens 


PRO0898 


164 


72 


8423 


G00092 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4173. 


161 


96 


8424 


A?000616 . 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


108 


J 00 


8425 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


134 


75 


8426 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


91 


48 


8427 


AF 194641 


Homo sapiens 


immunoglobulin lambda light chain 
variable region 


174 


69 


8428 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


146 


68 


8429 


M64322 


Homo sapiens 


protein tyrosine phosphatase 


201 


100 


8430 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF07S683) 


135 


55 


8431 


AF090931 


Homo sapiens 


PRO0483 


158 


87 


8432 


J04495 


Macaca mulatta 


alpha-globin 


150 


100 


8433 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


150 


78 


8434 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


137 


48 


8435 


AJ272324 


Homo sapiens 


adaptor molecule- 1 


333 


100 


8436 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


91 


48 


8437 


Ml 8085 


Homo sapiens 


glycoprotein lib 


154 


100 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Jdentit 

y 


8438 


X92485 


Plasmodium 
vivax 


pval 


138 


64 


8439 


G03136 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7217. 


126 


56 


8440 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


105 


72 


8441 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


122 


55 


8442 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


139 


69 


8443 


Y36203 


Homo sapiens 


Human secreted protein #75. 


103 


70 


8444 


AB034633 


Mus musculus 


deubiquitinating enzyme 


129 


100 


8445 


U01849 


Trypanosoma 
brucei 


ORF2 


95 


41 


S446 


J05497 


Rattus 
norvegicus 


snRNP-associated polypeptide N 


115 


37 


8447 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


137 


50 


8448 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


222 


100 


8449 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


168 


94 


8450 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID ^0:163, 


152 


63 


8451 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


162 


91 


8452 


W78226 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 . 


804 


97 


8453 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


109 


100 


8454 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


138 


88 


8455 


AF099505 


Homo sapiens 


colon carcinoma related protein 


100 


63 


8456 


AF217511 


Homo sapiens 


uncharacterized bone marrow protein 
BM034 


130 


96 


8457 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQLDNO:163. 


155 


70 


S45S 


LI 7007 


Didelphis 
marsupial is 


protamine 1 


101 


80 


8459 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


145 


62 


8460 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


121 


75 


S461 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


110 


81 


8462 


AF016371 


Homo sapiens 


U-snRNP-associated cyclophilin 


108 


70 


8463 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


80 


93 


8464 


AF130089 


Homo sapiens 


PRO2550 


190 


65 


8465 


AF197913 


Helicoverpa 
armigera nuclear 
polyhedrosis 
virus 


basic DNA-binding protein BDBP 


159 


55 


8466 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


183 


70 


8467 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. | 


97 


60 


8468 . 


AF 11 8082 


Homo sapiens 


PRO1902 


72 


42 


8469 


AF217449 


Schistosoma 
mekongi 


NADH dehydrogenase subunit 6 


307 


40 


8470 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


88 


75 
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% 
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7339. 






8471 


AF090931 


Homo sapiens 


PRO0483 


161 


79 


8472 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


127 


56 


8473 


G03714 


Homo sapiens ^ 


Human secreted protein. SEQ ID NO: 
7795. 


137 


50 


8474 


AF022789 


Homo sapiens 


ubiquitin hydroiyzing enzyme 1 


140 


100 


8475 


X03145 


Homo sapiens 


pot. ORF VI 


349 


81 


8476 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


65 


8477 


R59842 


Homo sapiens 


ApoE4Ll protease. 


115 


69 


8478 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


112 


56 


8479 


KOI 664 


Drosophila 
melanogaster 


Bkm-Iike protein 


140 


44 


8480 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


95 


70 


8481 


AF090931 


Homo sapiens 


PRO0483 


111 


67 


8482. 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


122 


92 


8483 


M69297 


Homo sapiens 


ORF 3 


102 


39 


8484 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


148 


72 


8485 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


136 


65 


8486 


AF032906 


Homo sapiens 


cathepsin Z precursor; CTSZ 


299 


100 


8487 


X15917 


Paramecium 
aurelia 


ND2 protein (AA 1-193) (unusual start 
codon) 


94 


35 


8488 


U93574 


Homo sapiens 


putative pi 50 


109 


35 


8489 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


142 


72 


8490 


X92485 


Plasmodium 
vivax 


pval 


120 


85 


8491 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


109 


42 


8492 


Ml 5530 


Homo sapiens 


B-cell growth factor 


126 


64 | 


8493 


AF090895 


Homo sapiens 


PRO0117 


123 


60 


8494 


G02403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6484. 


166 


100 


8495 


AF1 16661 


Homo sapiens 


PR01438 


126 


63 


8496 


AF130089 


Homo sapiens 


PRO2550 


298 


70 


8497 


AF090895 


Homo sapiens 


PRO0117 


113 


75 


8498 


AF090930 


Homo sapiens 


PRO0478 


142 


68 


8499 


AF126163 


Homo sapiens 


HHLA3 protein 


139 


72 


8500 


G02360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6441. 


109 


75 


8501 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


98 


48 


8502 


AL359782 


Trypanosoma 
brucei 


possible (hh v-6) u 1 1 02, variant a dna, 
complete virion genome. j 


132 


63 


8503 


AF119851 


Homo sapiens 


PR01722 


107 


53 


8504 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


158 


67 


8505 


AF090931 


Homo sapiens 


PRO0483 


128 


50 


8506 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


126 


56 


8507 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


154 


82 


8508 


X92485 


Plasmodium 


pval 


83 


70 
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Species 
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Smith- 

Waterman 
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% 

Idenfit 

y 






' vivax 








8509 


AL390UA 


Leishmania 
major 


extremely cysteine/valine rich protein 


144 


50 


8510 


AL1 60493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


124 


86 


8511 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


141 


51 


8512 


AF229067 


Homo sapiens 


PADI-H protein 


155 


76 


8513 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


170 


68 


8534 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


157 


66 


8515 


AF090930 


Homo sapiens 


PRO0478 


88 


80 


8516 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


134 


59 


8517 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


102 


92 


8518 


M31145 


Homo sapiens 


insulin-like growth factor binding 
protein precursor 


460 


96 


8519 


M18193 


Homo sapiens 


inter-alpha-trypsin inhibitor heavy 
chain old gene name '\TY 


118 


41 


8520 


AF 116689 


Homo sapiens 


PR02168 


127 


92 


8521 


AF130051 


Homo sapiens 


PRO0898 


133 


85 


8522 


L27428 


Homo sapiens 


reverse transcriptase 


201 


72 


8523 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


108 


74 


8524 


AF161356 


Homo sapiens 


HSPC093 


127 


60 


8525 


Y02926 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 101. 


95 


83 


8526 


AF1 18086 


Homo sapiens 


PRO! 992 


95 


64 


8527 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


108 


50 


8528 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


154 


62 


8529 


AF1 30089 


Homo sapiens 


PRO2550 


150 


70 


8530 


Y03000 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


111 


55 


8531 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


108 


65 * 


8532 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


172 


59 


8533 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


395 


91 


8534 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


100 


45 


8535 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


107 


95 


8536 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


128 


89 


8537 


Z28407 


Homo sapiens 


ribosomal protein L8 


242 


79 


8538 


AFI30089 


Homo sapiens 


PRO2550 


139 


71 


8539 


Q55625_cdl 


Homo sapiens 


22-JUN-1992 Human beta globin 5'- 
UTR-CDS-3'-UTR. 


274 


76 


8540 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


154 


61 


8541 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


137 


69 


8542 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


64 


8543 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


240 


61 
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Smith- 
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% 

Identtt 

y 








6953. 






8544 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


117 


85 


8545 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


110 


95 


8546 


AF1 19851 


Homo sapiens 


PR01722 


146 


80 


8547 


U49973 


Homo sapiens 


ORF2: function unknown 


105 


86 


8548 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


71 


8549 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


152 


53 


8550 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


80 


40 


8551 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


140 


74 


8552 


V00672 


Pan troglodytes 


reading frame protein 4 


142 


92 


8553 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


164 


63 


8554 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


148 


71 


8555 


AB046100 


Macaca 
fascicularis 


unnamed protein product 


144 


58 


8556 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


322 


73 


8557 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


140 


62 


8558 


U30888 


Homo sapiens 


tRNA-Guanine Transglycosylase 


276 


86 


8559 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO. 
7881. 


114 


71 


8560 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


108 


72 


S56\ 


G03136 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7217. 


110 


57 


8562 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


140 


83 


8563 


W34499 


Homo sapiens 


Obesity receptor C protein. 


18S 


92 


8564 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


124 


56 


8565 


L07946 


Volvox carteri 


histoneHl-I 


108 


38 


S566 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


132 


77 


8567 


M13941 


Human 
herpesvirus 4 


nuclear antigen 1 


100 


43 


8568 


Y36156 


Homo sapiens 


Human secreted protein #28. 


136 


67 


8569 


X70343 


Nicotiana 
sylvestris 


extensin 


92 


34 


8570 


D38112 


Homo sapiens 


N ADH dehydrogenase subunit 4L 


381 


87 


857J 


V00672 


Pan troglodytes 


reading frame protein 4 


146 


93 


8572 


D38116 


Pan paniscus 


ATPase subunit 6 


116 


96 


8573 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


132 


52 


8574 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


217 


100 


8575 


M58009 


Pan troglodytes 


cytochrome c oxidase subunit 11 


271 


84 


8576 


D38U2 


Homo sapiens 


ATPase subunit 6 


117 


96 


8577 


D38112 


Homo sapiens 


ATPase subunit 6 


180 


93 


8578 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit 1 


179 


91 


8579 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


189 


88 



359 



WO 01/64835 



PCT/US01/04927 



SEQID 

NO: 


Accession No. 


Species 
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% 
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y 


8580 


M15530 


Homo sapiens 


B-cell growth factor 


109 


71 


8581 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


127 


77 


8582 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 Finger 
protein rha la. 


109 


47 


8583 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


131 


71 


8584 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


241 


97 


8585 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


185 


80 


8586 


M28016 


Homo sapiens 


cytochrome b 


129 


92 


8587 


M58009 


Pan troglodytes 


cytochrome c oxidase subunit II 


153 


96 


8588 


Y86248 ! 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


176 


90 


8589 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


109 


51 


8590 


L00016 


Homo sapiens 


urf4 


176 


94 


8591 


AF1 50105 


Homo sapiens 


small zinc finger-like protein 


523 


100 


8592 


U15306 


Homo sapiens 


NFX1 


123 


95 


8594 


R44519 


Homo sapiens 


Adult human alpha-globin V307S. 


222 


78 


8595 


Y03000 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121 . 


128 


70 


8596 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


151 


90 


8597 


X67688 


Homo sapiens 


transketolase 


123 


84 


8598 


L00016 


Homo sapiens 


urf4 


130 


85 


8599 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


109 


.54 


8600 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


159 


89 


8601 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


151 


54 


8602 


R968Q0 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


115 


43 


8603 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


95 


8604 


S79980 


Bos taurus 


ribosomal protein L37 


109 


84 


8605 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


127 


48 


8606 


D38112 


Homo sapiens 


ATPase subunit 6 


202 


100 


8607 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


150 


42 


8608 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


127 


58 


8609 


AF229067 


Homo sapiens 


PAD1-H protein 


112 


78 


8610 


AF130089 


Homo sapiens 


PRO2550 


125 


86 


8611 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-5 


710 


97 


8612 


AL390114 


Leishrnania 
major 


extremely cysteine/valine rich protein 


104 


41 


8613 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68y 
SEQ ID NO: 163. 


112 


84 


8614 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


116 


70 


8615 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


123 


91 


8616 


M28016 


Homo sapiens 


cytochrome b 


148 


93 


8617 


AF1 18082 


Homo sapiens 


PRO 1902 


94 


66 


8618 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


182 


82 


8619 


X02585 


Xenopus laevis 


unidentified open reading frame 1 (166 


170 


72 
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% 
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y 








aa) 






8620 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


125 


57 


8621 


AC004450 


Arabidopsis 
thaliana 


putative extensm 


140 


48 


8622 


Y86248. 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


195 


79 


8623 


AF130089 


Homo sapiens 


PRO2550 


150 


78 


8624 


L00016 


Homo sapiens 


urf4 


280 


92 


8625 


AF 130051 


Homo sapiens 


PRO0898 


161 


76 


8626 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


123 


49 


8627 


L00016 


Homo sapiens 


urf4 


201 


95 


8628 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit 4L 


169 


82 


8629 


AF1 19851 


Homo sapiens 


PRO 1722 


171 


65 


8630 


X55654 


Homo sapiens 


cytochrome C oxidase II subunit 


120 


92 


8631 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


108 


56 


8632 


X55654 


Homo sapiens 


cytochrome C oxidase II subunit 


107 


95 


8633 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


132 


86 


8634 


AJ224997 


Rattus 
norvegicus 


huntingtin 


73 


59 


8635 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


155 


80 


8636 


M19061 


Ateles geoffroyi 


delta-globin 


100 


40 


8637 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


102 


65 


8638 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


104 


50 


8639 


AFH6715 


Homo sapiens 


PR02829 


158 


76 


8640 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


142 


62 


8641 


Y09010 


Mus musculus 


Ser/Thr kinase 


193 


95 


8642 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


227 


79 


8643 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


116 


95 


8644 


AP000616 * 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


134 


88 


8645 


V46311_cdl 


Homo sapiens 


12-JAN-1998 Human secreted protein 
cDNA from clone D157. 


197 


100 


8646 


Y 17379 


Homo sapiens 


NADH:ubiquinone oxidoreductase 51- 
kD subunit 


240 


97 


8647 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


142 


68 


8648 


AJ388520 


Canis familiaris 


Ribosomal protein 


134 


100 


8649 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


136 


56 


8650 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


116 


80 


865] 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


99 


36 


8652 


G00492 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4573. 


136 


64 


8653 


AF229067 


Homo sapiens 


PADI-H protein 


134 


69 


8654 


AF090942 


Homo sapiens 


PRO0657 


103 


42 


8655 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQLDNO:163. 


184 


84 
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% 
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8656 


U37359 


Homo sapiens 


MRE1 1 homologue hMre! 1 


238 


97 


8657 


AL1 60371 


Leishmanial 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


1 13 


60 


8658 


G00262 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4343. 


124 


83 


8659 


AF161356 


Homo sapiens 


HSPC093 


149 


64 


8660 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


121 


44 


8661 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


107 


37 


8662 


U 19098 


Lycopersicon 
chilense 


proline-rich protein 


72 


48 


8663 


AF1 18082 


Homo sapiens 


PRO1902 


95 


75 


8664 


AF 1 30089 


Homo sapiens 


PRO2550 


307 


79 


8665 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


1 15 


40 


8666 


X55683 


Lycopersicon 
esculentum 


extensin (class I) 


102 


32 


8667 


AK026841 


Homo sapiens 


unnamed protein product 


276 


100 


8668 


AL 109963 


Homo sapiens 


dJ 1 1 88J2 1 . 1 (FSH primary response 
fLRPRl rati homoloe Vi 


597 


100 


8669 


Y01181 


Homo sapiens 


Polypeptide fragment encoded by gene 
12. 


123 


58 


8670 


W48352 


Homo sapiens 


Human breast cancer related protein 
BCFLT1. 


103 


65 


8671 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


121 


61 


8672 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


184 


82 


8673 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO' 163 


211 


93 


8674 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded bv f^ene 3 


126 


61 


8675 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


114 


66 


8676 


X55691 


Lycopersicon 
esculentum 


glycine-rich protein 


85 


38 


8677 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


188 


80 


8678 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


183 


75 


8679 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7795. 


137 


71 


8680 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


96 


82 


8681 


U80761 


Homo sapiens 


CTG26 alternate open reading frame 


336 


88 


8682 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


137 


93 


8683 


AL451017 


Neurospora 
crassa 


related to Ul SMALL NUCLEAR 
RIBONUCLEOPROTEIN C 


107 


45 


8684 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


141 


90 


8685 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


127 


55 


8686 


W64486 


Homo sapiens 


Human DR3 protein. 


139 


100 


8687 


Ml 8093 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


134 


33 


8688 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


119 


35 


8689 


U36448 


Homo sapiens 


Ca2+-dependent activator protein for 


107 


91 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 










Waterman 


Identit 










Score 


v 








secretion 






8690 


G02409 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


80 


43 








6490. 






8691 


Y36366 


Homo sapiens 


Fragment of human secreted protein 


147 


74 








encoded by gene 3. 






8692 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


126 


95 








RHAla(AF078683) 






8693 


AF1 30089 


Homo sapiens 


PRO2550 


126 


35 


8694 


M58009 


Pan troglodytes 


cytochrome c oxidase subunit II 


233 


97 


8695 


M11902 


Mus muscuius 


proline-rich salivary protein 


98 


35 


8696 


W34499 


Homo sapiens 


Obesity receptor C protein. 


263 


83 


8697 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


181 


73 








SEQ ID NO: 163. 






8698 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


125 


48 








SEQ ID NO: 163. 






8699 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


129 


88 








RHAla(AF078683) 






8700 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


111 


51 








SEQ ID NO: 163. 






8701 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


165 


73 








SEQIDN0.163. 






8702 


Y36366 


Homo sapiens 


Fragment of human secreted protein 


133 


62 








encoded by gene 3. 






8703 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


184 


92 








SEQIDNO:163. 






8704 


D38112 


Homo sapiens 


ATPase subunit 6 


117 


96 


8705 


G02S32 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


97 


58 








6913. 






8706 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 


79 








7795. 






8707 


AF1 18086 


Homo sapiens 


PRO 1992 


167 


81 


8708 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


114 


51 








SEQ ID NO: 163. 






8709 


LI 0908 


Mus muscuius 


Gcapl gene product 


379 


38 


8710 


S79410 


Mus muscuius 


nuclear localization signal binding 


135 


69 








protein 






8711 


AF1 30089 


Homo sapiens 


PRO2550 


399 


78 


8712 


X55654 


Homo sapiens 


cytochrome C oxidase 11 subunit 


107 


95 


8713 


AF 118082 


Homo sapiens 


PRO1902 


123 


58 


8714 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


173 


81 








6613. 






8715 


V35554__cdl 


Homo sapiens 


21 -NOV- 1996 Human tumour antigen 


258 


83 








protein (clone 3) encoding cDNA. 






8716 


AF1 30089 


Homo sapiens 


PRO2550 


143 


51 


8717 


AL359782 


Trypanosoma 


probable similar to ring-h2 finger 


92 


52 






brucei 


protein rhala. 






8718 


Y27868 


Homo sapiens 


Human secreted protein encoded by 


147 


71 








gene No. 107. 






8719 


AF 153208 


Homo sapiens 


GC-rich sequence DNA-binding factor 


115 


70 








candidate 






8720 


AF090931 


Homo sapiens 


PRO0483 


145 


87 


8721 


X92485 


Plasmodium 


pval 


125 


79 






vivax 








8722 


U72543 


Sus scrofa 


ubiquitin-Iike/S30 ribosomal fusion 


201 


97 








protein 






8723 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


223 


85 








6908. 






8724 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


121 


60 








clone HPMBQ32. 







363 
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SEQID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


8725 


AF 130051 


Homo sapiens 


PRO0898 


102 


72 


8726 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


185 


78 


8727 


R24750 


Homo sapiens ' 


hGH variant #38 - 174S 176Y 10F 14S 
18F21L 167S 171D 175T 179T. 


136 


82 


8728 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


92 


72 


8729 


X53375 


Helianthus 
annuus 


anther-specific protein SF18 


114 


39 


8730 


S74221 


Homo sapiens 


IK factor=cytokine down -regulating 
HLA class 11 


159 


42 


8731 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


166 


89 


8732 


AB027508 


Homo sapiens 


h VPS 11 


194 


50 


8733 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


144 


93 


8734 


AF266479 


Homo sapiens 


rectachrome 1 


116 


74 


8735 


AL 132841 


Caenorhabditis 
elegans 


Y.15E3A.3 


125 


60 


8736 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ W 1 8. 


152 


65 


8737 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


79 


56 


8738 


U93565 


Homo sapiens 


putative pi 50 


190 


52 


8739 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


317 


57 


8740 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


109 


70 


8741 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


165 


61 


8742 


M58009 


Pan troglodytes 


cytochrome c oxidase subunit II 


233 


97 


8743 


Ml 7887 


Homo sapiens 


acidic ribosomal phosphoprotein (P2) 


106 


74 


8744 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 Finger 
protein rhala. 


116 


49 


8745 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


134 


68 


8746 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


135 


71 


8747 


M76546 


Helianthus 
annuus 


hydroxyprolinc-rich protein 


94 


40 


8748 


Y86248 


Homo sapiens 


Human secreted protein HCHPY68, 
SEQ ID NO: 163. 


173 


76 


8749 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


166 


67 


8750 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


272 


57 . 


8751 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


131 


71 


8752 


AL451017 


Neurospora 
crassa 


related to Ul SMALL NUCLEAR 
RIBONUCLEOPROTEIN C 


123 


37 


8753 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


180 


55 


8754 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


105 


44 


8755 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


103 


78 


8756 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


284 


87 


8757 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


190 


89 



364 



WO 01/64835 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

ldentit 

y 


8758 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


103 


40 


8759 


G03797 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7878. 


120 


61 


8760 


AF132984 


Homo sapiens 


nuclear pore complex interacting 
protein NPIP 


196 


94 


8761 


AF130079 


Homo sapiens 


PR02852 


125 


65 


8762 


AF 155232 


Pisum sativum 


extensin 


177 


42 


8763 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


128 


95 


8764 


X75438 


Sus scrofa 


homologue of proline/arginine rich 
antibacterial peptides 


96 


38 


8765 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


157 


96 


8766 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


137 


75 


8767 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


207 


95 


8768 


AL161543 


Arabidopsis 
thaliana 


extensin like protein 


100 


38 


8769 


K03202 


Homo sapiens 


salivary proline-rich protein precursor 


110 


47 


8770 


D38112 


Homo sapiens 


NADH dehydrogenase subunit4L 


178 


78 


8771 


D83407 


Homo sapiens 


a thyroid hormone responsive gene in 
human skin fibroblasts 


133 


100 


8772 


V00662 


Homo sapiens 


URF A6L (NADH dehydrogenase 
subunit) 


172 


73 


8773 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


107 


66 


8774 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


117 


100 


8775 


AF090931 


Homo sapiens 


PRO0483 


175 


88 


8776 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


125 


58 


8777 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


126 


73 


8778 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


154 


70 


8779 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


149 


50 


8780 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


170 


91 


8781 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


103 


65 


8782 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


184 


70 


8783 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


169 


97 


8784 


U55376 


Caenorhabditis 
elegans 


FI6H1 1.2 gene product 


141 


90 


8785 


U55376 


Caenorhabditis 
elegans 


F16H11.2 gene product 


150 


100 


8786 


AL132841 


Caenorhabditis 
elegans 


Y15E3A.3 


127 


96 


8787 


AF266479 


Homo sapiens 


rectachrome 1 


148 


61 


8788 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogaster homeotic 
protein BarH2 (PIR:A4 1726) 


106 


95 


8789 


AL132841 


Caenorhabditis 
elegans 


Y15E3A.3 


162 


96 


8790 


AC006693 


Caenorhabditis 


Hypothetical protein W02H5.e 


180 


94 
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SEQ1D 


Accession No. 


Species 


Description 


Smith- 


% 


IN KJ. 






Waterman 


Identit 










Score 


v 

j 






elegans 








8791 


U28971 


Caenorhabditis 


similar to RD tandem repeat region of 


159 


80 






elegans 


RD protein (nuclear rna-binding 












protein) 






8792 


AF150I05 


Homo sapiens 


small zinc finger-like protein 


505 


98 


8793 


AL390935 


Leishmania 


probable proO 195 


85 


31 






major 








8794 j 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


115 


55 


8795 


AF 118082 


Homo sapiens 


PRO! 902 


123 


75 


8796 


D38112 


Homo sapiens 


ATPase subunit 6 


438 


82 


8797 


AF 118086 


Homo sapiens 


PR01992 


156 


81 


8798 


Y53037 


Homo sapiens 


Human secreted protein clone 


196 


100 








dx219_13 protein sequence SEQ ID 












NO:80. 






8799 


X92485 


Plasmodium 


pval 


132 


63 






vivax 








8800 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


170 


65 








6613. 






8801 


G00397 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


123 


58 








4478. 






8802 


AF 11 6909 


Homo sapiens 


unknown 


116 


63 


8803 


X92485 


Plasmodium 


pval 


127 


82 






vivax 








8804 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


140 


67 








7519. 






8805 


Z95114 


Homo sapiens 


bK212A2.2 (apolipoprotein L ; 2) 


294 


100 


8806 


AF143369 


Mus musculus 


msgl -related protein 2 


348 


83 


8807 


G00500 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


110 


76 








4581. 






8808 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 


129 


91 








RHAIa(AF07S683) 






8809 


AF230279 


Caenorhabditis 


SWI3-like protein; PSA-1 


126 


37 






elegans 








8810 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


168 


82 


8811 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 


122 


54 








SEQ ID NO: 163. 






8812 


D38112 


Homo sapiens 


ATPase subunit 6 


207 


100 


8813 


W99376 


Homo sapiens 


Human fibroblast growth factor 2 24 


93 


41 








kD isoform N-terrninus. 






8814 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


157 


57 








7124. 






8815 


X54978 


Bos taurus 


17,000 dalton myosin light chain 


133 


96 


8816 


M58459 


Homo sapiens 


ribosomal protein S4Y isoform 


260 


100 


8817 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit 1 


256 


90 


8818 


U23947 


Mycoplasma 


VsaDl 


132 


31 






pulmonis 








8819 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


140 


69 








7253. 






8820 


L00016 


Homo sapiens 


urf4 


205 


90 


8821 


X55683 


Lycopersicon 


extensin (class I) 


111 


43 






esculentum 








8822 


AL 160493 


Leishmania 


probable (hhv-6) ul 102, variant a 


94 


43 






major 


DNA, complete,, virion genome 






8823 


X66285 


Mus musculus 


HC1 ORF 


94 


53 


S824 


AF061340 


Artibeus 


Fl ATPase subunit 6 


97 


90 






jamaicensis 








8825 


Ml 8093 


Phaseolus 


hydroxyproline-rich glycoprotein 


123 


36 






vulgaris 








8826 


AFU9855 


Homo sapiens 


PR01847 


113 


52 
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SEQ ID 

NO* 


Accession No. 


Species 


Description 


Smith- 

iT(iicrmflO 

Score 


% 

Identit 
y 


8827 


M28016 


Homo sapiens 


cytochrome b 


140 


93 


8828 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


142 


56 


8829 


AK024455 


Homo sapiens 


FU00047 protein 


145 


59 


8830 


D38H2 


Homo sapiens 


ATPase subunit 6 


194 


95 


8831 


D38112 


Homo sapiens 


ATPase subunit 6 


184 


90 


8832 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


134 


60 


8833 


AF1 30079 


Homo sapiens 


PR02852 


115 


88 


8834 


AB003784 


Drosophila 
simulans 


Histone H3 


135 


100 


8835 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


173 


82 


8836 


X70343 


Nicotiana 
sylvestris 


extensin 


112 


37 


8837 


L17318 


Rattus 
norvegicus 


proline-rich proteoglycan 


142 


38 


8838 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


148 


74 


8839 


W34625 


Homo sapiens 


Human C3 protein mutant FT-3. 


211 


100 


8840 


AF1 16638 


Homo sapiens 


PR01546 


78 


41 


8841 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRJB2. 


138 


61 


8842 


AF 130087 


Homo sapiens 


PR02411 


131 


67 


8843 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


150 


72 


8844 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


155 


60 


8845 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


108 


66 


8846 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


140 


68 


8847 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


146 


70 


8848 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


131 


68 


8849 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


273 


79 


8850 


K02120 


Bovine leukemia 
virus 


gag 


201 


54 


8851 


AF229067 


Homo sapiens 


PADI-H protein 


162 


57 


8852 


AF090931 


Homo sapiens 


PRO0483 


125 j 


82 


8853 


R14584 


Homo sapiens 


TGF beta 1 binding protein encoded by 
clone BPA 13. 


189 


100 


8854 


U52197 


Mus musculus 


poly(A) polymerase III 


183 


85 


8855 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


193 


72 


8856 


G00549 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4630. 


104 


66 


8857 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


93 


64 


8858 


Q55625_cdl 


Homo sapiens 


22-JUN-1992 Human beta giobin 5'- 
UTR-CDSo'-UTR. 


412 


98 


8859 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


152 


67 


8860 


G02828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6909. 


112 


72 


8861 


AF 1 30079 


Homo sapiens 


PR02852 


160 


64 


8862 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


101 


61 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








4488. 






8863 


X64707 


Homo sapiens 


BBC1 


216 


100 


8864 


G00328 


Homo sapiens 


Human secreted protein, SEQ 3D NO: 
4409. 


127 


65 


8865 


G00092 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4173. 


210 


100 


8866 


AL137351 


Homo sapiens 


hypothetical protein 1 


327 


100 


8867 


AF090942 


Homo sapiens 


PRO0657 


105 


38 


8868 


AK023050 


Homo sapiens 


unnamed protein product 


137 


60 


8869 ' 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


101 


65 


8870 


AF2 16751 


Homo sapiens 


CDA14 


282 


96 


8871 


AL 13 3262 


Homo sapiens 


dJ319D22.1 (CDC5-like protein) 


158 


90 


8872 


V32779_cdl 


Homo sapiens 


1 1 -MAR- 1997 Novel human F0 ATP 
synthase subunit encoding DNA 
sequence. 


267 


81 


8873 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


118 


58 


8874 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


89 


43 


8875 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


154 


63 


8876 


AK001873 


Homo sapiens 


unnamed protein product 


373 


100 


8877 


X52138 


Homo sapiens 


L7a protein 


259 


82 


8878 


X52138 


Homo sapiens 


L7a protein 


273 


87 


8879 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


147 


57 


8880 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


128 


57 


8881 


G03714 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7795. 


159 


71 


8882 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


153 


67 


8883 


AF130089 


Homo sapiens 


PRO2550 


134 


79 


8884 


U36898 


Rattus 
norvegicus 


pheromone receptor VN6 


143 


53 


8885 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


143 


64 


8886 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


138 


92 


8887 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


124 


72 


8888 


R48296 


Homo sapiens 


Human PGF-2/NT-3. 


118 


66 


8889 


G03062 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7143. 


81 


77 


8890 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


120 


50 


8891 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


121 


77 


8892 


X53375 


Helianthus 
annuus 


anther-specific protein SF18 


109 


64 


8893 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


119 


54 


8894 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


136 


68 


8895 


AF090894 


Homo sapiens 


PRO0113 


114 


60 


8896 


AF161356 


Homo sapiens 


HSPC093 


148 


51 


8897 


AF116638 


Homo sapiens 


PR01546 


91 


45 


8898 


U22231 


Felis catus 


ribosomal protein S3 a 


201 


100 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wntcrmnn 

Score 


% 

Identit 

y 


8S99 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


114 


75 


8900 


AF090894 


Homo sapiens 


PRO0113 


114 


61 


8901 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


139 


63 


8902 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


126 


95 


8903 


R90288 


Homo sapiens 


Modified pigment epithelium-derived 
factor (rPEDF). 


258 


88 


8904 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


155 


86 


8905 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


118 


66 


8906 


X70343 


Nicotiana 
sylvestris 


extensin 


122 


37 


8907 


G02386 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6467. 


162 


70 


8908 


AF1 30089 


Homo sapiens 


PRO2550 


125 


85 


8909 


AF220264 


Homo sapiens 


MOST-1 


113 


47 


8910 


Y25769 


Homo sapiens 


Human secreted protein encoded from 
gene 59. 


119 


77 


8911 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


77 


52 


8912 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


162 


83 


8913 


Y27S68 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


104 


77 


8914 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


138 


64 . 


8915 


AF090944 


Homo sapiens 


PRO0663 


73 


58 


8916 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


151 


76 


8917 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


84 


47 


8918 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


140 


64 


8919 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


254 


82 


8920 


AJ245416 


Homo sapiens 


G7b protein 


360 


86 


8921 


D90228 


Homo sapiens 


mitochondrial acetoacetyl-CoA thiolase 
precursor 


190 


100 


8922 


AF229067 


Homo sapiens 


PADI-H protein 


157 


65 


8923 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


132 


65 


8924 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


62 


68 


8925 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhal a. 


116 


63 


8926 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


140 


65 


8927 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


184 


59 


8928 


AF287892 


Homo sapiens 


sialic acid binding immunoglobulin- 
like lectin 8 long splice variant 


994 


76 


8929 


AF030131 


Mus musculus 


Plenty of SH3s; POSH 


181 


77 | 


8930 


J02459 


bacteriophage 
lambda 


E (capsid component;34 1 ) 

i 


814 


98 j 


8931 


U 13866 


unidentified 
cloning vector 


non-functional lacZ alpha peptide 


112 


59 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


8932 


U67540 


Methanococcus 
jannaschii 


conserved hypothetical protein 


98 


56 


8933 


274472 


Caenorhabditis 
elegans 


predicted using Genefinder-contains 
similarity to Pfam domain: PF01391 
(Collagen triple helix repeat (20 
copies)), Score=84.3, E-value=8.1e-22, 
N=2; PF01484 (Nematode cuticle 
collagen N-terminal domain), 
Score=342, E-value=9.9e-07 s 
N=l~cDNA ESTykIOOdlO.3 comes 
from this gene; cDNA EST 
EMBL:D65979 comes from this 
gene-cDNA EST ykl00d4.3 comes 
from this gene; cDNA EST ykl23g7.3 
comes from this gene-cDNA EST 
yk58e6.3 comes from this gene; cDNA 
EST yk67a5.3 comes from this 
gene-cDNA EST EMBL:T015?0 
comes from this gene; cDNA EST 
yk60cl 1.3 comes from this 
gene-cDNA EST yk89c!0.3 comes 
from this gene; cDNA EST ykS5g9.3 
comes from this gene~cDNA EST 
yk83e2.5 comes from this gene; cDNA 
EST yk75f2.3 comes from this 
gene-cDNA EST CEESK90F comes 
from this gene; cDNA EST yk79f5.5 
comes from this gene-cDNA EST 
yk64b!2.3 comes from this gene; 
cDNA EST yk64h9.3 comes from this 
gene-cDNA EST yk74dl.3 comes 
from this gene; cDNA EST yk75e4.3 
comes from this gene-cDNA EST 
yk83e2.3 comes from this gene; cDNA 
EST yk91cl2.3 comes from this 
gene-cDNA EST yk98f2.3 comes from 
this gene; cDNA ESTyk60h4.5 comes 
from this gene-cDNA EST yk60cl 1.5 
comes from this gene; cDNA EST 
yk64h9.5 comes from this gene-cDNA 
EST yk64a9.5 comes from this gene; 
cDNA EST yk64M2.5 comes from this 
gene-cDNA EST yk67a5.5 comes from 
this gene; cDNA ESTyk74dl.5 comes 
from this gene-cDNA EST yk75e4.5 
comes from this gene; cDNA EST 
yk75f2.5 comes from this gene-cDNA 
EST yk79e6.5 comes from this gene; 
cDNA EST yk80d2.5 comes from this 
gene-cDNA EST yk85g9.5 comes 
from this gene; cDNA EST yk89cl0.5 
comes from this gene-cDNA EST 
yk89c4.5 comes from this gene; cDNA 
EST yk90el 1 .5 comes from this 
gene-cDNA EST yk9Icl2.5 comes 
from this gene; cDNA EST yk96e2.5 
comes from this gene~cDNA EST 
yk98c2.5 comes from this gene; cDNA 
EST yk98f2.5 comes from this 
gene-cDNA EST yk98hl 1.5 comes 


101 


38 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








from this gene; cDNA EST yk!07e7.5 
comes from this gene-cDNA EST 
yk313g9.3 comes from this gene; 
cDNA EST yk3 13g9.5 comes from this 
gene-cDNA EST yk3l2gl.3 comes 
from this gene; cDNA EST yk312gl.5 
comes from this gene-cDNA EST 
yk293c4.3 comes from this gene; 
cDNA ESTyk293c4.5 comes from this 
gene 






8934 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


127 


63 


8935 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


125 


48 


8936 


X03741 


Homo sapiens 


myosin heavy chain (635 AA) 


1343 


99 


8937 


M29295 


Rattus 
norvegicus 


small nuclear ribonucJeoparticle- 
associated protein 


106 


52 


8938 


D00097 


Homo sapiens 


serum amyloid P component 


188 


100 


8939 


W34499 


Homo sapiens 


Obesity receptor C protein. 


255 


83 


8940 


L00016 


Homo sapiens 


urf4 


293 


83 


8941 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


164 


94 


8942 


AB007148 


Homo sapiens 


ribosomal protein S3a 


153 


73 


8943 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO.T63. 


213 


95 


8944 


M10119 


Homo sapiens 


ferritin light subunit 


129 


100 


8945 


M74718 


Homo sapiens 


SEF2-1 A protein 


118 


84 


8946 


AL355178 


Homo sapiens 


dJ947L8.1.6 (novel CUB and Sushi 
(SCR repeat) domain protein) 


366 


51 


8947 


Y56033 


Homo sapiens 


Polyproline-rich domain from dynamin. 


70 


51 


8948 


X06547 


Homo sapiens 


glutathione S-transferase (GST-Pi) (AA 
1 -210) 


172 


97 


8949 


AF119851 


Homo sapiens 


PRO 1722 


154 


78 


8950 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


123 


88 


8951 


X54802 


Homo sapiens 


cytochrome-c oxidase subunit IV 


116 


95 


8952 


AJ011580 


bacteriophage 
PS34 


gp23 


338 


98 


8953 


Y59441 


Homo sapiens 


Human deitaS fragment #5. 


271 


96 


8954 


J02459 


bacteriophage 
lambda 


B (capsid component; 53 3) 


807 


99 


8955 


AL1 32841 


Caenorhabditis 
elegans 


Y15E3A.3 


172 


94 


8956 


W34499 


Homo sapiens 


Obesity receptor C protein. 


166 


89 


8957 


X92485 


Plasmodium 
vivax 


pval 


135 


71 


8958 


AB010340 


Mus musculus 


mszf81 


122 


60 


8959 


AL359782 


Trypanosoma 
bmcei 


probable similar to ring-h2 finger 
protein rhala. 


103 


51 


8960 


XI 4898 


Cricetulus sp. 


ORF (AA 1-286) (1 is 2nd base in 
codon) 


108 


54 


8961 


AF090931 


Homo sapiens 


PRO0483 


119 


82 


8962 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


130 


72 


8963 


AF 170724 


Homo sapiens 


cell cycle checkpoint protein CHFR 


1364 


99 


8964 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


151 


43 


8965 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


250 


74 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wnterman 

Score 


% 

Identit 

y 


8966 


Y87233 


Homo sapiens 


Human signal peptide containing 
protein HSPP- 1 0 SEQ ID NO: 1 0. 


445 


100 


8967 


AF 127085 


Mus musculus 


semaphorin cytoplasmic domain- 
associated protein 3B 


112 


80 


8968 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


109 


46 


8969 


AF090894 


Homo sapiens 


PRO0113 


153 


61 


8970 


Y19730 


Homo sapiens 


SEQ ID NO 448 from W09922243. 


158 


49 


8971 


U38544 


Mus musculus 


alpha- 1 type 1 collagen 


102 


52 


8972 


X92485 


Plasmodium 
vivax 


pval 


113 


50 


8973 


AF241228 


Xenopus laevis 


Friend of G ATA 


143 


100 


8974 


AF090930 


Homo sapiens 


PRO0478 


79 


41 | 


8975 


AF238374 


Homo sapiens 


mutant fibroblast growth factor 
receptor 3; FGFR3 


115 


50 


8976 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6633. 


99 


43 


8977 


AB001838 


Homo sapiens 


recovenn 


179 


80 


8978 


AF 118082 


Homo sapiens 


PRO1902 


73 


70 


8979 


AF1 16715 


Homo sapiens 


PR02829 


102 


76 


8980 


AF090942 


Homo sapiens 


PRO0657 


132 


61 


8981 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


158 


65 


8982 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


108 


84 


8983 


A00127 


Homo sapiens 


melanoma associated antigen P97 


366 


94 


8984 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


158 


88 


8985 


Y59778 


Homo sapiens 


Human normal ovarian tissue derived 
protein 55. 


71 


61 


8986 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


128 


42 


8987 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


98 


50 


8988 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-2. 


80 


51 


8989 


Y24025 


Homo sapiens 


Amino acid sequence of the human 
MMSCI protein. 


160 


100 


8990 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


130 


67 


8991 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


165 


82 


8992 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


111 


62 


8993 


M28016 


Homo sapiens 


cytochrome b 


130 


100 


8994 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


133 


90 


8995 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


298 


89 


8996 


Y 16430 


Mus musculus 


ribosomal protein L35a 


101 


65 


8997 


Y45318 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 18. 


96 


76 


8998 


AL049659 


Arabidopsis 
thaliana 


putative protein 


126 


42 


8999 


AE003500 


Drosophila 
melanogaster 


CGI 2379 gene product 


285 


67 


9000 


R37991 


Homo sapiens 


Sequence of a new cytokine which 
inhibites induction by gammainterferon 
of expression of Class 11 
histocompatibility antigens. 


124 


48 
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SEQID 

NO: 


Accessor) No. 


Species 


Description 


Smith- 

W nt* r m a n 

▼ » UlCJ lUilll 

Score 


% 

i lie n iii 

y 


9001 


AF090930 


Homo sapiens 


PRO0478 


193 


89 


9002 


AP000381 


Arabidopsis 
thaliana 


gb(A AF57656 . 1 ~gene_id:K i 7E 1 2. 1 3~s 
imilar to unknown protein 


193 


29 


9003 


M17885 


Homo sapiens 


acidic ribosomal phosphoprotein (PO) 


364 


66 


9004 


D63424 


Homo sapiens 


glycogen synthase kinase 3a]pha 


126 


81 


9005 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


113 


75 


9006 


AL1 17637 


Homo sapiens 


hypothetical protein 


257 


92 


9007 


AE001381 


Plasmodium 
falciparum 


hypothetical protein 


141 


26 


9008 


W34499 


Homo sapiens 


Obesity receptor C protein. 


152 


86 


9009 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


199 


80 


9010 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


202 


94 


9011 


AF090931 


Homo sapiens 


PRO0483 


135 


68 


9012 


M11717 


Homo sapiens 


heat shock protein 


696 


100 


9013 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


123 


75 


9014 


R59842 


Homo sapiens 


ApoE4Ll protease. 


86 


85 


9015 


AL1 60371 


Leishmania 
major 


probable (hhv-6) u ] 3 02, variant a 
DNA, complete virion genome 


96 


65 


9016 


AF229067 


Homo sapiens 


PADI-H protein 


119 


54 


9017 


AF090944 


Homo sapiens 


PRO0663 


138 


54 


9018 


AL160371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


103 


50 


9019 


X92485 


Plasmodium 
vivax 


pval 


101 


73 


9020 


G02532 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
6613. 


82 


72 


9021 


AF073519 


Homo sapiens' 


small EDRK-rich factor 1 , long isoform 


116 


66 


9022 


AF229067 


Homo sapiens 


PADI-H protein 


127 


45 


9023 


M33112 


Homo sapiens 


amyloid-beta protein 


105 


67 


9024 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


79 


68 


9025 


AF161361 


Homo sapiens 


HSPC098 


130 


55 


9026 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


169 


72 


9027 


AF130051 


Homo sapiens 


PRO0898 


338 


77 


9028 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


132 


49 


9029 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


117 


58 


9030 


AC002310 


Homo sapiens 


Unknown gene product 


155 


85 


9031 


X92485 


Plasmodium 
vivax 


pval 


112 


42 


9032 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


130 


52 


9033 


G00487 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4568. 


123 


69 


9034 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


138 


61 


9035 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


131 


66 


9036 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


173 


59 


9037 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


100 


54 


9038 


AF220264 


Homo sapiens 


MOST-1 


96 


80 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


Identit 

y 


9039 


AF1 30051 


Homo sapiens 


PRO0898 


119 


68 


9040 


AF1 16715 


Homo sapiens 


PR02829 


121 


63 


9041 


L76200 


Homo sapiens 


guanylate kinase 


193 


83 


9042 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


125 


55 


9043 


AF1 52513 


Homo sapiens 


protocadherin gamma A6 short form 
protein 


334 


100 


9044 


AF1 30079 


Homo sapiens 


PR02852 


125 


33 


9045 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


128 


64 


9046 


AF090942 


Homo sapiens 


PRO0657 


126 


65 


9047 


AF284223 


Homo sapiens 


terra-like protein 


228 


100 


9048 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


128 


68 


9049 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


132 


92 


9050 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


123 


75 


9051 


AL034344 


Homo sapiens 


dJ118B18.1 (forkhead box CI) 


323 


100 


9052 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 
SEQ ID NO: 163. 


106 


62 


9053 


AF225910 


Mus musculus 


DAZ-associated protein 1 


100 


45 


9054 


AF 130087 


Homo sapiens 


PR024U 


147 


70 


9055 


W80400 


Homo sapiens 


A secreted protein encoded by clone 
d.d7l_2. 


858 


97 


9056 


X70343 


Nicotiana 
sylvestris 


extensin 


113 


33 


9057 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


128 


57 


9058 


R95913 


Homo sapiens 


Neural thread protein. 


142 


38 


9059 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


131 


56 


9060 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


131 


50 


9061 


X70343 


Nicotiana 
sylvestris 


extensin 


103 


42 


9062 


AJ271872 


Nicotiana 
sylvestris 


extensin 


129 


33 


9063 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


151 


73 


9064 


AF266164 


Rattus 
norvegicus 


densin-1 80 variant D 


144 


96 


9065 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


135 


68 


9066 


M28016 


Homo sapiens 


cytochrome b 


178 


87 


9067 


M28016 . 


Homo sapiens 


cytochrome b 


193 


95 


9068 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. . 


148 


60 


9069 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit 4L 


111 


100 


9070 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


141 


72 


9071 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


147 


64 


9072 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


109 


69 


9073 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


171 


85 


9074 


Y02671 | 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


88 


88 


9075 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 


137 


62 
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0/ 

Identit 

y ; 








encoded by gene 17. 






9076 


L38941 


Homo sapiens 


ribosomal protein L34 


139 


88 


9077 


GO 1 984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


164 


86 


9078 


X55684 


Lycopersicon 
esculentum 


extensin (class I) 


72 


35 


9079 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


176 


82 


9080 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


229 


59 


9081 


AF1 30089 


Homo sapiens 


PRO2550 


118 


71 


9082 


X92485 


Plasmodium 
vivax 


pval 


125 


71 


9083 


AF2 16650 


Homo sapiens 


MTAP 


154 


73 


9084 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


124 


78 


9085 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


191 


73 


9086 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


138 


61 


9087 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


130 


75 


9088 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


344 


61 


9089 


AK024455 


Homo sapiens 


FLJ00047 protein 


345 


82 


9090 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


181 


60 


9091 


AF090S95 


Homo sapiens 


PRO01 17 


87 


66 


9092 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


211 


86 


9093 


AF1 30079 


Homo sapiens 


PR02852 


157 


74 


9094 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


180 


82 


9095 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


97 


42 


9096 


X65551 


Homo sapiens 


antigen of the monoclonal antibody Ki- 
67 


106 


65 


9097 


W34499 


Homo sapiens 


Obesity receptor C protein. 


231 


80 


909S 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


127 


63 


9099 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


129 


78 


9100 


AF229067 


Homo sapiens 


PADI-H protein 


162 


59 


9101 


G00673 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4754. 


357 


65 


9102 


Y60010 


Homo sapiens 


Human endometrium tumour EST 
encoded protein 70. 


69 


63 


9103 


R95913 


Homo sapiens 


Neural thread protein. 


124 


72 


9104 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


104 


68 


9105 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


156 


88 


9106 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


170 


57 


9107 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


163 


89 


9108 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


323 


41 


9109 


L41944 


Homo sapiens 


interferon receptor 


162 


66 
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% 
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9110 


AK000496 


Homo sapiens 


unnamed protein product 


138 


78 


9111 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


81 


62 


9112 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
6619. 


142 


52 


9113 


M26361 


Mus musculus 


LINE/Ig H-chain fusion protein 


105 


50 


9114 


AF073519 


Homo sapiens 


small EDRK-rich factor 1, long isoform 


119 


56 


9115 


AF1 19900 


Homo sapiens 


PR02822 


140 


58 


9116 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


158 


60 


9117 


L00016 


Homo sapiens 


urf5 


171 


97 


9118 


AC006276 


Homo sapiens 


R28379J3 


138 


100 


9119 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


131 


72 


9120 


AFI 19855 


Homo sapiens 


PRO 1847 


155 


81 


9121 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


105 


84 


9122 


Y87103 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 142. 


115 


78 


9123 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


134 


53 


9124 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


103 


40 


9125 


AL390114 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


96 


63 


9126 


AF130089 


Homo sapiens 


PRO2550 


125 


78 


9127 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


98 


56 


912S 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


107 


75 


9129 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


131 


49 


9130 


AK024455 


Homo sapiens 


FLJ00047 protein 


130 


78 


9131 


W88435 


Homo sapiens 


Disease associated protein kinase 
DAPK-4. 


336 


100 


9132 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


144 


59 


9133 


Y94922 


Homo sapiens 


Human secreted protein clone pv6 _1 
protein sequence SEQ ID NO:50. 


154 


90 


9134 


AF3 17425 


Homo sapiens 


GAC-1 


182 


70 


9135 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


174 


54 


9136 


AF1 16715 


Homo sapiens 


PR02829 


116 


71 


9137 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


122 


65 


9138 


AF1 30089 


Homo sapiens 


PRO2550 


140 


62 


9139 


AF161221 


Homo sapiens 


kallikrein-Iike protein 6 


204 


90 


9140 | AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


110 


48 


9141 I U27486 


Pseudorabies 
virus 


EP0 


84 


44 


9142 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


150 


96 


9143 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


220 


80 


9144 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


163 


84 


9145 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


180 


77 


9146 


U52077 


Homo sapiens 


mariner transposase 


365 


78 


9147 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 


143 


67 
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Score 


% 
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clone HPMBQ32. 






9148 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


100 


81 


9149 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DN A3 563 8. 


118 


66 


9150 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


105 


54 


9151 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) u 1 102, variant a dna, 
complete virion genome. 


101 


70 


9152 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


163 


66 


9153 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


160 


72 


9154 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ Wl 8. 


306 


63 


9155 


Y02926 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 101. 


95 


80 


9156 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


133 


67 


9157 


G03924 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8005. 


265 


80 


9158 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


131 


72 


9159 


AF 130089 


Homo sapiens 


PRO2550 


180 


61 


9160 


AF116715 


Homo sapiens 


PR02829 


184 


82 


9161 


KOI 664 


Drosophiia 
melanogaster 


Bkm-like protein 


200 


69 


9162 


D88146 


Homo sapiens 


UDP-galactose transporter 2 


103 


100 


9163 


AF 1 07406 


Homo sapiens 


GW128 


155 


60 


9164 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


97 


51 


9165 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


146 


60 


9166 


AF210651 


Homo sapiens 


NAG 18 


83 


65 


9167 


V00672 


Pan troglodytes 


reading frame protein 4 


119 


95 


9168 


Y01155 


Homo sapiens 


Secreted protein encoded by gene 4 
clone HIBCW32. 


225 


74 


9169 


AF161356 


Homo sapiens 


HSPC093 


100 


75 


9170 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


174 


66 


9171 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


115 


86 


9172 


AF1 19855 


Homo sapiens 


PR01847 


178 


59 


9173 


AF130087 


Homo sapiens 


PR0241 1 


129 


48 


9174 


AF130079 


Homo sapiens 


PR02852 


149 


59 


9175 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
-7214. 


101 


90 


9176 


AF090894 


Homo sapiens 


PRO0113 


118 


65 


9177 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


105 


46 


9178 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


100 


52 


9179 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


161 


70 


9180 


AF1 16715 


Homo sapiens 


PR02829 


127 


64 


9181 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


344 


71 


9182 


AF229067 


Homo sapiens 


PADI-H protein 


164 


64 


9183 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


134 


80 
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6613. 






9184 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


106 


64 


9185 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


132 


57 


9186 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


113 


65 


9187 


AF090931 


Homo sapiens 


PRO0483 


117 


68 


9188 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


136 


67 


9189 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


130 


47 


9190 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


269 


85 


9191 


Ml 8094 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


150 


40 


9192 


G00552 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4633. 


153 


73 


9193 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


137 


62 


9194 


Ml 8093 


Phaseolus 
vulgaris 


hydroxyproline-rich glycoprotein 


103 


31 


9195 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


98 


47 


9196 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


107 


48 


9397 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

5327. 


111 


68 


9198 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


164 


83 


9199 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


235 


85 


9200 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


117 


65 


9201 


X67640 


Homo sapiens 


HS24/P52 


222 


75 


9202 


X67640 


Homo sapiens 


HS24/P52 


231 


81 


9203 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. _j 


128 


66 


9204 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


107 


74 


9206 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


186 


66 


9207 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


136 


56 


9208 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


160 


67 


9209 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


131 


68 


9210 


AF116715 


Homo sapiens 


PR02829 


123 


81 


9211 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


135 


70 


9212 


AF 1 18086 


Homo sapiens 


PRO 1992 


84 


57 


9213 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


115 


62 


9214 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


247 


92 


9215 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


74 


76 


9216 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


134 


74 
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9217 


G02832 


Homo sapiens 


Human secreted protein, SEQ ]D NO: 
6913. 


137 


53 


9218 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


130 


44 


9219 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


110 


68 


9220 


L41944 


Homo sapiens 


interferon receptor 


141 


50 


9221 


AF130079 


Homo sapiens 


PR02852 


170 


70 


9222 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


100 


85 


9223 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


142 


56 


9224 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear ma-binding 
protein) 


104 


63 


9225 


U80761 


Homo sapiens 


CTG26 alternate open reading frame 


92 


84 


9226 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


157 


65 


9227 


AK027208 


Homo sapiens 


unnamed protein product 


138 


68 


9228 


B25722 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 9 SEQ ID NO:l 1 1 . 


125 


87 


9229 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


127 


88 


9230 


AK025047 


Homo sapiens 


unnamed protein product 


179 


64 


9231 


AF090894 


Homo sapiens 


PRO01J3 


195 


57 


9232 


AB046048 


Macaca 
fascicularis 


unnamed portein product 


176 


54 


9233 


AB008227 


Adiantum 
capilius- veneris 


Extensin 


93 


34 


9234 


AF130089 


Homo sapiens 


PRO2550 


98 


73 


9235 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


135 • 


52 


9236 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


162 


62 


9237 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


126 


59 


9238 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


126 


52 


9239 


AE003499 


Drosophila 
melanogaster 


CG12706 gene product 


166 


37 


9240 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


161 


64 


9241 . 


X92485 


Plasmodium 
vivax 


pval 


112 


61 


9242 


AF055985 


Onchocerca 
volvulus 


pyrrolidone-rich antigen 


69 


42 


9243 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


140 


80 


9244 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


187 


92 


9245 


M22332 


Plomo sapiens 


unknown protein 


117 


40 


9246 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


109 


66 


9247 


AL136173 


Homo sapiens 


dJ914B9.1 (novel protein (HSPCI62) 
similar to Rattus norvegicus 
bithoraxoid-like protein) 


305 


76 


9248 


AFl 16661 


Homo sapiens 


PR01438 


141 


53 


9249* 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


144 


76 
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9250 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


245 


89 


9251 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


245 


92 


9252 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


128 


63 


9253 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


124 


72 


9254 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


110 


90 


9255 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


132 


65 


9256 


X52164 


Mus musculus 


Q300 protein (AA 1-77) 


106 


62 


9257 


AF217374 


Acanthaster 
planci 


cytochrome oxidase subunit 1 


259 


98 


9258 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


94 


64 


9259 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


107 


54 


9260 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


129 


66 


9261 


M28016 


Homo sapiens 


cytochrome b 


148 


93 


9262 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


112 


68 


9263 


R55749 


Homo sapiens 


Extracellular domain of human high 
affinity IFN -gamma receptor. 


116 


83 


9264 


K02403 


Homo sapiens 


complement component C4A 


9025 


99 


9265 


X92485 


Plasmodium 
vivax 


pval 


161 


55 


9266 


AK024455 


Homo sapiens 


FLJ00047 protein 


98 


83 


9267 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


103 


51 


9268 


AF130089 


Homo sapiens 


PRO2550 


124 


77 


9269 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rha I a. 


94 


54 


9270 


Y 19684 


Homo sapiens 


SEQ ID NO 402 from W09922243. 


96 


81 


9271 


Y86248 


Homo sapiens 


, Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


132 


53 


9272 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


155 


72 


9273 


AF229067 


Homo sapiens 


PAD1-H protein 


127 


54 


9274 


Y36203 


Homo sapiens 


Human secreted protein #75. 


154 


77 


9275 


X92485 


Plasmodium 
vivax 


pval 


157 


72 


9276 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


132 


60 


9277 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


156 


84 1 


9278 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDN0.163. 


138 


84 


9279 


Y20772 


Homo sapiens 


Human neurofilament-M mutant 
protein fragment 54. 


112 


70 


9280 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


146 


59 


9281 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


103 


63 


9282 


K01 664 


Drosophila 
melanogaster 


Bkm-like protein 


89 


60 


9283 


X92485 


Plasmodium 


pval 


124 


79 



380 
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SEQID 

NO* 


Accession No. 


Species 


Description 


Smith- 
tt uicrmnn 
Score 


% 

Idcntit 

y 






vivax 








9284 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


95 


75 


9285 


AF 130087 


Homo sapiens 


PR02411 


138 


78 


9286 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


140 


54 


9287 


AF004340 


Homo sapiens 


ATPase 6/8 


98 


100 


9288 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


102 


68 


9289 


J02459 


bacteriophage 
lambda 


J (tail component;223) 


457 


97 


9290 


AC003058 . 


Arabidopsis 
thaliana 


unknown protein 


177 


84 


9291 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogaster homeotic 
protein BarH2 (PIR:A41726) 


107 


87 


9292 


D381I2 


Homo sapiens 


NADH dehydrogenase subunit 4L 


311 


91 


9293 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


139 


61 


9294 


R28916 


Homo sapiens 


Type 111 procollagen (prior art). 


117 


33 


9295 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


126 


77 


9296 


AF1 30089 


Homo sapiens 


PRO2550 


137 


52 


9297 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


93 


79 


9298 


U22376 


Homo sapiens 


alternatively spliced product using exon 
13 A 


239 


77 


9299 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


134 


69 


9300 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


105 


24 


9301 


D90282 


Homo sapiens 


carbamyl phosphate synthetase 1 (EC 
6.3.4.16) 


276 


96 


9302 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


231 


93 


9303 


Ml 5077 


Photinus pyralis 


Luciferase 


557 


100 


9304 


L00016 


Homo sapiens 


urf4 


303 


93 


9305 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


141 


69 


9306 


L46721 


Homo sapiens 


mucin 


204 


80 


9307 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


210 


84 


9308 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


218 


93 


9309 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


78 


66 


9310 


AF 130075 


Homo sapiens 


PR02532 


92 


69 


9311 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


97 


51 


9312 


J02459 


bacteriophage 
lambda 


E (capsid component;341) 


201 


79 


9313 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


133 


95 


9314 


AK024455 


Homo sapiens 


FLJ00047 protein 


128 


68 


9315 


D38112 


Homo sapiens 


ATPase subunit 6 


223 


81 


9316 


AL1 60493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


113 


85 


9317 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


117 


88 


9318 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


257 


72 



381 



WO 01/64835 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 

Wntermfln 

Score 


% 

Identit 

V 


9319 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
7253. 


101 


61 


9320 


AK001116 


Homo sapiens 


unnamed protein product 


96 


40 


9321 


G02535 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6616, 


174 


60 


9322 


AF037081 


Pan troglodytes 


ribonuclease k6 precursor 


309 


100 


9323 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


149 


63 


9324 


AF1 53056 


Fasciola hepatica 


tegumental antigen 


60 


44 


9325 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


200 


69 


9326 


G02755 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6836. 


80 


57 


9327 


AFl 18086 


Homo sapiens 


PR01992 


139 


60 


9328 


G02360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6441. 


110 


73 


9329 


AFl 07406 


Homo sapiens 


GW128 


142 


56 


9330 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6633. 


156 


75 


9331 


X92485 


Plasmodium 
vivax 


pval 


121 


56 


9332 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:163. 


179 


52 


9333 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


113 


67 


9334 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


108 


46 


9335 


M22332 


Homo sapiens 


unknown protein 


158 


60 


9336 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


95 


46 


9337 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


160 


76 


9338 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


150 


68 


9339 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


169 


59 


9340 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22c3oneHMSJW18. 


154 


64 


9341 


AK024455 


Homo sapiens 


FLJ00047 protein 


117 


79 


9342 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


191 


76 


9343 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


133 


82 


9344 


AF032457 


Homo sapiens 


BimEL 


123 


100 


9345 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


117 


46 


9346 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


153 


75 


9347 


X53020 


Plasmodium 
falciparum 


erythrocyte membrane-associated 
antigen 


68 


75 


9348 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


120 


70 


9349 


AFl 30089 


Homo sapiens 


PRO2550 


116 


69 


9350 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


165 


72 


9351 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


94 


82 


9352 


AL080242 


Homo sapiens 


bA554C32.1 (RBX1 or ROC 1 (ring- 
box or ring finger protein 1)) 


184 


60 



382 



WO 01/64835 



PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


9353 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


125 


64 


9354 


X71442 


Rattus 
norvegicus 


ORF 1; putative 


96 


40 


9355 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


98 


46 


9356 


AF090931 


Homo sapiens 


PRO0483 


148 


76 


9357 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


144 


56 


9358 


AC005175 


Homo sapiens 


TA2R HUMAN, BETA ISOFORM; 
TXA2-R; PROSTANOID TP 
RECEPTOR 


153 


63 


9359 


AF1 16715 


Homo sapiens 


PR02829 


125 


66 


9360 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


143 


72 


9361 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


178 


75 


9362 


Y 14437 


Homo sapiens 


Human secreted protein encoded by 
gene 27 clone HSAWA27. 


90 


57 


9363 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


86 


76 


9364 


AF229067 


Homo sapiens 


PADI-H protein 


116 


51 


9365 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


248 


64 


9366 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


104 


76 


9367 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


95 


76 


9368 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


105 


74 


9369 


R86406 


Homo sapiens 


Human matrix metal loprotease 
MMJPmla. 


108 


83 


9370 


AF181977 


Hepatitis GB 
virus C 


E2 protein 


95 


38 


9371 


AF090931 


Homo sapiens 


PRO0483 


151 


62 


9372 


AF090894 


Homo sapiens 


PRO0113 


133 


57 


9373 


AK002154 


Homo sapiens 


unnamed protein product 


226 


55 


9374 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


140 


71 


9375 


U77494 


Homo sapiens 


RANBP8 


166 


100 


9376 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


155 


52 


9377 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


126 


63 


9378 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7539. 


151 


78 


9379 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


97 


68 


9380 


AL 160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


117 


62 


9381 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


104 


47 


9382 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


339 


57 


9384 


AB047936 


Macaca 
fascicularis 


hypothetical protein 


95 


41 


9385 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


57 


64 


9386 


U04810 


Homo sapiens 


tastin 


151 


100 


9387 


U79260 


Homo sapiens 


unknown 


97 


79 



383 



WO 01/64835 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 






Wnttrmn n 

vw Ul(l 1UUU 


JUclJlJI 










Score 


y 


9388 


U 18339 


Variola virus 


D4L 


103 


65 


9389 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


134 


75 








7881. 






9390 


AL390935 


Leishmania 


possible dopap 


99 


88 






major 








9391 


AB015633 


Homo sapiens 


type 11 membrane protein 


108 


100 


9392 


AF1 13685 


Homo sapiens 


PRO0974 


98 


62 


9393 


AF064819 


Homo sapiens 


serine protease DESC1 


227 


69 


9394 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


219 


68 








7867. 






9395 


GO 1400 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


104 


100 








5481. 






9396 


AK024455 


Homo sapiens 


FLJ00047 protein 


153 


68 


9397 


AF033260 


porcine 


reverse transcriptase 


155 


53 






endogenous type 












C retrovirus 








9398 


X12517 


Homo sapiens 


C protein (AA 1-159) 


147 


55 


9399 


AB029948 


Homo sapiens 


mitochondrial seryl-tRNA synthetase 


1203 


100 


9400 


Y87075 


Homo sapiens 


Human secreted protein sequence SEQ 


234 


93 








IDN0.114. 






9401 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


150 


58 








6536. 






9402 


M15530 


Homo sapiens 


B-cell growth factor 


113 


74 


9403 


X56932 


Homo sapiens 


23 kD highly basic protein 


114 


85 


9404 


AC018748 


Arabidopsis 


Contains similarity to PI 1 protein from 


75 


65 






thaliana 


Drosophila melanogaster gb|X59691 . 






9405 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


114 


88 








SEQ ID NO: 163. 






9406 


AF220264 


Homo sapiens 


MOST-1 


124 


70 


9407 


AFI 19851 


Homo sapiens 


PRO 1 722 


157 


65 


9408 


X92485 


Plasmodium 


pval 


163 


78 






vivax 








9409 


X92485 


Plasmodium 


pval 


165 


77 






vivax 








9410 


G00352 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


97 


55 








4433. 






9411 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


304 


64 








7795. 






9412 


AFI 30089 


Homo sapiens 


PRO2550 


147 


55 


9413 


AFI 30089 


Homo sapiens 


PRO2550 


175 


65 


9434 


L14848 


Homo sapiens 


MHC class I-related protein 


225 


97 


9415 


R95913 


Homo sapiens 


Neural thread protein. 


107 


74 


9416 


AB001684 


Chlorella 


ORF49b 


68 


53 






vulgaris 








9417 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


111 


50 








6613. 






9418 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 


107 


73 








sequence. 






9419 


AL050285 


Homo sapiens 


hypothetical protein 


194 


100 


9420 < 


AF090944 


Homo sapiens 


PRO0663 


132 


59 


9421 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


153 


61 








6953. 






9422 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


140 


70 








6613. 






9423 


M20030 


Homo sapiens 


small proline rich protein 


62 


41 


9424 


AFI 16718 


Homo sapiens 


PRO2900 


396 


100 


9425 


Y27854 


Homo sapiens 


Human secreted protein encoded by 


102 


35 








gene No. 101. 






9426 


X61047 


Hydra sp. 


mini-collagen 


92 


45 



384 



WO 01/64835 
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SEQ ID 
NO* 


Accession No. 


Species 


Description 


Smith- 

WfttcrniflD 

Score 


% 

Idcntit 

y 


9427 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
4718. 


105 


71 


9428 


L10908 


Mus muscuius 


Gcapl gene product 


107 


44 


9429 


Y19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


79 


87 


9430 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


123 


61 


9431 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


111 


80 


9432 


X 12580 


Medicago sativa 


put. nodulin (soybean N-75 homolog.) 


87 


33 


9433 


AL1 60371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


106 


48 


9434 


AC003028 


Arabidopsis 
thaliana 


30S ribosomal protein S31 


79 


42 


9435 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


106 


75 


9436 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


207 


75 


9437 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


163 


85 


9438 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


84 


57 


9439 


AF1 18086 


Homo sapiens 


PRO 1992 


145 


75 


9440 


AF229067 


Homo sapiens 


PADJ-H protein 


140 


64 


9441 


M36913 


Zea mays 


cell wall protein (put.); putative 


107 


38 


9442 


G02455 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6536. 


161 


59 


9443 


AF229067 


Homo sapiens 


PADJ-H protein 


147 


85 


9444 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


171 


79 


9445 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


155 


57 


9446 


X92485 


Plasmodium 
vivax 


pval 


97 


55 


9447 


AF1 19851 


Homo sapiens 


PR01722 


123 


55 


9448 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


130 


88 


9449 


AL391688 


Homo sapiens 


bA524D16A.2.1 (novel protein similar 
to mouse granuphilin-a) 


258 


97 


9450 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


130 


91 


9451 


X92485 


Plasmodium 
vivax 


pval 


123 


88 


9452 


X83000 


Myocastor 
coypus 


lipase related protein 2 


168 


43 


9453 


M35603 


Mus muscuius 


Hoxt3.1 protein 


447 


78 


9454 


M35520 


Canis familiaris 


GTP-binding protein (rab5) 


271 


98 


9455 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


362 


86 


9456 


A13595 


synthetic 
construct 


immunosuppresive protein PP1 5 


111 


100 


9457 


X67788 


Rattus 
norvegicus 


ezrin, p81 


185 


97 


9458 


U28068 


Mus muscuius 


neurogenic differentiation factor 


132 


89 


9459 


AF155140 


Homo sapiens 


gonadotropin-regulated testicular RNA 
helicase; GRTH 


556 


88 


9460 


AF155140 


Homo sapiens 


gonadotropin-regulated testicular RNA 
helicase; GRTH 


379 


94 


9461 


AF 169689 


Homo sapiens 


protocadherin alpha 1 0 alternate , 
isoform 


208 


95 


9462 


U73193 


Homo sapiens 


inward rectifier potassium channel 


236 


96 



385 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO* 








VVntcrrnon 


ldentit 




- 






Score 


y 








Kirl.2 






9463 


U83278 


Bos taurus 


neural specific protein CRMP-2 


157 


61 


9464 


W48352 


Homo sapiens 


Human breast cancer related protein 


74 


57 








BCFLT1 . 






9465 


AL031673 


Homo sapiens 


dJ694B14.3 (PUTATIVE novel 


444 


100 








haloacid dehalogenase-like hydrolase 












family protein similar to (archaea) 












bacterial proteins) 






9466 


X67247 


Homo sapiens 


ribosomal protein S8 


519 


90 


9467 


S79410 


Mus musculus 


nuclear localization signal binding 


115 


51 








protein 






9468 


U80761 


Homo sapiens 


CTG26 alternate open reading frame 


95 


84 


9469 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


145 


71 








4488. 






9470 


AF 130056 


Homo sapiens 


PRO 1367 


98 


76 


9471 


X71354 


Homo sapiens 


vesicular monoamine transporter 


102 


95 


9472 


U66372 


Bos taurus 


ribosomal protein S29 


120 


95 


9473 


D32002 


Homo sapiens 


nuclear cap binding protein 


583 


96 


9474 


W54282 


Homo sapiens 


Protein sequence of the di-alpha 


469 


91 








haemoglobin gene contained in pSSl. 






9475 


V49572_cdl 


Homo sapiens 


13-NOV-1996 Human stomach cancer 


562 


100 








clone HP10122 cDNA#l. 






9476 


D38U2 


Homo sapiens 


NADH dehydrogenase subunit4L 


247 


88 


9477 


AB043820 


Homo sapiens 


platelet glycoprotein VI-2 


95 


47 


9478 


AB020236 


Homo sapiens 


ribosomal protein L27A 


437 


86 


9479 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


149 


52 








7795. 






9480 


AF205633 


Homo sapiens 


ninjurin2 


364 


100 


9481 


D14886 


Homo sapiens 


TFIIA-37 


196 


100 


9482 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


166 


76 








7519. 






9483 


AF 1 78842 


Homo sapiens 


Rhesus blood group-associated 


128 


75 








glycoprotein 






9484 


AF134895 


Homo sapiens 


glyoxylate reductase 


838 


95 


9485 


AC004832 


Homo sapiens 


similar to 45 kDa secretory protein ; 


562 


98 








similar to CAA10644.1 












(PID:g41 644 18) 






9486 


Z35761 


Homo sapiens 


TEL/ABL 


230 


71 


9487 


Y91577 


Homo sapiens 


Human secreted protein sequence 


149 


72 








encoded by gene 2 SEQ ID NO:250. 






9488 


AL032631 


Caenorhabditis 


predicted using Genefinder 


159 


31 






elegans 








9489 


AJ271079 


Oenothera elata 


Ycf2 protein 


113 


36 






subsp. hookeri 








9490 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


135 


40 








4435. 






9491 


Y53005 


Homo sapiens 


Human secreted protein clone pm749_8 


124 


61 








protein sequence SEQ ID NO: 16. 






9492 


Y21091 


Homo sapiens 


Human p53 cellular tumour antigen 


85 


41 








mutant protein fragment 28. 






9493 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


153 


76 








6613. 






9494 


AF1 19851 


Homo sapiens 


[PR01722 


94 


54 


9495 


R04932 


Homo sapiens 


Interferon-gamma receptor segment 


142 


100 








from clone 39 responsibiefor binding 












the target 






9496 


U40952 


Caenorhabditis 


C03B1.10 gene product 


103 


75 






elegans 






9497 


M63838 


Homo sapiens 


interferon-gamma induced protein 


128 


92 



386 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Idcntit 










Score 


y 


9498 


AL451017 


Neurospora 


related to Ul SMALL NUCLEAR 


147 


44 






crassa 


RJBONUCLEOPROTEIN C 






9499 


AF1 08831 


Homo sapiens 


K:C1 cotransporter 3 


244 


77 


9500 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 


154 


68 








(hhem) gene preoduct. 






9501 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


139 


63 








7492. 






9502 


AE003499 


Drosophila 


CGI 2706 gene product 


180 


36 






melanogaster 








9503 


X02344 


Homo sapiens 


beta-tubulin 


363 


94 


9504 


D7S014 


Homo sapiens 


dihydropyrimidinase related protein-3 


189 


84 


9505 


U59446 


Brassica napus 


myrosinase-binding protein related 


116 


40 








protein 






9506 


ABO 10437 


Rattus rattus 


cadherin-8 


239 


50 


9507 


AF229067 


Homo sapiens 


PADI-H protein 


178 


74 


9508 


AJ224819 


Homo sapiens 


tumor suppressor 


291 


85 


9509 


AF017275 


Mus musculus 


growth factor independence- IB 


242 


40 


9510 


AF177203 


Homo sapiens 


cerebral cell adhesion molecule 


388 


52 


9511 


AY007160 


Homo sapiens 


similar to Homo sapiens CGI-57 


1533 


99 








protein mRNA with GenBank 












Accession Number AF151815.1 






9512 


AL160371 


Leishmania 


probable (hhv-6) ul 1 02, variant a 


104 


66 






major 


DNA, complete virion genome 






9513 


X52164 


Mus musculus 


Q300 protein (AA 1-77) 


92 


59 


9514 


X80035 


Oryctolagus 


cysteine rich hair keratin associated 


96 


40 






cuniculus 


protein 






9515 


D86491 


Xenopus laevis 


Nfrl 


1777 


76 


9516 


Y70761 


Homo sapiens 


Human beta-amyloid peptide (BAP) 


168 


80 








binding protein, BBP3. 






9517 


AK024500 


Homo sapiens 


FLJ00I09 protein 


1714 


100 


9518 


AF008220 


Bacillus subtilis 


YtaG 


104 


41 


9519 


AF099977 


Mus musculus 


schlafen4 


163 


35 


9520 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 


162 


72 








derived from DNA35638. 






9521 


AL035068 


Homo sapiens 


dJ 1 1 6G 1 9. 1 (novel protein) 


102 


76 


9522 


B24527 


Homo sapiens 


Human secreted protein sequence 


729 


90 








encoded by gene 15 SEQ ID NO:153. 






9523 


AF1 29756 


Homo sapiens 


MSH5 


182 


100 


9524 


AJ238706 


Drosophila 


monocarboxylate transporter 1 


126 


32 






melanogaster 


homologue 






9525 


Y76198 


Homo sapiens 


Human secreted protein encoded by 


250 


97 








gene 75. 






9526 


D86604 


Mus musculus 


Bach2 


200 


92 


9527 


AB032918 


Hylobates 


dopamine receptor D4 


91 


36 






moloch 








9528 


AB007830 


Homo sapiens 


CSR2 


995 


99 


9529 


AC004472 


Homo sapiens 


P1.11659_4 


449 


98 


9530 


AF273047 


Homo sapiens 


CTCL tumor antigen se20-7 


104 


29 


9531 


AF1 30079 


Homo sapiens 


PR02852 


153 


67 


9532 


X07881 


Homo sapiens 


proline-rich protein Gl 


105 


43 


9533 


AK001845 


Homo sapiens 


unnamed protein product 


1368 


63 


9534 


S79410 


Mus musculus 


nuclear localization signal binding 


94 


41 








protein 






9535 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


185 


86 








6613. 






9536 


X99583 


Homo sapiens 


CHLi protein 


635 


98 


9537 


AL022170 


Homo sapiens 


dJ501N12.1 


111 


37 


9538 


X66179 


Xenopus laevis 


p70 S6 kinase 


120 


75 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wntrrmn n 

'F 11 1 CI Mil II 

Score 


% 

Idcntit 

y 


9539 


U68380 


Gallus gallus 


csdp 


289 


98 


9540 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


97 


90 


9541 


AB013918 


Homo sapiens 


CAD 


369 


78 


9542 


U29380 


Caenorhabditis 
elegans 


similar to adenylate cyclase 


501 


42 


9543 


AF020312 


Mus musculus 


proline-rich protein 9-1 


95 


51 


9544 


G03435 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7516. 


142 


96 


9545 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


142 


66 


9546 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


110 


47 


9547 


AB044546 


Homo sapiens 


mitogen -activated protein kinase kinase 
kinase 


407 


60 


9548 


U52111 


Homo sapiens 


Ca2+/Calmodulin-dependent protein 
kinase I 


660 


100 


9549 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


129 


68 


9550 


Y87852 


Homo sapiens 


Human FGF-5 protein fragment. 


146 


100 


9551 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


109 


50 


9552 


D45131 


Homo sapiens 


basigin 


311 - 


66 


9553 


A14656 


synthetic 
construct 


protein antigen 


450 


89 


9554 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


133 


52 


9555 


X73458 


Homo sapiens 


protein kinase 


568 


85 


9556 


AJ131890 


Homo sapiens 


DNA polymerase lambda 


1549 


100 


9557 


S56555 


Homo sapiens 


paraoxonase/arylesterase 


224 


85 


9558 


M22332 


Homo sapiens 


unknown protein 


90 


38 


9559 


B24598 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 47 SEQ ID NO:224. 


66 - 


44 


9560 


G03203 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7284. 


95 


51 


9561 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


77 


76 


9562 


X55687 


Lycopersicon 
esculentum 


extensin (class II) 


69 


60 


9563 


AC002333 


Arabidopsis 
thaliana 


putative SF16 protein {Helianthus 
annuus} 


111 


31 


9564 


AF1 18082 


Homo sapiens 


PRO1902 


106 


61 


9565 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


85 


52 


9566 


U 10323 


Homo sapiens 


NF45 protein 


480 


82 


9567 


AF1 00757 


Homo sapiens 


COP9 complex subunit 4 


686 


90 


9568 


AL035608 


Homo sapiens 


dJ479J7.2 (transmembrane 4 
superfamily member 6) 


293 


90 


9569 


G00413 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4494. 


118 


63 


9570 


U47856 


Araneus 
diadematus 


fibroin-4 


98 


44 


9571 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


83 


54 


9572 


AJ006239 


Homo sapiens 


dihydropteridine reductase 


461 


84 


9573 


G00821 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4902. 


248 


75 


9574 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


90 


36 


9575 


V00488 


Homo sapiens 


alpha globin 


508 


84 


9576 


AFM6719 


Homo sapiens 


PR02987 


483 


91 



388 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


9577 


L77967 


Ovis aries 


small proline-rich protein with paired 
repeat 


62 


38 


9578 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


474 


92 


9579 


P90387 


Homo sapiens 1 
(Human) 


N-terrninal of human serum albumin 
polypeptide. 


274 , 


67 


9580 


U22961 


Homo sapiens 


similar to human albumin, Swiss-Prot 
Accession Number P02768; Method: 
conceptual translation supplied by 
author 


271 


88 


9581 


U15779 


Homo sapiens 


p70 


101 


57 


9582 


M19419 


Mus musculus 


proline-rich salivary protein 


102 


36 


9583 


L22030 


Glycine max 


hydroxyproline-rich glycoprotein 


114 


40 


9584 


AF041330 


Bodo saltans 


NADH dehydrogenase subunit 5 


105 


32 


9585 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


141 


61 


9586 


U93569 


Homo sapiens 


putative pi 50 


232 


51 


9587 


AF 144054 


Homo sapiens 


apoptosis related protein APR-4 


120 


52 


9588 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


128 


58 


9589 


G03371 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7452. 


90 


61 


9590 


L27428 


Homo sapiens 


reverse transcriptase 


120 


46 


9591 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


85 


62 


9592 


AJ133489 


Canis familiaris 


albumin 


204 


60 


9593 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


294 


68 


9594 


M15386 


Homo sapiens 


gamma-globin 


316 


77 


9595 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


134 


68 . 


9596 


AF1 16719 


Homo sapiens 


PR02987 


309 


89 


9597 


AF1 16719 


Homo sapiens 


PR02987 


485 


94 


9598 


AF068294 


Homo sapiens 


HDCMB45P 


131 


34 


9599 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


152 


70 


9600 


AF 118082 


Homo sapiens 


PRO 1902 


151 


59 


9601 


GO 1984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


186 


68 


9602 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
787 L 


176 


65 


9603 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ IDNO:220. 


261 


80 


9604 


AF 194537 


Homo sapiens 


NAG 13 


154 


61 


9605 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


96 


67 


9606 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


100 


33 


9607 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


134 


48 


9608 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


129 


67 


9609 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


101 


32 


9610 


AF 11 8080 


Homo sapiens 


PRO1880 


237 


300 


9611 


AFI19851 


Homo sapiens 


PRO 1722 


138 


81 


9612 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


178 


55 


9613 


AF090930 


Homo sapiens 


PRO0478 


88 


71 


9614 


AF068294 


Homo sapiens 


HDCMB45P 


121 


49 


9615 


GO 1657 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


118 


79 



389 
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SEQ ID 

NO: 


Accession No. 


Species 


Hpcrrintinn 

jk/csvri|)iiui] 


Smith- 
Waterman 
Score 


0/ 

Identit 

y 








5738. 






9616 


AF090931 


Homo sapiens 


PRO0483 


143 


63 


9617 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ IDNO:387. 


92 


44 


9618 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


121 


56 


9619 


AB046061 


Macaca 
fascicularis 


unnamed protein product 


93 


44 


9620 


Y87116 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 155. 


122 


71 . 


9621 


AF1 13685 


Homo sapiens 


PRO0974 


356 


65 


9622 


AF097178 


Equus caballus 


glyceraldehyde-3-phosphate 
dehydrogenase 


119 


75 


9623 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


134 


62 


9624 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. • 


112 


53 


9625 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


123 


77 


9626 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


164 


73 


9627 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


236 


71 


9628 


AF130079 


Homo sapiens 


PR02852 


338 


50 


9629 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


130 


60 


9630 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


367 


61 


9631 


G03102 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7183. 


87 


50 


9632 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


128 


41 


9633 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. | 


134 


81 


9634 


AF118082 


Homo sapiens 


PRO! 902 


114 


57 


9635 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


133 


54 


9636 


L07543 


Leishmania 
tarentolae 


MURF4 


85 


42 


9637 


U49973 


Homo sapiens 


ORF2: function unknown 


163 


44 


9638 


AF090895 


Homo sapiens 


PRO0117 


77 


41 


9639 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


108 


71 


9640 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


90 


46 


9641 


AF11807S 


Homo sapiens 


PRO 1848 


114 


66 


9642 


AK024455 


Homo sapiens 


FLJ00047 protein 


133 


79 


9643 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


130 


62 


9644 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


141 


42 


9645 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


69 


62 


9646 


AF055985 


Onchocerca 
volvulus 


pyrrol idone-rich antigen 


69 


35 


9647 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-1). 


478 


90 


9648 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


155 


50 


9649 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


104 


60 
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SEQ ID 

NO* 


Accession N<h 


Species 


Description 


Smith- 

^VatcriMin 

Score 


% 

lucnni 

y 








6619. 






9650 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


173 


38 


9651 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


118 


36 


9652 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


162 


64 


9653 


D00570 


Mus musculus 


open reading frame (196 A A) 


182 


51 


9654 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


138 


54 


9655 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


105 


74 


9656 


W88947 


Homo sapiens 


Polypeptide fragment encoded by gene 
118. 


82 


70 


9657 


W88947 


Homo sapiens 


Polypeptide fragment encoded by gene 
118. 


79 


39 


9658 


M24732 


Homo sapiens 


lamin-like protein 


76 


31 


9659 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


161 


73 


9660 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhem) gene preoduct 


149 


48 


9661 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


135 • 


62 


9662 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


126 


71 


9663 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


141 


63 


9664 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


153 


66 


9665 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


142 


93 


9666 


AF 113685 


Homo sapiens 


PRO0974 


112 


73 


9667 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


133 


62 


9668 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


102 


47 


9669 


B12310 


Homo sapiens 


Human secreted protein encoded by 
gene 10 clone HDPGP94. 


80 


41 


9670 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


106 


58 


9671 


AF090942 


Homo sapiens 


PRO0657 


118 


66 


9672 


AF161356 


Homo sapiens 


HSPC093 


94 


63 


9673 


AF09093O 


Homo sapiens 


PRO0478 


167 


64 


9674 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


98 


50 


9675 


G02640 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6721. 


87 


70 


9676 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


119 


60 


9677 


X134I2 


Rattus rattus 


flk protein 


614 


69 


9678 


AJ006770 


Cicer arietinum 


extensin 


163 


48 


9679 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


120 


67 


9680 


G00494 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4575. 


106 


58 


9681 


U63542 


Homo sapiens 


FAP protein 


120 


68 


9682 


M15530 


Homo sapiens 


B-cell growth factor 


146 


76 


9683 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


180 


62 


9684 


AF321379 


Callicebus 
moloch 


gamma2-globin 


308 


86 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

identit 

y 


9685 


L27428 


Homo sapiens 


reverse transcriptase 


122 


39 


9686 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


77 


51 


9687 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


104 


58 


9688 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


123 


58 


9689 


X81713 


Homo sapiens 


smallest subunit of TF1IA 


210 


91 


9690 


AF193330 


Human 
respiratory 
syncytial virus 


G protein 


100 


25 


9691 


AF150100 


Homo sapiens 


small zinc finger-like protein 


205 


83 


9692 


AF068294 


Homo sapiens 


HDCMB45P 


122 


54 


9693 


AF 189307 


Homo sapiens 


unknown 


96 


50 


9694 


G03133 


Homo sapiens 


Human secreted protein 3 SEQ ID NO: 
7214. 


165 


50 


9695 


AF 130089 


Homo sapiens 


PRO2550 


198 


68 


9696 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
IDNO:103. 


170 


80 


9697 


AK024455 


Homo sapiens 


FLJ00047 protein 


137 


63 


9698 


M24732 


Homo sapiens 


Jamin-like protein 


92 


42 


9699 


AF116715 


Homo sapiens 


PR02829 


119 


75 


9700 


AF 130089 


Homo sapiens 


PRO2550 


234 


57 


9701 


V00662 


Homo sapiens 


ATPase 6 


255 


77 [ 


9702 


LI 0908 


Mus musculus 


Gcapl gene product 


93 


35 


9703 


AF 130089 


Homo sapiens 


PRO2550 


208 


78 


9704 


AF1 94537 


Homo sapiens 


NAG 13 


89 


51 


9705 


U79260 


Homo sapiens 


unknown 


98 


77 


9706 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


78 


43 


9707 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


70 


92 


9708 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


136 


60 


9709 


AF1 94537 


Homo sapiens 


NAG 13 


99 


4S 


9710 


AF130089 


Homo sapiens 


PRO2550 


87 


58 


9711 


X03145 


Homo sapiens 


pot. ORF 111 


135 


41 


9712 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


97 


35 


9713 


AF 116695 


Homo sapiens 


PR02221 


185 


50 


9714 


AF130051 


Homo sapiens 


PRO0898 


108 


68 


9715 


AF1 30089 


Homo sapiens 


PRO2550 


143 


50 


9716 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO. 
7868. 


124 


49 


9717 


L27428 


Homo sapiens 


reverse transcriptase 


133 


50 


9718 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


88 


43 


9719 


L27428 


Homo sapiens 


reverse transcriptase 


127 


56 


9720 


M74009 


Theropithecus 
gelada 


cytochrome c oxidase subunit 11 


283 


67 


9721 


Ml 0546 


Homo sapiens 


cytochrome oxidase I 


292 


84 


9722 


AF 130051 


Homo sapiens 


PRO0898 


96 


57 


9723 


U93564 


Homo sapiens 


putative pi 50 


144 


49 


9724 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


373 


76 


9725 


AK000496 


Homo sapiens 


unnamed protein product 


155 


55 


9726 


G02640 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6721. 


94 


62 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

ldentit 

y 


9727 


AF 130089 


Homo sapiens 


PRO2550 


154 


40 


9728 


AF 130089 


Homo sapiens 


PRO2550 


127 


61 


9729 


M19419 


Mus musculus 


proline-rich salivary protein 


98 


39 


9730 


D90053 


Sus scrofa 


destrin 


119 


43 


973 J 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


138 


50 


9732 


AF090942 


Homo sapiens 


PRO0657 


72 


45 


9733 


G01984 " 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


110 


44 


9734 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


159 


94 


9735 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


150 


85 


9736 


L27428 


Homo sapiens 


reverse transcriptase 


217 


33 


9737 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


89 


65 


9738 


AF007064 


Saccharomyces 
cerevisiae 


basic protein 


108 


31 


9739 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


128 


60 


9740 


G03140 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7221. 


109 


50 


9741 


AF 194537 


Homo sapiens 


NAG 13 


123 


54 


9742 


Y69166 


Homo sapiens 


A mature human N-acetylglycosaminyl 
transferase protein. 


101 


77 


9743 


X92485 


Plasmodium 
vivax 


pval 


106 


41 


9744 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


122 


76 


9745 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


128 


50 


9746 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


87 


64 


9747 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


163 


69 


9748 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


124 


74 


9749 


Y 14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


97 


66 


9750 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


156 


71 


9751 


G03925 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8006. 


157 


71 


9752 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


97 


51 


9753 


X92485 


Plasmodium 
vivax 


pval 


91 


39 


9754 


Y07786 


Vibrio cholerae 


Rfc-like protein 


92 


32 


9755 


AF068294 


Homo sapiens 


HDCMB45P 


125 


63 


9756 


L27428 


Homo sapiens 


reverse transcriptase 


91 


34 


9757 


AK024455 


Homo sapiens 


FLJ00047 protein 


143 


59 


9758 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


103 


41 


9759 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


96 


67 


9760 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


179 


58 


9761 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


154 


65 


9762 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


91 


78 
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SEQIO 

NO- 


Accession No. 


Species 


Description 


Smith- 

VVaternian 

Score 


% 

Identit 

y 








7888. 






9763 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


119 


60 


9764 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


111 


85 


9765 


R13556 


Homo sapiens 


Protein encoded downstream of hhcJVI 
oncoprotein. 


116 


36 


9766 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


165 


74 


9767 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


162 


74 


9768 


G04091 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8172. 


117 


52 


9769 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


92 


50 


9770 


AF1 30089 


Homo sapiens 


PRO2550 


104 


31 


9771 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


154 


62 


9772 


U52077 


Homo sapiens 


mariner transposase 


194 


56 


9773 


Y87297 


Homo sapiens 


Human signal peptide containing 
protein HSPP-74 SEQ ID NO:74. . 


345 


100 


9774 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


73 


36 


9775 


M11901 


Rattus 
norvegicus 


proline-rich salivary protein 


96 


32 


9776 


G03I33 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


124 


53 


9777 


L27428 


Homo sapiens 


reverse transcriptase 


251 


53 


9778 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


141 


40 


9779 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


lit 


58 


9780 


AJ224997 


Rattus 
norvegicus 


huntingtin 


64 


64 


9781 


AF283769 


Homo sapiens 


similar to GenBank Accession Number 
AC02 11 63 


119 


53 


9782 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


81 


50 


9783 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


68 


9784 


G04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


85 


65 


9785 


AF144054 


Homo sapiens 


apoptosis related protein APR-4 


83 


53 


9786 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


75 


41 


9787 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


122 


45 


9788 


D90053 


Sus scrofa 


destrin 


146 


43 


9789 


A18812 


Brassica napus 


extensin 


104 


34 


9790 


AF1 30089 


Homo sapiens 


PRO2550 


102 


66 


9791 


AF1 30089 


Homo sapiens 


PRO2550 


326 


70 


9792 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


495 


79 


9793 


M10546 


Homo sapiens 


cytochrome oxidase I 


343 


75 


9794 


Y85062 


Homo sapiens 


Interleukin 1 converting enzyme 
homologue (ICEL) protein sequence. 


106 


58 


9795 


X92485 


Plasmodium 
vivax 


pval 


108 


48 


9796_j 


M15530 


Homo sapiens 


B-cell growth factor 


119 


70 


9797 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


J48 


65 


9798 


X61046 


Hydra sp. 


mini-cqllagen 


101 


55 
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SEQID 


Accession No. 


Species 


Description 


Smith- 

\\/ n # .|-m 1% m\ 

>v merman 
Score 


% 

l/lontit 

lueniii 

y 


9799 


U93571 


Homo sapiens 


p40 


82 


36 


9800 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


170 


52 


9801 


X92485 


Plasmodium 
vivax 


pval 


113 


45 


9802 


Y 1 4479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


63 


44 


9803 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


L583 


89 


9804 


G01736 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5817. 


150 


47 


9805 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


132 


71 


9806 


X92485 


Plasmodium 
vivax 


pval 


106 


53 


9807 


Y86573 


Homo sapiens 


Human gene 91-encoded protein 
fragment, SEQ IDNO:490. 


163 


67 


9808 


AF1 19851 


Homo sapiens 


PRO 1722 


341 


68 


9809 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


77 


57 


9810 


AP000616 


Oryza sativa 


similar to RTNG-H2 finger protein 
RHAla(AF078683) 


133 


72 


9811 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


113 


65 


9812 


G03133 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
7214. 


118 


37 


9813 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


121 


72 


9814 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


72 


92 


9815 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


71 


71 


9816 


AF1 18082 


Homo sapiens 


PRO1902 


93 


45 


9817 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


207 


59 


9818 


G02872 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
6953. 


99 


46 


9819 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


130 


69 


9820 


LI 0908 


Mus muscuJus 


Gcapl gene product 


99 


37 


9821 


A00469 


Homo sapiens 


growth hormone 


254 


81 


9822 


U79260 


Homo sapiens 


unknown 


85 


39 


9823 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


125 


62 


9824 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


103 


74 


9825 . 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


126 


51 


9826 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


148 


44 


9827 


Y24789 


Homo sapiens 


Human secreted protein bf377_l . 


265 


100 


9828 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


72 


60 


9829 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


118 


45 


9830 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


104 


51 


9831 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


118 


74 


9832 


AF151866 


Homo sapiens 


CGI- 108 protein 


115 


31 


9833 


U93563 


Homo sapiens 


putative pi 50 


127 


61 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Water no an 
Score 


% 

Identit 

y 


9834 


AE003859 


Xylella 
fastidiosa 


hypothetical protein 


97 


30 


9835 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


138 


65 


9836 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


150 


88 


9837 


G03115 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7196. 


115 


57 


9838 


AF068294 


Homo sapiens 


HDCMB45P 


90 


65 


9839 


S77772 


Homo sapiens 


aspartylglucosaminidase, AG A {C- 
terminal, alternatively spliced} {EC 
3.5.1.26} 


71 


66 


9840 


AF090942 


Homo sapiens 


PRO0657 


115 


76 


9841 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


75 


54 


9842 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


156 


67 


9843 


AF1 30089 


Homo sapiens 


PRO2550 


216 


75 


9844 


M15530 


Homo sapiens 


B-cell growth factor 


113 


67 


9845 


U93567 


Homo sapiens 


p40 


248 


75 


9846 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


151 


55 


9847 


AK024455 


Homo sapiens 


FLJ00047 protein 


151 


64 


9848 


AF1 18082 


Homo sapiens 


PRO 1902 


58 


81 


9849 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


129 


65 


9850 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


329 


77 


9851 


AF090944 


Homo sapiens 


PRO0663 


122 


80 


9852 


X71442 


Rattus 
norvegicus 


ORF 1 ; putative 


109 


48 


9853 


AF1 30089 


Homo sapiens 


PRO2550 


126 


60 


9854 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


98 


62 


9855 


U93563 


Homo sapiens 


putative pi 50 


136 


48 


9856 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


276 . 


74 


9857 


AF017777 


Drosophila 
melanogaster 


la costa 


99 


43 


9858 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


99 


37 


9859 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


106 


37 


9860 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


138 


71 


9861 


AF1 16909 


Homo sapiens 


unknown 


103 


43 


9862 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


113 


38 


9863 


Y21811 


Homo sapiens 


CPF polypeptide 36PRO. 


131 


58 


9864 


U93567 


Homo sapiens 


p40 


252 


70 


9865 


AF090895 


Homo sapiens 


PRO0117 


164 


60 


9866 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


109 


47 


9867 


AF090930 


Homo sapiens 


PRO0478 


106 


84 


9868 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


167 


84 


9869 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


83 


60 


9870 


AF1 19900 


Homo sapiens 


PR02822 


134 


48 


9871 


API 16715 


Homo sapiens 


PR02829 


111 


81 


9872 


U52077 


Homo sapiens 


mariner transposase 


332 


76 
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SEQ ID 

NO* 


Accession No. 


Species 


Description 


Smith- 

*t ii i c» inn n 

Score 


% 

mcntii 

y 


9873 


Y69166 


Homo sapiens 


A mature human N-acetylglycosaminyl 
transferase protein. 


95 


85 


9874 


U93570 


Homo sapiens 


putative pi 50 


243 


44 


9875 


L27428 


Homo sapiens 


reverse transcriptase 


127 


54 


9876 


S80119 


Rattus sp. 


reverse transcriptase homolog 


163 


43 


9877 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


113 


64 


9878 


AF 187823 


Zea mays 


transposase DOPA 


132 


38 


9879 


W40353 


Homo sapiens 


Human unspecified protein from 
US5702907. 


101 


41 


9880 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
7496. 


133 


43 


9881 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


101 


59 


9882 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: * 
4718. 


148 


52 


9883 


GO 1249 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
5330. 


57 


65 


9884 


X92485 


Plasmodium 
vivax 


pval 


129 


43 


9885 


M64792 


Rattus 
norvegicus 


salivary proline-rich protein 


98 


37 


9886 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNF1U96. 


89 


59 


9887 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


155 


54 


9888 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


121 


40 


9889 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 2 


346 


68 


9890 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


133 


38 


9891 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. ' 


143 


66 


9892 


X53581 


Rattus 
norvegicus 


ORF7 


81 


56 


9893 


G03267 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7348. 


109 


53 


9894 


AE003859 


Xylella 
fastidiosa 


hypothetical protein 


99 


27 


9895 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


157 


58 


9896 


L26953 


Homo sapiens 


chromosomal protein 


107 


68 


9897 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


95 


51 


9898 


U93569 


Homo sapiens 


putative pi 50 


106 


52 


9899 


U 15647 


Mus musculus 


reverse transcriptase 


118 


47 


9900 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


118 


70 


9901 


U93563 


Homo sapiens 


putative pi 50 


116 


39 


9902 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


153 


81 


9903 


X03145 


Homo sapiens 


pot ORF V 


148 


54 


9904 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


84 


65 


9905 


AF066073 


Dictyosielium 
discoideum 


SP85; PsB 


113 


52 


9906 


AF090895 


Homo sapiens 


PRO0117 


125 


58 


9907 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


102 


57 


9908 


M24732 


Homo sapiens 


lamin-like protein 


95 


35 
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SEQ JD 

NO: 


Accession No. 


Species 


Description 


Smith* 
it u icrinitn 

Score 


% 

Jucniii 

y 


9909 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


96 


55 


9910 


AF 118080 


Homo sapiens 


PRO1880 


120 


66 


9911 


AF1I67I9 


Homo sapiens 


PR02987 


216 


72 


9912 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


150 


75 


9913 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


129 


76 


9914 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


72 


58 


9915 


G00233 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4314. 


103 


71 


9916 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


114 


75 


9917 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


75 


83 


9918 


AFU6712 


Homo sapiens 


PR02738 


106 


69 


9919 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


90 


77 


9920 


AF068294 


Homo sapiens 


HDCMB45P 


296 


59 


9921 


G02996 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7077. 


58 


54 


9922 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
IDNO:103. 


143 


69 


9923 


U38979 


Homo sapiens 


hPMSR3 


135 


46 


9924 


AB002317 


Homo sapiens 


KIAA0319 


294 


75 


9925 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


169 


42 


9926 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


153 


59 


9927 


G00214 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4295. 


261 


97 


9928 


Y14483 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 8. 


863 


76 


9929 


AF 1 30051 


Homo sapiens 


PRO0898 


128 


60 


9930 


AF130089 


Homo sapiens 


PRO2550 


123 


41 . 


9931 


AF064597 


Homo sapiens 


LINE-1 like protein 


101 


48 


9932 


AF027144 


Homo sapiens 


zinc finger protein 


76 


42 


9933 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


120 


44 


9934 


U93569 


Homo sapiens 


putative pi 50 


105 


68 


9935 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


133 


51 


9936 


Y73344 


Homo sapiens 


HTRM clone 0258183 protein 
sequence. 


145 


46 


9937 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


123 


77 


9938 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


159 


40 


9939 


D63643 


Homo sapiens 


clathrin coat assembly protein-like 


232 


69 


9940 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


75 


65 


9941 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


176 


71 


9942 


X04588 


Homo sapiens 


cytoskeletal tropomyosin (AA 1-248) 


379 


81 


9943 


G03683 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7764. ! 


58 


52 


9944 


AF130114 


Homo sapiens 


PR02459 


117 


67 


9945 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 


297 


64 
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SEQID 

nu. 


Accession No. 


Species 


Description 


Smith- 

TF II 1 £t 111**1} 

Score 


% 

IdcntH 

y 








similar to pogo element 






9946 


D00570 


Mus musculus 


open reading frame (25 1 AA) 


214 


63 


9947 


X03717 


Homo sapiens 


pot. unidentified reading frame 


76 


35 


9948 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


127 


64 


9949 


J02621 


Homo sapiens 


high mobility group protein 14 


90 


50 


9950 


AF090931 


Homo sapiens 


PRO0483 


114 


75 


9951 


AF1646I2 


Homo sapiens 


Gag protein 


132 


63 


9952 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


112 


65 


9953 


Y08061 


Homo sapiens 


Human c-rnyb protein fragment. 


118 


59 


9954 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


138 


74 


9955 


G00974 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5055. 


94 


38 


9956 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


124 


61 


9957 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


177 


51 


9958 


X92485 


Plasmodium 
vivax 


pval 


137 


44 


9959 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


142 


53 


9960 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


174 


68 


9961 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


123 


38 


9962 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


124 


56 


9963 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


80 


57 


9964 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


136 


82 


9965 


Y27908 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


92 


53 


9966 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


76 


40 


9967 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


136 


38 


9968 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


101 


67 


9969 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


90 


83 


9970 


Y36156 


Homo sapiens 


Human secreted protein #28. 


170 


68 


9971 


U79260 


Homo sapiens 


unknown 


142 


67 


9972 


L27428 


Homo sapiens 


reverse transcriptase 


108 


63 


9973 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


119 . 


60 


9974 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


78 


85 


9975 


W88947 


Homo sapiens 


Polypeptide fragment encoded by gene 
118. 


79 


39 


9976 


AF090944 


Homo sapiens 


PRO0663 


109 


73 


9977 


AF1 16715 


Homo sapiens 


PR02829 


120 


56 


9978 


U93563 


Homo sapiens 


putative pi 50 


132 


57 


9979 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566, 


97 


80 


9980 


U42580 


Paramecium 
bursaria 


A658R 


70 


40 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 






Ch lore 11a virus 1 








9981 


G03371 


Homo .sapiens 


Human secreted protein, SEQ ID NO: 
7452. 


87 


61 


9982 


G02363 


Homo sapiens 


Human secreted 'protein, SEQ ID NO: 
6444. 


135 


70 


9983 


X61047 


Hydra sp. 


mini-collagen 


90 


36 


9984 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


98 


40 


9985 


Y41552 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 80. 


90 


42 


9986 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


132 


52 


9987 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


1 15 


41 


9988 


AF042832 


Homo sapiens 


forkhead-related transcription factor 
FREAC-9 


89 


36 


9989 


X03717 


Homo sapiens 


pot. unidentified reading frame 


105 


67 


9990 


AL390935 


Leishmania 
major 


possible dopap 


118 


74 


9991 


AF201949 


Homo sapiens 


60S ribosomal protein L30 isolog 


109 


58 


9992 


AF130114 


Homo sapiens 


PR02459 


115 


68 


9993 


Y86248 


Homo sapiens 


Human secreted nrotein HCHPF6& 
SEQIDNO:163. 


148 


83 


9994 


AF068294 


Homo sapiens 


HDCMB45P 


196 


43 


9995 


Y95028 


Homo sapiens 


Human clone vp7J ORF2, SEQ ID 
NO:128. 


117 


54 


9996 


Ml 1759 


Lycopersicon 
esculentum 


cell wall hydroxyproline-rich 
glycoprotein 


74 


53 


9997 

J V 7 I 


Y 14480 




FroomPnt nf human Qp^rpfpH nrntpin 

encoded bv pene 14 


1 J4. 


<v<; 
-> j 


9998 


AF 102771 


Homo saoiens 


cardiac-soeciflc ra? association 
(RalGDS/AF-6) domain family 1 
protein isoform ID 


148 


100 


9999 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


213 


88 


10000 


D38112 


Homo sapiens 


ATPase subunit 6 


279 


69 


10001 


G02639 


Homo ^aniens 


Human secreted nrotein SFO ID lsIO* 
6720. 


97 


39 


10002 


AK000496 

i law vv iy v 


Homo saoien^ 

X AVniV JUL/1VUJ 


unnamed nrotein nrodnct 

UlUlUlllbU LSI V WW 111 ul 1/UUwL 


154 


74 


10003 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal clone XFH $?cl 


125 


74 


10004, 


B07702 


Homo sapiens 


Protein encoded by the endogenetic 
fragment of HERV-W 

Al UgJUVlJi VAV ± ,1 IJIV ▼ Tf * 


143 


56 


10005 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


97 


65 


10006 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


154 


72 


10007 


AF021231 


Mus musculus 


acetylcholinesterase-associated 
collagen 


109 


41 


10008 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


69 


78 


10009 


G03714 


Homo saoiens 


Human secrpted nrotein SFO IDTJO* 
7795. 


170 


78 


10010 


AF130051 


Homo sapiens 


PRO0898 


134 


67 


10011 


G04072 


Homo sapiens 


Human secreted nrotein ^EO ID 1MO* 
8153. 


100 


44 


10012 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


95 


78 


10013 


AF073519 


Homo sapiens 


small EDRK-rich factor 1, long isoform 


90 


52 


10014 


AF130052 


Homo sapiens 


PRO0956 


104 


50 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wfltcrroan 

Score 


% 

Identi t 

y 


10015 


X92485 


Plasmodium 
vivax 


pval 


119 


46 


10016 


AFl 30089 


Homo sapiens 


PRO2550 


171 


56 


10017 


AF1 30089 


Homo sapiens 


PRO2550 


172 


58 


10018 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


146 


38 


10019 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


109 


54 


10020 


G02584 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6665. 


109 


43 


10021 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


70 


51 


10022 


AF090942 


Homo sapiens 


PRO0657 


113 


67 


10023 


Ml 1759 


Lycopersicon 
esculentum 


cell wall hydroxyproline-rich 
glycoprotein 


77 


33 


10024 


X55681 


Lycopersicon 
esculentum 


extensin (class I) 


95 


35 


10025 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


93 


61 


10026 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


153 


42 


10027 


Y73377 


Homo sapiens 


HTRM clone 1645941 protein 
sequence. 


1180 


84 


10028 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


108 


59 


10029 


G00366 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4447. 


112 


65 


10030 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


163 


82 


1 003 1 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


131 


66 


10032 


G02451 


Homo sapiens 


Human secreted protein, SEQ TD NO: 
6532. 


74 


48 


10033 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


104 


85 


10034 


G03093 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7174. 


192 


60 


10035 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


153 


55 


10036 


Y 14479 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


128 


76 


10037 


AFl 18086 


Homo sapiens 


PR01992 


148 


68 


10038 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


125 


47 


10039 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


137 


65 


10040 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


139 


45 


10041 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


128 


75 


10042 


U83303 


Homo sapiens 


Iine-1 reverse transcriptase 


100 


**» ~> 


10043 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


102 


64 


10044 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


135 


71 


10045 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


148 


46 


10046 


X92485 


Plasmodium 
vivax 


pval 


98 


58 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


10047 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


102 


87 


10048 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


63 


84 


10049 


U09202 


Homo sapiens 


ornithine decarboxylase antizyme 


202 


67 


10050 


X92485 


Plasmodium 
vivax 


pval 


77 


34 


10051 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


87 


40 


10052 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


114 


57 


10053 


AC005396 


Arabidopsis 
tbaliana 


putative proline-rich protein 


100 


33 


10054 


G03600 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7681. 


91 


94 


10055 


X73434 


Ovis aries 


KAP5.4 keratin protein 


76 


45 


10056 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


82 


62 


10057 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


115 


66 


10058 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


116 


55 


10059 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


130 


73 


10060 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


100 


42 


10061 


L27428 


Homo sapiens 


reverse transcriptase 


107 


43 


10062 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


92 


47 


10063 


G03112 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7193. 


93 


46 


10064 


AF220264 


Homo sapiens 


MOST-1 


135 


48 


10065 


AF130114 


Homo sapiens 


PR02459 


87 


68 


10066 


D86853 


Catharanthus 
roseus 


extensin 


115 


35 


10067 


G00500 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4581. 


79 


71 


10068 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


102 


54 


10069 


U16359 


Rattus 
norvegicus 


nitric oxide synthase 


93 


77 


10070 


AJ233597 


Mus famulus 


reverse transcriptase 


65 


36 


10071 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


94 


67 


10072 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


114 


53 


10073 


AK024455 


Homo sapiens 


FLJ00047 protein 


146 


66 


10074 


X92485 


Plasmodium 
vivax 


pval | 


121 


36 


10075 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


130 


64 


10076 


AF055985 


Onchocerca 
volvulus 


pyrroiidone-rich antigen 


73 


43 


10077 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


165 


75 


10078 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


106 


72 


10079 


AF130050 


Homo sapiens 


PRO0872 


102 


63 


10080 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


44 
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SEQ1D 
NO: 


Accession No. 


Species 


Description 


Smith- 
rr iiicrniuii 
Score 


% 

Monti » 

lueniii 

y 








8153. 






10081 


Y87156 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 195. 


285 


78 


10082 


AF068294 


Homo sapiens 


HDCMB45P 


144 


68 


10083 


U41038 


Caenorhabditis 
elegans 


Similar to cadherin-type repeat 


98 


48 


10084 


X92485 


Plasmodium 
vivax 


pval 


108 


53 


10085 


AF1 18082 


Homo sapiens 


PRO 1902 


117 


57 


10086 


AF090942 


Homo sapiens 


PRO0657 


88 


53 


10087 


AF1 18086 


Homo sapiens 


PR01992 


172 


71 


10088 


Y01400 


Homo sapiens ' 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


119 


68 


10089 


K02576 


Homo sapiens 


salivary proline-rich protein I 


1 17 


34 


10090 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


154 


77 


10091 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


138 


56 


10092 


G03119 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7200. 


90 


56 


10093 


G03714 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7795. 


134 


66 


10094 


Ml 5530 


Homo sapiens 


B-cell growth factor 


116 


64 


10095 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


124 


65 


10096 


M15530 


Homo sapiens 


B-cell growth factor 


87 


68 


10097 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


84 


79 


10098 


G00369 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4450. 


150 


66 


10099 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


157 


70 


10100 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


103 


60 


10101 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


114 


70 


10102 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


130 


53 


10103 


G03786 ' 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. ! 


156 


52 


10104 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


87 


60 


10105 


L27428 


Homo sapiens 


reverse transcriptase 


220 


38 


10106 


W90834 


Homo sapiens 


Human lymphocyte targeted peptide 
#2. 


91 


43 


10107 


AF161356 


Homo sapiens 


HSPC093 


227 


61 


10108 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


123 


64 


10109 


AF1 30089 


Homo sapiens 


PRO2550 


126 


77 


10110 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


118 


60 


10111 


M63274 


Plasmodium 
falciparum 


malaria antigen 


81 


54 


10112 


AF090944 


Homo sapiens 


PRO0663 


133 


70 


10113 


L27428 


Homo sapiens 


reverse transcriptase 


91 


32 


10114 


Y17221 


Homo sapiens 


Human secreted protein (clone fk3 17- 
3)- 


112 


64 


10115 


W88947 


Homo sapiens 


Polypeptide fragment encoded by gene 
118. 


85 


44 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
WftteraiA n 
Score 


% 

Identit 

y 


10116 


L27428 


Homo sapiens 


reverse transcriptase 


112 


44 


10117 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


115 


61 


10118 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


79 


34 


10119 


AF1 94537 


Homo sapiens 


NAG 13 


295 


51 


10120 


D00570 


Mus musculus 


open reading frame (196 AA) 


97 


40 


10121 


X77816 


Rattus 
norvegicus 


PR-Vbetal 


322 


47 


10122 


W4835I 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


148 


55 


10123 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


92 


66 


10124 


AF090942 


Homo sapiens 


PRO0657 


127 


78 


10325 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


145 


68 


10126 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


113 


49 


30127 


U93563 


Homo sapiens 


putative pi 50 


94 


35 


10128 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


146 


79 


10129 


AFt 30089 


Homo sapiens 


PRO2550 


208 


75 


10130 


Ml 5530 


Homo sapiens 


B-cell growth factor 


102 


73 


10131 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


122 


30 


10132 


L27428 


Homo sapiens 


reverse transcriptase 


197 


40 


10133 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


99 


73 


10134 


AF 194537 


Homo sapiens 


NAG 13 


220 


48 


10135 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


116 


75 


10136 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


117 


61 


10137 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


223 


59 


10138 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


178 


75 


10139 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


170 


52 


10140 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


133 


64 


10141 


AF072164 


Homo sapiens 


HFSE-1 


80 


60 


10142 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


103 


74 


10343 


M15530 


Homo sapiens 


B-cell growth factor 


91 


40 


10144 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


103 


61 


10145 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


162 


65 


10146 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


128 


53 


10147 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 103. 


112 


61 


10148 


X71975 


Drosophila 
melatnogaster 


put. homologue to S.cerevisiae GAR1 
gene 


118 


39 


I0I49 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


123 


49 


10150 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


163 


81 
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SEQW 
NO: 


Accession No. 


Species 


Description 


Smiths 

Waterman 

Score 


% 

Identit 

v 


10151 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


106 


83 


10152 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


117 


52 


10153 


AF1 13685 


Homo sapiens 


PRO0974 


133 


62 


10154 


U41038 


Caenorhabditis 
elegans 


Similar to cadherin-type repeat 


129 


67 


10155 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


89 


50 


10156 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


131 


41 


10157 


AB011099. 


Homo sapiens 


KIAA0527 protein 


94 


35 


10158 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


78 


72 


10159 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


139 


71 


10160 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


161 


68 


10161 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


162 


88 


10162 


MI5530 


Homo sapiens 


B-cell growth factor 


137 


63 


10163 


AF090895 


Homo sapiens 


PRO0117 


93 


67 


10164 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


109 


60 


10165 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


126 


52 


10166 


AF1 18082 


Homo sapiens 


PRO 1902 


111 


55 


10167 


AF090895 


Homo sapiens 


PRO0117 


112 


75 


10168 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


135 


69 


10169 


AF090942 


Homo sapiens 


PRO0657 


149 


67 


10170 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


145 


68 


10171 


AL160371 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


85 


51 


10172 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


136 


62 


10173 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


158 


63 


10174 


AF090942 


Homo sapiens 


PRO0657 


75 


44 


10175 


U 12390 


Cloning vector 
pSportl 


beta-galactosidase alpha peptide 


97 


47 


10176 


Y01154 


Homo sapiens 


Protein sequence Seq Id 54 from 
WO9901020. 


108 


75 


10177 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


168 


80 


10178 


M22332 


Homo sapiens 


unknown protein 


131 


62 


10179 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


160 


60 


10380 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


65 


68 


10181 


AF1 19900 


Homo sapiens 


PR02822 


132 


72 


10182 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


114 


56 


10183 


G02490 


Homo sapiens 


Human secreted protein, SEQ ED NO: 
6571. 


124 


59 


10184 


AF2 10651 


Homo sapiens 


NAG 18 


150 


65 


10185 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


109 


46 


10186 


X71442 


Rattus 


ORF 1 ; putative 


91 


47 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wattrraan 

Score 


% 

Identit 

y 






norvegjcus 








10187 


AK07445S 


I1U11HJ OQjJlt/ilo 


Fl 100047 nrotein 


122 




10188 


G 02490 




Human <*ecreted nrotein SFO ID TsfO* 
657 1. 


82 


72 


10189 


G00637 


Homo <>anien<*; 


Human secreted nrotein SFO fD NO* 
4718. 


78 


61 


10190 


AF220264 


XXXJlXXSJ iJCljL/Ityll o 


MOST- 3 


165 


81 


10191 


Y91617 


Homo sapiens 


Human secreted protein sequence 
encoded hv oene 19 ^FO ID NO'290 


54 


44 


10192 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


119 


80 


10193 


X92485 


Plasmodium 

vivay 

V 1 VOA 


pval 


128 


57 


10194 


X61296 


iVulLUj 

norvegicus 


nnAn rpaHino frame 7 


79 

/ y 


72 


1019S 


SSX777 


Unmn Qanipnc 


"V-l inlf pH rpfin Anatfiv rvrntpin if~*- 
yY~lll lt\.vU 1 vllllUjJall "jf l/l UlCilJ 

terminal clone XF.H Rc^ 


1 16 


62 


10196 


AF1 30089 


Homo <ianien<i 


PRO7550 


144 


62 


10197 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


124 


56 


10198 


AF090942 


Homo sapiens 


PRO0657 


333 


76 


10199 
Jvi yy 


S79304 


AvailUd olJ. 


r*vt Aphrrum p rwidacp cnHiinit I* PHY 1 

K>y Wi\*lxl KJIHC UAJUOoC dUL/UIJil ij V*7A J 


280 


66 


1 ft?ftft 


961070 


Haiyia csnipnc 


icvcrbc u ctiJbL.1 ipiooc jiOinuju^ pui 
{retroviral element} 


1 RR 


4*7 


1 \JjL\J 1 


(10^790 


l-Trvm. r\ CQnipn c 
riuunj oajJiviio 


Hum an cPf*rpfpH nrntpin QFf"^ TO MO* 
rililUall ot-UiClCU jJiUlCIJK OCy llv 

7871. 


17S 


si 
J I 




AF068294 

ill \J\J \j£*77l 


Urtmn Qanipn**. 

X 11/111 KJ OdUlCllD 


HDCMR45P 


174 


65 


10203 


Y14480 


Homo ^anipnn 

X X \J 1 1 1 *J Oil IJ1 \j 1 1 3 


Frapment of" human secreted nrotein 
encoded bv <*ene 14 


174 


50 


10204 


U93572 


Homo ^anien*; 


nutative ol 50 


77 


40 


10205 


L27428 


Homo sapiens 


reverse transcriptase 


133 


50 


10206 


J07621 


Homo ^nipn*; 


hioh mobility croun nrotein 1 4 

iii^ii ih\ju liny ^luui/ piuivui i~ 


94 


57 


10207 


AF130079 


Homo sapiens 


PR02852 


144 


73 


1020ft 


R95913 


Homo oanipn<i 

1 l\Jl ll\J aClAJlV/Ild 


"Neural thread orotein 


134 


5] 


10709 

l \j4.\jy 


1 149973 




OR PI * MFR^7* mitntive tran<;nn<:a<:p 
similar to nopo plement 


i -*;4 


Ifi 

t\j 


10210 


AB046048 


Macaca 

■fa^cicnlari^ 


unnamed portein product 


162 


60 


1021 1 


AF09093 1 


Homo sanien^ 


PRO0483 


128 


79 


10212 


AF130051 


Homo sapiens 


PRO0898 


144 


76 


102H 


vivJ / yo 


Urtmrt cariipnQ 

XAUIllV/ iKipiC/Uo 


Human <^-rretpd nrotein <sFO ID NO* 

JAUillall Civil jJiVJLCAil, AA-* 

7879. 


yj 


S4 


10214 


AFI 30089 


Homo <ianien»*; 


PRO2550 


158 


70 


1021 S 


VIV/JJUt 


Hrtmrt canipnc 


Human secreted nrotein SFO ID NO* 
7645, 


96 




10216 


M15894 


Homo saoiens 


chorionic somatomammotrooin 
precursor 


116 


63 


10217 


AK024372 


Homo sapiens 


unnamed protein product 


85 


56 


10218 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


118 


69 


10219 


M37679 


ft/fll*i tmiCflllllQ 


Tp hpaw chain nTecurrsor 

\\\*\xv y vltdlll L/J vwul OKJI 


64 




10220 


G03806 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7ft R7 


91 


69 




O079Q4 


J JUJUU *>aL*iCJl*> 


T-Tnmnn cpprpfed nrotein QPfi TTi NO* 

7075 


177 


47 


10222 


Y36505 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 29. 


102 


48 


10223 


AF090940 


Homo sapiens 


PRO0644 


105 


76 


10224 


U49974 


Homo sapiens 


mariner transposase 


155 


76 


10225 


K02576 


Homo sapiens 


salivary proline-rich protein I 


154 


42 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Jdcntit 

y 


10226 


AF293639 


Homo sapiens 


dioxin receptor repressor 


819 


98 


10227 


L27428 


Homo sapiens 


reverse transcriptase 


137 


44 


10228 


G02485 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6566. 


106 


70 


10229 


U93566 


Homo sapiens 


p40 


206 


80 


10230 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


114 


66 


10231 


AF 11 8082 


Homo sapiens 


PRO 1902 


76 


52 


10232 


AF 11 8086 


Homo saniens 


PRO 1992 


99 


75 


10233 


X53375 


Helianthus 
annuus 


anther-specific protein SF1 8 


95 


64 


10234 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


156 


72 


10235 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


100 


35 


10236 


L27428 


Hnmft sanien*c 

IIWIJIyJ L/l vl I ^> 


reverse transrr intake 


244 


50 


10237 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
terminal clone XRH 8cl 


93 


70 


10238 


Y01400 


Homo ^anien*; 


Secreted nrotein encoded hv pene 1 8 
clone HNHF029. 


142 


72 


10239 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029 


149 


80 


10240 


S52010 


Mus sp. 


1st Met is at position 21 


98 


42 


10241 


AL1 10147 




hvnnthetiral nrotfMn 






10242 


X98485 


Plasmodium 
vivax 


putative 


85 


51 


10243 


S58722 


Homo ^anien^ 


"X-linlverl retinonathv nrotein f O- 
teiminal, clone XEH.8c} 


70 


65 


10244 


Y87064 


Homo saoiens 


Human secreted protein sequence SEQ 
ID NO: 103. 


125 


49 


10245 


U49973 


Homo sapiens 


ORF2* function unknown 

V1VI X* » 1 liJIvUvll 1X1 11 VI I V *V 1 J 


150 


81 


10246 


K02576 


Homo sapiens 


<?alivarv nroline-rich nrotein 1 

uHJJ ▼ Ui j l/l Villi w llvll Ul vlvlli 1 


1 13 


56 


10247 


AF 130089 


Homo sapiens 


PRO2550 


139 


73 


10248 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


160 


59 


10249 


U93565 


Homo sapiens 


putative pi 50 


109 


43 


10250 


AF 13 0089 


Hnmo ^aniens 


PRO2550 


104 


54 


10251 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


78 


36 


10252 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144 


110 


58 


10253 


G00588 


Homo <;anien^ 


Human secreted nrotein SFO ID NO* 
4669. 


123 


54 


10254 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


95 


57 


10255 


X03145 


Homo sapiens 


pot. ORF V 


76 


63 


10256 


Y01405 


Homo sapiens 


Secreted protein encoded by gene 23 
clone HDPBA48 


116 


65 


10257 


G0341 1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


113 


68 ! 


10258 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


138 


68 


10259 


U49973 


Homo ♦sanien*? 


ORF1 • MF^R17* nutative transDOsase 
similar to pogo element 


135 


60 


10260 


G02528 


Homo ^anipnQ 


Human serreteH nrotein ^FO ID NO" 

6609. 


95 


so 


10261 


MS6246 


Homo sapiens 


EHS-2 


96 


62 


10262 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


180 


66 


10263 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


102 


62 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Scort 


% 

J den tit 

y 








7871. 






10264 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


313 


84 


10265 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


144 


56 


10266 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded bv oene 14 


150 


61 


10267 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO: 125. 


408 


89 


10268 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


74 


26 


30269 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


133 


52 


10270 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


105 


61 


10271 


X6I048 


Hydra sp. 


mini-collagen 


121 


40 


10272 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


150 


66 


10273 


L24521 


Homo saniens 


transformation-related nrotein 

11 Uli^l VI lliUllvll 1 vlUIW 1/1 v Will 


134 


51 


10274 


G03806 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7887. 


96 


47 


10275 


U59446 


Brassica napus 


myrosinase-binding protein related 
protein 


115 


39 


10276 


G01480 


Homo saoiens 


Human secreted nrotein SFO lO NO' 
5561. 


482 


98 


10277 


G0380O 


Homo saniens 


Human secreted nrotein SFO ID NO* 
7881. 


143 


81 


10278 


U93564 


Homo sapiens 


putative pi 50 


130 


46 


10279 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


123 


44 


10280 


AF090944 


Homo sapiens 


PRO0663 


156 


73 


10281 


AF 130079 


Homo sapiens 


PR02852 


146 


75 


10282 


X89401 


Homo sarjiens 


ribosomal nrotein L21 


108 


48 


10283 


G03564 


Homo sanicns 


Human secreted nrotein SFO ID NO" 
7645. 


65 


66 


10284 


Y25821 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 41. 


1602 


98 


10285 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


308 


43 


10286 


AF090931 


Homo saniens 


PRO0483 ~1 


131 


74 


10287 


Y48480 


Homo sapiens 


Human breast tumour-associated 
Drotein 25 


203 


90 


10288 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


1 16 


44 


10289 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


160 


64 


10290 


X67863 


Mus musculus 


T2 


147 


37 


10291 


AF229067 


Homo sapiens 


PADI-H protein 


123 


43 


10292 


AF078844 


Homo sapiens 


hqp0376 protein 


125 


59 


10293 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


123 


37 


10294 


G03789 


Homo ^aniens 


Human secreted nrotein SFO ID NO" 
7870. 


103 


64 


10295 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


162 


70 


10296 


V00662 


Homo sapiens 


ATPase 6 


268 


88 


10297 


AB007861 


Homo sapiens 


K1AA0401 


424 


92 


10298 


M24732 


Homo sapiens 


lam in-like protein 


183 


40 


10299 


D90053 


Sus scrofa 


destrin 


123 


48 


10300 


X61047 


Hydra sp. 


mini-collagen 


86 


43 



V 
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SEQID 
(NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Jdenfit 

y 


I030I 


LT49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


180 


50 


10302 


AF 118078 


Homo sapiens 


PR01848 


157 


63 


10303 


X55681 


Lycopersicon 
esculentum 


extensin (class 1) 


87 


36 


10304 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


105 


62 


10305 


X70944 


Homo sapiens 


PTB-associated splicing factor 


84 


32 


10306 


AF068294 


Homo sapiens 


HDCMB45P 


220 


42 


10307 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


96 


41 


10308 


AJ005559 


Mus musculus 


SPR2A protein 


64 


42 


10309 


AL353995 


Arabidopsis 
thaliana 


AtAGP4 


98 


38 


10310 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


213 


92 


10311 


M15386 


Homo sapiens 


gamma-globin 


614 


88 


10312 


V00488 


Homo sapiens 


alpha globin 


574 


90 


10313 


AL049730 


Arabidopsis. 
thaliana 


pEARJLI 1 -like protein 


117 


38 


10314 


AL356299 


Homo sapiens 


bK3216D2.1.1 (S- 
adenosylhomocysteine hydrolase 
(SAHH), isoform 1) 


256 


70 


10315 


AF 194537 


Homo sapiens 


NAG 13 


113 


63 


10316 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


99 


62 


10317 


AF090931 


Homo sapiens 


PRO0483 


86 


68 


1031S 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


102 


77 


10319 


L29219 


Homo sapiens 


clkl; putative 


341 


100 


10320 


V00488 


Homo sapiens 


alpha globin 


314 


89 


10321 


AJ223953 


Homo sapiens 


hPTTG 


354 


89 


10322 


X79389 


Homo sapiens 


glutathione transferase Tl 


78 


75 


10323 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


101 


66 


10324 


AFl 16715 


Homo sapiens 


PR02829 


128 


73 


10325 


AF1 16619 


Homo sapiens 


PRO105I 


125 


77 


10326 


Y14318 


Homo sapiens 


peroxisomal ABC-transporter 


249 


100 


10327 


U73844 


Homo sapiens 


ESE-la 


185 


90 


10328 


AB051901 


Homo sapiens 


VDUP1 


132 


83 


10329 


AL1 63300 


Homo sapiens 


human ubiquitin conjugating enzyme 
G2 EC 6.3 .2.19. 


720 


100 


10330 


AFl 37237 


Homo sapiens 


prefoldin subunit2 


. 729 


100 


10331 


D42054 


Homo sapiens 


KIAA0092 gene product is distantly 
related to smooth muscle myosin. 


352 


84 


10332 


AF038965 


Homo sapiens 


26S proteasome ATPase subunit 


431 


100 


10333 


Y94960 


Homo sapiens 


Human secreted protein clone mil 17 1 
protein sequence SEQ ID NO: 1 26. 


399 


96 


10334 


X60376 


Brassica napus 


proline-rich protein 


114 


31 


10335 


M34427 


Homo sapiens 


T-plastin 


343 


91 


10336 


V00488 


Homo sapiens 


alpha globin 


445 


88 


10337 


MI 5386 


Homo sapiens 


gamma-globin 


402 


85 


10338 


X61123 


Homo sanien<; 






on 


10339 


U22961 


Homo sapiens 


similar to human albumin, Swiss-Prot 
Accession Nnmher P02768* Method- 
conceptual translation supplied by 
author 


278 


87 


10340 


A03992 


synthetic 
construct 


growth hormone 


145 


61 


10341 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


57 
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SEQ ID 

NO* 


Accession Nd. 


Species 


Description 


Smith- 
Water man 
Score 


% 

Idenrit 

y 








4518. 






10342 


U02680 


Homo sapiens 


protein tyrosine kinase 


140 


92 


10343 


AF1 80681 


Homo sapiens 


guanine nucleotide exchange factor 


1425 


88 


10344 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


123 


69 


10345 


V00488 


Homo sapiens 


alpha globin 


318 


93 


10346 


M17885 


Homo sapiens 


acidic ribosomal phosphoprotein (PO) 


329 


98 


10347 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


100 


66 


10348 


U29953 


Homo sapiens 


pigment epithelium-derived factor 


359 


74 


10349 


G01790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5871. 


85 


66 


10350 


V00488 


Homo sapiens 


alpha globin 


361 


90 


10351 


U93567 


Homo sapiens 


p40 


203 


84 


10352 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ 1DNO:220. 


253 


85 


10353 


AF1 94537 


Homo sapiens 


NAG 13 


196 


41 


10354 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


297 


81 


10355 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


144 


65 


10356 


YOI400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


94 


54 


10357 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


153 


68 


10358 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


136 


53 


10359 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear ma-binding 
protein) 


95 


77 


10360 


X61296 


Rattus 
norvegicus 


open reading frame 2 


87 


40 


10361 


L24521 


Homo sapiens 


transformation-related protein 


103 


32 


10362 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


101 


55 


10363 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ ID 
NO: 128. 


89 


80 


10364 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


101 


58 


10365 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


322 


85 


10366 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


101 


59 


10367 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


125 


53 


IQ36S 


G02363 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6444. 


120 


59 


10369 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


60 


83 


10370 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


169 


81 


10371 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


80 


75 


10372 


G02987 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7068. 


60 


83 


30373 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


89 


77 


10375 


AF130089 


Homo sapiens 


PRO2550 


139 


78 


10376 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


146 


62 



410 



WO 01/64835 



PCT/USOJ/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

ldentit 

y 








7874. 






10377 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


96 


51 


10378 


G00637 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4718. 


132 


58 


10379 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


117 


71 


10380 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


125 


54 


10381 


U93569 


Homo sapiens 


putative pi 50 


160 


60 


10382 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


340 


77 


10383 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. . 


83 


71 


10384 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


137 


63 


10385 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


67 


50 


10386 


X62691 


Homo sapiens 


ribosomal protein homologous to yeast 
S24 


117 


58 


10387 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


141 


45 


10388 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


153 


70 


10389 


U93570 


Homo sapiens 


putative pi 50 


112 


58 


10390 


AF090942 


Homo sapiens 


PRO0657 


126 


68 


10391 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


123 


64 


10392 


AF1 30089 


Homo sapiens 


PRO2550 


144 ' 


71 


10393 


U40739 


Homo sapiens 


cyclin C 


464 


86 


10394 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


151 


75 


10395 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101 . 


137 


55 


10396 


W88947 


Homo sapiens 


Polypeptide fragment encoded by gene 
118. 


165 


66 


10397 


AF090930 


Homo sapiens 


PRO0478 


133 


80 


10398 


AK024455 


Homo sapiens 


FLJ00047 protein 


153 


62 


10399 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


342 


69 


10400 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded bv a ene 17 


73 


51 


10401 


AB030033 


Dictyostelium 
discoideum 


Am iB 


82 


33 


10402 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 
oncoprotein. 


113 " 


63 


10403 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


148 


77 


10404 


AK024455 


Homo sapiens 


FLJ00047 protein 


138 


71 


10405 


G03062 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
7143. 


128 


59 


10406 


G02480 


Homo sapiens 


•Human secreted nrotein SEO TD NO* 
6561. 


143 


76 


10407 


AF090942 


Homo sapiens 


PRO0657 


105 


64 


10408 


S58722 


Homo sapiens 


X-linlced retinonathv nrotein (C- 
terminal, clone XEH.8c} 


93 


54 


10409 


J02621 


Homo sapiens 


high mobility group protein 14 


140 


64 


10410 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


87 


46 


10411 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


79 


56 
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SEQ1D 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

v 








7879. 






10412 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


79 


66 


10413 


AF130079 


Homo sapiens 


PR02852 


184 


90 


10414 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ IDNO:220. 


237 


77 


30415 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


122 


64 


10416 


AF016099 


Mus musculus 


endonuclease/reverse transcriptase 


89 


78 


10417 


S80864 


Homo sapiens 


cytochrome c-like polypeptide 


184 


52 


10418 


Y30681 


Homo sapiens 


Splice variant ZAP-1 B protein of the 
human tumor suppressor gene ZAP-1 . 


131 


75 


10419 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


360 


90 


10420 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


131 


59 


10421 


AF090942 


Homo sapiens 


PRO0657 


J 54 


57 


10423 


L78669 


Homo sapiens 


CoxIl/D-loop DNA fusion protein 


106 


90 


10424 


AF09577O 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


105 


75 


10425 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


130 


64 


10426 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


122 


64 


10427 


AF068294 


Homo sapiens 


HDCMB45P 


256 


56 


10428 


AF194537 


Homo sapiens 


NAG13 


182 


54 


10429 


AF090931 


Homo sapiens 


PRO0483 


108 


79 


10430 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


93 


68 


10431 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10432 


X67920 


Homo sapiens 


tryptophanyl-tRNA synthetase 


138 


84 


10433 


YS6305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


294 


78 


10434 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10435 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


125 


75 


10436 


S79430 


Mus musculus 


nuclear localization signal binding 
protein 


117 


72 


10437 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


120 


67 


10438 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


140 


69 


10439 


AF1 30089 


Homo sapiens 


PRO2550 


106 


80 


10440 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQIDNO:220. 


331 


83 


10441 


W94294 


Homo sapiens 


Human phosphatidylinositol transfer 
protein gamma. 


143 


96 


10442 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


121 


87 


10443 


AF09577O 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10444 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


141 


67 


10445 


U93567 


Homo sapiens 


p40 


262 


69 


10446 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


112 


92 


10447 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 


120 


83 
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Accession No. 


Species 
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Smith- 
Waterman 
Score 


% 

ldentit 

y 








protein 






10448 


G02597 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6678. 


104 


68 


10449 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


135 


so 


10450 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


117 


80 


10451 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


104 


80 


10452 


AF130089 


Homo sapiens 


PRO2550 


315 


68 


10453 


G02530 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6611. 


310 


71 


10454 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


86 


34 


10455 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


113 • 


85 


10456 


G03556 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7637. 


180 


83 


10457 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


139 


96 


10458 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


133 


58 


10459 


Y41710 


Homo sapiens 


Human PR0618 protein sequence. 


894 


71 


10460 


G01246 


Homo saDiens 


Human secreted nrotein SF.O ID NO' 
5327. 


84 


71 


10461 


K02401 


Homo sapiens 


chorionic somatomammotropin 


471 


88 


10462 


G02113 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6194. 


241 


73 


10463 


G034U 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


93 


68 


10464 


U 15647 


Mus musculus 


reverse transcriptase 


110 


47 


10465 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


97 


57 


10466 


G02754 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6835. 


145 


93 


10467 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


137 


57 


10468 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


62 


55 


10469 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


93 


86 


10470 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


119 


63 


10471 


AF068294 


Homo sapiens 


HDCMB45P 


117 


43 


10472 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


335 


72 


10473 


G03790 


Homo sapiens 


Human secreted Drotein SEO ID NO' 
7871. 


121 


62 


10474 


X79238 


Homo sapiens 


ribosomal protein L30 


126 


58 


10475 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10476 


G02640 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6721. 


106 


61 


10477 


AC006693 


Caenorhabditis 
elegans 


Hvnothetical nrotein W02H5 e 


119 


41 


10478 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


87 . 


66 


10479 


AFI 30079 


Homo sapiens 


PR02852 


97 


54 


10480 


AK024455 


Homo sapiens 


FLJ00047 protein 


135 


69 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


10481 


K02401 


Homo saoiens 


chorionic somatomammorronin 


463 


80 


10482 


G00398 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4479. 


69 


83 


10483 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


132 


6] 


10484 


R13556 


Homo saoiens 


Protein encoded downstream of hhc M 
oncoprotein. 


1 19 


80 


10485 


AF095770 


Homo saoiens 


PTH-resnonsive osteosarcoma Dl 
protein 


90 


54 


10486 


U79260 


Homo sapiens 


unknown 


105 


90 


10487 


Y87156 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 195. 


243 


53 


10488 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


90 


78 


10489 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
nrotein 

yjx yjw^iu 


120 


64 


10490 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029 


123 


60 


10491 


Y48576 


Homo sapiens 


Human breast tumour-associated 
nrotein 'Yl 

\J 1 \J IV 111 -J / m 


471 


84 


10492 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


176 


77 


10493 


S79410 


Mus musculus 


nuclear localization signal binding 


135 


64 


10494 


G02538 


Homo sanien^ 


Human secreted nrotein SEO ID TvJO* 
6619. 


123 


44 


10495 


G02538 


Homo saniens 


Human secreted nrotein SHO ID NO* 
6619. 


86 


46 


10496 


Y67470 


Homo ^aniens 


I\ln70 nrotein carhoxv term inal recnon 


145 


40 


10497 


AL359782 


Trypanosoma 

hmcei 


probable similar to ring-h2 finger 

nrotein rhala 


111 


50 


10498 


S58722 


Homo sapiens 


X-Iinked retinopathy protein {C- 
terminal clone XFH 8c} 

IH 111 H Idly \s 1\J1 Jv> s\XjlJi»v\*f 


96 


73 


10499 


AL1 32841 


Caenorhahditis 
elegans 


Y15E3A.3 


142 


96 


10500 


Y45382 


Homo saniens 


Human secreted nrotein fragment 
encoded from gene 28. 


120 


49 


10501 


AF220264 


Homo saniens 


MOST-1 


93 


83 


10502 


G00437 


Homo sanipns 


Human secreted nrotpin SEO ID NO* 

1 1111 11 till J&vlwKU LMV/ll/Ul, Uij\^ 1U IXVi 

4518. 


116 

X 1 \J 


57 


10503 


G03371 


Homo saniens 


Human secreted nrotein SEO TD NO" 
7452. 


100 


70 


10504 


AF090931 


Homo saoiens 


PRO0483 


88 


80 


10505 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


89 


72 


10506 


G03043 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
7124. 


123 


81 


10507 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


188 


82 


10508 


AF1 30050 


Homo saoiens 


PRO0872 


101 


74 


10509 


G00392 


Homo saoiens 


Human secreted nrotein SEO ID NO* 
4473. 


176 


68 


10510 


AF095770 


Homo saniens 


PTH-rpsnnnsive osteosarcoma Dl 

1 ill l&jUvtlOJVw vjlvvOCU vvillu U 1 

nrotein 

VI W I will 


120 


y\j 


10511 


AK026249 


Homo sapiens 


unnamed protein product 


97 


68 


10512 


X95276 


Plasmodium 
falciparum 


ORF91 


75 


29 


10513 


XI 7093 


Homo sapiens 


leukocyte antigen F 


397 


91 


10514 


W48351 


Homo sapiens 


Human breast cancer related protein 


115 


66 
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Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identir 

y 








BCRB2. 






10515 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


154 


68 


10516 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. ' 


86 


47 


10517 


AF090944 


Homo sapiens 


PRO0663 


318 


48 


10518 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
terminal, clone XEH.8c} 


131 


77 


10519 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO; 103. 


230 


58 


10520 


AF095770 


Homo sapiens 


PTH -responsive osteosarcoma Dl 
protein 


327 


87 


10521 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


130 


40 


10522 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10523 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


139 


69 


10524 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma D 1 
protein 


125 


100 


10525 


J04495 


Macaca mulatta 


alpha-globin 


144 


90 


10526 


G02535 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6616. 


105 


61 


10527 


AF1 30089 


Homo sapiens 


PRO2550 


132 


67 


10528 


Y64890 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
IDNO:1051. 


90 


53 


10529 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


112 


75 


10530 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


157 


79 


10531 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


59 


10532 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


123 


63 


10533 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


112 


43 


10534 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


131 


65 


10535 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


95 


60 


10536 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


157 


79 


10537 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


199 


90 


10538 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566, 


113 


75 


10539 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


120 


65 


10540 


AF1 30089 


Homo sapiens 


PRO2550 


195 


67 


10541 


Y60522 


Homo sapiens 


Human normal bladder tissue EST 
encoded orotein 394 


73 


72 


10542 


G01I75 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5256. 


83 


100 


10543 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


81 


54 


10544 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


147 


75 


10545 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


109 


66 
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Species 


Description 


Smith- 

Waterman 

Score 


% 

Jdenrit 

y 


10546 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


123 


46 


10547 


AF 130089 


Homo sapiens 


PRO2550 


133 


63 


10548 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


246 


80 


10549 


G00382 


Homo sapiens 


Human secreted protein,' SEQ ID NO: 
4463. 


122 


51 


10550 


J02459 


bacteriophage 
lambda 


J (taiI:host specificity;l 132) 


772 


97 


10551 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


158 


80 


10552 


G00328 


Homo sapiens . 


Human secreted protein, SEQ ID NO: 
4409. 


123 


50 


10553 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


184 


71 


10554 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


107 


60 


10555 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


140 


69 


10556 


U49973 


Homo sapiens 


ORF2: function unknown 


91 


70 


10557 


AF151850 


Homo sapiens 


CGI-92 protein 


459 


63 


10558 


X66285 


Mus musculus 


HC1 ORF 


92 


30 


10559 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


127 


67 


10560 


AF 1 30050 


Homo sapiens 


PRO0S72 


100 


71 


10561 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


335 


80 


10562 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


126 


58 


10563 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


127 


76 


10564 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


158 


62 


10565 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


118 


77 


10566 


V00488 


Homo sapiens 


alpha globin 


464 


89 


10567 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


162 


81 


10568 


S58722 


Homo sapiens . 


X-Jinked retinopathy protein {C- 
terminal, clone XEH.8c} 


113 


72 


10569 


G03040 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7121. 


127 


47 


10570 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


125 


65 


10571 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


79 


88 


10572 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


158 


80 


10573 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


138 


56 


10574 


AF 119900 


Homo sapiens 


PR02822 


154 


55 


10575 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


87 


72 


J 0576 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


131 


66 


10577 


G03112 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7193. 


80 


47 


10578 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


121 


53 


10579 


Y91577 


Homo sapiens 


Human secreted protein sequence 


335 


83 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
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% 

Identit 

y 








encoded by gene 2 SEQ ID NO:250. 






10580 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


104 


47 


10581 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


324 


68 


10582 


G00589 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4670. 


129 


66 


10583 


AF090895 


Homo sapiens 


PRO0117 


137 


63 


10584 


L27428 


Homo sapiens 


reverse transcriptase 


98 


50 


10585 


G00418 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4499. 


101 


68 


10586 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


108 


82 


10587 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


166 


76 


10588 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


100 


70 


10589 


X03145 


Homo sapiens 


pot. ORF I 


120 


43 


10590 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


139 


70 


10591 


AF144054 


Homo sapiens 


apoptosis related protein APR-4 


92 


50 


10592 


AK024455 


Homo sapiens 


FLJ00047 protein 


111 


75 


10593 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


143 


58 


10594 


G03636 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7717. 


116 


54 


10595 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


196 


57 


10596 


AF130089 


Homo sapiens 


PRO2550 


140 


66 


10597 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


115 


52 


10598 


G00481 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4562. 


79 


71 


10599 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


146 


79 


10600 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


319 


67 


10601 


AF090895 


Homo sapiens 


PRO0117 


106 


68 


10602 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


83 


72 


10603 


AF090930 


Homo sapiens 


PRO0478 


119 


70 


10604 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


120 


83 


10605 


AF 132949 


Homo sapiens 


CGI- 15 protein 


114 


96 


10606 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ 3D 
NO: 128. 


176 


77 


10607 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


155 


74 


10608 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


127 


63 


10609 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


88 


60 


10610 


AF130089 


Homo sapiens 


PRO2550 


86 


90 


10611 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


149 


72 


10612 


L27428 


Homo sapiens 


reverse transcriptase 


311 | 


52 


10613 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


83 


84 


10614 


D00570 


Mus musculus 


open reading frame (196 A A) 


116 


69 
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Species 
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Smith- 
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% 
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y 


10615 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


290 


62 


10616 


Y27907 


Homo sapiens 


Human secreted protein encoded by 
gene No. 119. 


125 


51 


10617 


AF1 16695 


Homo sapiens 


PR02221 


131 


56 


10618 


M64793 


Rattus 
norvegicus 


salivary proline-rich protein 


101 


48 


10619 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


104 


65 


10620 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


112 


58 


10621 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


336 


85 


10622 


AF1 18082 


Homo sapiens 


PRO 1902 


80 


73 


10623 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ IDNO.490. 


136 


50 


10624 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


109 


67 


10625 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


92 


75 


10626 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


121 


62 


10627 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


104 


52 


10628 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


137 


66 


10629 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


129 


67 


10630 


U93569 


Homo sapiens 


putative pi 50 


104 


52 


10631 


AF090895 


Homo sapiens 


PRO0U7 


136 


70 


10632 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


89 


57 


10633 


AF1 13685 


Homo sapiens 


PRO0974 


130 


64 


10634 


AK024455 


Homo sapiens 


FLJ00047 protein 


103 


63 


10635 


M24732 


Homo sapiens 


lam in-like protein 


80 


65 


10636 


U49974 


Homo sapiens 


manner transposase 


116 


72 


10637 


AK024455 


Homo sapiens 


FLJ00047 protein 


J58 


67 


10638 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


121 


64 


10639 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


137 


57 


10640 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


123 


72 


1064] 


L27428 


Homo sapiens 


reverse transcriptase 


150 


54 


10642 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


68 


81 


10643 


U93565 


Homo sapiens 


putative pi 50 


282 


57 


10644 


AF090942 


Homo sapiens 


PRO0657 


153 


74 


10645 


Y48333 


Homo sapiens 


Human prostate cancer-associated 
protein 30. 


196 


90 


10646 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


242 


73 


10647 


U79260 


Homo sapiens 


unknown 


95 


77 


10648 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


149 


64 


10649 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


158 


87 


10650 


Y9I577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


339 


89 
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% 

Jdenlif 
v 


10651 


U15183 


Mycobacterium 
leprae 


proline-rich antigen 


102 


37 


10652 


AF217536 


Homo sapiens 


truncated mevalonate kinase 


138 


70 


10653 


AF1 19855 


Homo sapiens 


PRO 1847 


74 


100 


10654 


Ml 5530 


Homo sapiens 


B-cell growth factor 


94 


52 


10655 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


144 


54 


10656 


M15317 


Plasmodium 
lophurae 


histidine-rich protein 


124 


51 


10657 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


143 


66 


10658 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


114 


77 


10659 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


172 


55 


10660 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


150 


78 


10661 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


10662 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


151 


71 


10663 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


10664 


AK000496 


Homo sapiens 


unnamed protein product 


140 


77 


10665 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


147 


75 


10666 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


10667 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


149 


78 


10668 


Y9I577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


303 


78 


10669 


D00526 


Rattus 
norvegicus 


L-gulono-gamma-lactone oxidase 


108 


73 


10670 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HNHF029. 


143 


65 


10671 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


409 


84 


10672 


G00689 


Homo sapiens 


Human socrcttd protein, SEQ ID NO: 
4770. 


110 


65 


10673 


G00423 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4504. 


123 


43 


10674 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


85 


36 


10675 


U93565 


Homo sapiens 


putative pi 50 


115 


45 


10676 


AF 109907 


Homo sapiens 


Si 64 


205 


65 


10677 


G02620 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6701. 


118 


73 


10678 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


106 


62 


10679 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


127 


87 


10680 


Y87156 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 195. 


248 


54 


10681 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


88 


52 


10682 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


126 


77 


10683 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 


123 


72 
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% 
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terminal, clone X£H.8c} 






10684 


S58722 


Homo sapiens 


X-J inked retinopathy protein {C- 
terminal, clone XEH.8c} 


123 


72 


10685 


W54966 


Homo sapiens 


Synthetic human type 111 collagen 
SYN-C3. 


99 


40 


10686 


AF068294 J 


Homo sapiens 


HDCMB45P 


182 


54 


10687 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


104 


53 


10688 


Y86305 


Homo sapiens 


Human secreted protein HLYES38, 
SEQ ID NO:220. 


277 


76 


J0689 


G00233 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4314. 


118 


65 


10690 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


143 


71 


10691 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


97 


81 


10692 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


160 


68 


10693 


AF1 30089 


Homo sapiens 


PRO2550 


133 


56 


10694 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


129 


71 


10695 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


123 


71 


10696 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


261 


45 


10697 


G00648 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4729. 


88 


56 


10698 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


75 


71 


10699 


G00517 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4598. 


92 


38 


10700 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


132 


55 


10701 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


118 


54 


10702 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


66 


73 


10703 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


124 


44 


10704 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


113 


78 


10705 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


119 


50 


10706 


AK025116 


Homo sapiens 


unnamed protein product 


160 


84 


10707 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


10708 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


160 


81 


10709 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


230 


76 


10710 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


96 


45 


10711 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


174 


70 


10712 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


127 


50 


10713 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


148 


45 


10714 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


151 


80 
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% 
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10715 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


157 


67 


10716 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


109 


68 


10717 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


151 


52 


1071S 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


84 


80 


10719 


M19973 


Rattus 
norvegicus 


cytochrome PB24 


104 


45 


10720 


AL390114 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


103 


72 


10721 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


161 


52 


10722 


L27428 


Homo sapiens 


reverse transcriptase 


159 


42 


10723 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
terminal, clone XEH.8c} 


127 


75 


10724 


Y00311 


Homo sapiens 


Human secreted protein encoded by 
gene 54. 


84 


50 


10725 


AF090895 


Homo sapiens 


PRO0117 


170 


71 


10726 


Y 14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


105 


42 


10727 


K03205 


Homo sapiens 


salivary proline-rich protein precursor 


123 


38 


10728 


U93563 


Homo sapiens 


putative pi 50 


162 


64 


10729 


X14576 


Murine leukemia 
virus 


gag fusion protein 


172 


41 


10730 


AF090895 


Homo sapiens 


PRO0117 


151 


60 


10731 


AF119851 


Homo sapiens 


PRO 1722 


127 


54 


10732 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


152 


61 


10733 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


156 


76 


10734 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


135 


73 


10735 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


151 


65 


10736 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


141 


75 


10737 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


122 


74 


10738 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


124 


69 


10739 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


91 


60 


10740 


AF1 30051 


Homo sapiens 


PRO0898 


90 


63 


10741 


AF090895 


Homo sapiens 


PRO0117 


129 


55 


10742 


AF1 19900 


Homo sapiens 


PR02822 


164 


85 


10743 


A J 005 5 60 


Mus musculus 


SPR2B protein 


88 


35 


10744 


Z79996 


Homo sapiens 


CB33F2.1 (PUTATIVE novel protein 
similar toC-terminal parts of APOL 
(apolipoprotein L) and TNF-inducible 
protein CGI 2-1) 


185 


100 


10745 


G03140 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

7221. 


94 


88 • 


10746 


X82208 


Homo sapiens . 


beta-centractin 


134 


96 


10747 


D49744 


Mus musculus 


farnesyltransferase alpha subunit 


228 


60 


10748 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


127 


50 


10749 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


153 


62 
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4523. 






10750 


AF1 30089 


Homo sapiens 


PRO2550 


147 


62 


10751 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


108 


71 


10752 


D 17652 


Homo sapiens 


HBpl5/L22 


416 


72 


10753 


AB002389 


Homo sapiens 


KIAA0391 


486 


86 


10754 


G03093 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7174. 


238 


73 


10755 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


103 


57 


10756 


AF 130089 


Homo sapiens 


PRO2550 


104 


72 


10757 


X75421 


Hypocrea 
jecorina 


actin 


197 


66 


10758 


AF298594 


Nicotiana alata 


arabinogalactan protein 


107 


30 


10759 


U94832 


Homo sapiens 


KSRP 


95 


40 


10760 


G00392 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4473. 


179 


82 


10761 


Y86573 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:490. 


271 


80 


10762 


Z81528 


Caenorhabditis 
elegans 


predicted using Genefinder-contains 
similarity to Pfam domain: PF00939 

fSoHhim'^iilfatf* svmnorr^r 
transmembrane re^ion^ Score— 2 8 R- 
value=1.2, N=l; PF0I757 (Domain of 
unknown function), Score=556.0, E- 
value=8.1e-164,N=l 


103 


27 


10763 


V00662 


Homo sapiens 


ATPase 6 


593 


83 


10764 


A06977 


Homo sapiens 


albumin 


610 


81 


10765 


X67863 


Mus musculus 


T2 


109 


46 


10766 


AF137030 


Homo sapiens 


transmembrane protein 2 


620 


96 


10767 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


101 


66 


30768 


XI 5324 


Homo sapiens 


angiotensinogen 


529 


89 


10769 


M64983 


Homo sapiens 


fibrinogen beta chain 


604 


87 


10770 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


381 


83 


10771 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


133 


73 


10772 


M64110 


Homo sapiens 


caldesmon 


346 


94 


10773 


AB014566 


Homo sapiens 


K1AA0666 protein 


145 


78 


10774 


AL138810 


Homo sapiens 


dJ179L10.2 (Similar to CGI-29 
protein) 


216 


90 


10775 


AJ223953 


Homo sapiens 


hPTTG 


353 


82 


10776 


U92288 


Human 
herpesvirus 6 


HN1 


113 


39 


10777 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


143 


78 


10778 


X12796 


Bos taurus 


HMG1 protein (A A 1-215) 


435 


96 


10779 


U86782 


Homo sapiens 


26S proteasome-associated padl 
homolog 


477 


89 


10780 


M60047 


Homo sapiens 


heparin binding protein 


514 


81 


10781 


Y14480 


Homo sapiens 


FtcigmQnt of human secreted protein 
encoded by gene 1 4. 


99 


48 


10782 


AF1 30079 


Homo sapiens 


PR02852 


175 


48 


10783 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


135 


64 


10784 


Ml 1147 


Homo sapiens 


ferritin light chain 


439 


83 


10785 


AF090931 


Homo sapiens 


PRO0483 


145 


55 


10786 


AF072441 


Homo sapiens 


calcineurin binding protein cabin 1 


498 


90 


10787 


AF116715 


Homo sapiens 


PR02829 


127 


88 
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SEQID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Idcntit 

y 


10788 


AF201949 


Homo sapiens 


60S ribosomal protein L30 isolog 


631 


91 


10789 


AC005253 


Homo sapiens 


R26445 1 


403 


84 


10790 


Ml 5386 


Homo sapiens 


gamma-globin 


617 


82 


10791 


Y95005 


Homo sapiens 


Human secreted protein vc57 1 , SEQ 
IDNO:50. 


716 


95 


10792 


GO 1285 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5366. 


165 


52 


10793 


X67863 


Mus musculus 


T2 


128 


50 


10794 


Y82326 


Homo sapiens 


Human arginase I SEQ ID NO: 17. 


507 


80 


10795 


Y00755 


Homo sapiens 


extracellular matrix protein BM-40 
(AA 1 - 303) 


559 


87 


10796 


AF1 19851 


Homo sapiens 


PR01722 


117 


71 


10797 


AF09093O 


Homo sapiens 


PRO0478 


146 


63 


10798 


V00488 


Homo sapiens 


alpha globin 


509 


84 


10799 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


131 


42 


10800 


X83618 


Homo sapiens 


hydroxymethylglutaryl-CoA synthase 


422 


78 


10801 


AF1 32952 


Homo sapiens 


CGI-1 8 protein 


341 


88 


10802 


M17375 


Gallus gallus 


type XII collagen 


88 


42 


10803 


K02401 


Homo sapiens 


chorionic somatomammotropin 


436 


85 


10804 


K02401 


Homo sapiens 


chorionic somatomammotropin 


410 


86 


10805 


U61232 


Homo sapiens 


cofactor E 


359 


77 


10806 


D86438 


Homo sapiens 


Ibal (ionized calcium binding adapter 
molecule 1) 


406 


77 


10807 


AF1 18082 


Homo sapiens 


PRO1902 


105 


38 


10808 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


148 


60 


10809 


AF090942 


Homo sapiens . 


PRO0657 


163 


52 


10810 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


116 


86 


10811 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4738. 


104 


45 


10812 


X61296 


Rattus 
norvegicus 


open reading frame 2 


156 


41 


10813 


U82303 


Homo sapiens 


unknown 


103 


64 


10814 


G01478 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5559. 


75 


77 


10815 


U52077 


Homo sapiens 


mariner transposase 


131 


85 


30816 


D38112 


Homo sapiens 


ATPase subunit 6 


251 


74 


10817 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


103 


80 


10818 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


102 


52 


10819 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


94 


66 


10820 


Y21811 


Homo sapiens 


CPF polypeptide 36PRO. 


200 


62 


10821 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


161 


60 


10822 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


163 


70 


10823 


U22961 


Homo sapiens 


similar to human albumin, Swiss-Prot 
Accession Number P02768; Method: 
conceptual translation supplied by 
author 


337 


63 


10824 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


122 


61 


10825 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
786S. 


122 


68 


10826 


J03634 


Homo sapiens 


erythroid differentiation protein 
precursor 


222 


68 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


10827 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 5 


452 


78 


10828 


V00488 


Homo sapiens 


alpha globin 


132 


86 


10829 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


131 


70 


10830 


AF090942 


Homo sapiens 


PRO0657 


122 


43 


10831 


AF090931 


Homo sapiens 


PRO0483 


141 


72 


10832 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


138 


63 


10833 


G03806 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7887. 


88 


57 


10834 


AF1 18082 


Homo sapiens 


PRO1902 


109 


62 


10835 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


135 


44 


10836 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


152 


86 


10837 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


143 


47 


10838 


U52077 


Homo sapiens 


mariner transposase 


259 


67 


10839 


M10546 


Homo sapiens 


cytochrome oxidase I 


341 


83 


10840 


Y44361 


Homo sapiens 


Human cell cycle regulation protein-2. 


144 


60 


10841 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


96 


56 


10842 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


565 


80 


10843 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


118 


100 


10844 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


157 


81 


10845 


AFO 14889 


Homo sapiens 


NADH dehydrogenase subunit 2 


416 


85 


10846 


AF 194537 


Homo sapiens 


NAG 13 


377 


70 


10847 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


108 


40 


10848 


Ml 5530 


Homo sapiens 


B-cell growth factor 


92 


67 


10849 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


98 


52 


10850 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


121 


76 


10851 


AFl 16712 


Homo sapiens 


PR02738 


84 


57 


10852 


V00662 


Homo sapiens 


ATPase 6 


278 


84 


10853 


U01849 


Trypanosoma 
brucei 


ORF1 


93 


37 


10854 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNFIU96. 


93 


61 


10855 


AFl 30089 


Homo sapiens 


PRO2550 


126 


72 


10856 


AFl 30079 


Homo sapiens 


PR02852 




75 


10857 


AK025116 


Homo sapiens 


unnamed protein product 


113 


70 


10858 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


114 


71 


10859 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


97 


56 


10860 


M36647 


Homo sapiens 


mitochondrial hinge protein precursor 


207 


78 


10861 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


83 


50 


10862 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


126 


46 


10863 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


148 


63 


30864 


B01372 


Homo sapiens 


Neuron-associated protein. 


106 


38 


10865 


U38964 


Homo sapiens 


hPMSR2 


152 


68 


10866 


AFl 19855 


Homo sapiens 


PRO 1847 


142 


67 
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NO: 


Accession No. 


Species 


Description 


Smitn- 
Wa terra an 
Score 


% 

Identit 

y 


10867 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


99 


75 


10868 


U79260 


Homo sapiens 


unknown 


94 


47 


10869 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhem) gene preoduct. 


151 


52 


10870 


A JO 10025 


Homo sapiens 


unr-interacting protein 


100 


64 


10871 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


110 


44 


10872 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


136 


71 


30873 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


126 


61 


10874 


AF 130089 


Homo sapiens 


PRO2550 


115 


88 


10875 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


114 


59 


10876 


G00500 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4581. 


83 


48 


10877 


AF1 18086 


Homo sapiens 


PRO 1992 


145 


82 


10878 


AF1 16712 


Homo sapiens 


PR02738 


110 


55 


10879 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


123 


77 


10880 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


111 


61 


10881 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 103. 


106 


51 


10882 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


107 


67 


10883 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


101 


65 


10884 


U79260 


Homo sapiens 


unknown 


1 1 i 


56 


10885 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


153 


60 


10886 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


107 


57 


10887 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


148 


80 


10888 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


142 


58 


10889 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


156 


67 


10890 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


105 


52 


10891 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


187 


65 


10892 


A67510 


Mus musculus 


MUS MUSCULUS GENOMIC DNA 
CONTAINING N ALLELE OF FV1 
GENE. 


120 


37 


10893 


AJ223410 


Homo sapiens 


EBU-ligand chemokine 


374 


77 


10894 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


475 


83 


10895 


V00662 


Homo sapiens 


ATPase 6 


316 


95 


10896 


V00662 


Homo sapiens 


ATPase 6 


427 


82 


10897 


U09500 


Homo sapiens 


cytochrome b 


403 


92 


10898 


V93564 


Homo sapiens 


p40 

r 


215 


91 


10899 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


69 


77 


10900 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


159 


60 


10901 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


93 


43 
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SEQ11> 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


Identit 

y 


10902 


MI 0546 


Homo sapiens 


cytochrome oxidase I 


302 


66 


30903 


G00447 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4528. 


102 


58 


10904 


AK024455 


Homo sapiens 


FU00047 protein 


118 


74 


10905 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


108 


64 


10906 


AF090942 


Homo sapiens 


PRO0657 


149 


74 


10907 


J01415 


Homo sapiens 


cytochrome oxidase subunit 3 


167 


91 


10908 


D38112 


Homo sapiens 


ATPase subunit 6 


355 


68 


10909 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


145 


72 


10910 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


114 


72 


10911 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


144 


53 


10912 


V00662 


Homo sapiens 


ATPase 6 


289 


69 


10913 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


93 


51 


10914 


V00662 


Homo sapiens 


cytochrome oxidase III 


509 


86 


10915 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-2 


459 


80 


10916 


Z28029 


Saccharomyces 
cerevisiae 


ORFYKL030w 


96 


32 


10917 


G03102 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7183. 


94 


56 


10918 


R13556 


Homo sapiens 


Protein encoded downstream of hhcjvl 
oncoprotein. 


114 


36 


10919 


Y 8624 8 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


117 


88 


10920 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


103 


39 


10921 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


99 


95 


10922 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


75 


63 


10923 


AP000616 


Oryza sativa 


similar to RING-H2 ringer protein 
RHAla(AF078683) 


125 


85 


10924 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


140 


73 


10925 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


77 


38 


10926 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminai 
sequence. 


111 


58 


10927 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


139 


75 


10928 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


128 


78 


10929 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582. 


77 


57 


10930 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


93 


53 


10931 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. ' 


83 


54 


10932 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


262 


84 


10933 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


113 


72 


10934 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


120 


62 


10935 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAIa(AF078683) 


116 


69 
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crn in 


Accession No. 


Species 


Description 


Smith* 


% 


NO: 








Wo terms n 


1 den tit 










Score 


y 


10936 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


120 


56 


10937 


AB028893 


Homo sapiens 


ribosomal protein Sll 


279 


53 


10939 


Y27868 


Homo sapiens 


Human secreted protein encoded by 


127 


55 








gene No. 107. 






10940 


AF 11 9900 


Homo sapiens 


PR02822 


154 


53 


10941 


G03556 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


127 


62 








7637. 






10942 


K02576 


Homo sapiens 


salivary pro line-rich protein 1 


109 


41 


10943 


G02532 


Homo sapiens 


Human secreted protein, SEQ JD NO: 


164 


61 








6613. 






10944 


AF1 16715 


Homo sapiens 


PR02829 


119 


69 


10945 


Ml 0546 


Homo sapiens 


cytochrome oxidase 1 


303 


95 


10946 


L27428 


Homo sapiens 


reverse transcriptase 


112 


51 


10947 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 


118 


90 








RHAla(AF078683) 






10948 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 


121 


83 








protein 






10949 


AF1 16715 


Homo sapiens 


PR02829 


134 


67 


10950 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 


139 


83 








terminal, clone XEH.8c} 






10952 


AF 130079 


Homo sapiens 


PR02852 


119 


79 


10953 


Z38128 


Mus musculus 


histoneHl 


126 


35 


10954 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


135 


53 








4718. 






10955 


L22029 


Glycine max 


hydroxyproline-rich glycoprotein 


126 


37 


10956 


G00500 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


81 


69 








4581. 






10957 


AF1 18082 


Homo sapiens 


PRO 1902 


90 


51 


10958 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


116 


53 








6566. 






10959 


W48351 


Homo sapiens 


Human breast cancer related protein 


82 


53 








BCRB2. 






10960 


U79260 


Homo sapiens 


unknown 


97 


52 


10961 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 


194 


66 








similar to pogo element 






10962 


W48351 


Homo sapiens 


Human breast cancer related protein 


124 


48 








BCRB2. 






10963 


G03084 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


66 


73 








7165. 






10964 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 


129 


87 








RHAla(AF078683) 






10965 


Z28029 


Saccharomyces 


ORF YKL030w 


99 


70 






cerevisiae 








10966 


V00672 


Pan troglodytes 


reading frame protein 5 


107 


70 


10967 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


138 


58 








7867. 






10968 


K02401 


Homo sapiens 


chorionic somatomammotropin \ 


478 


77 


10969 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


642 


86 


10970 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


156 


57 








4478. 






10971 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


126 


56 








4442. 






10972 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


103 


51 








4409. 






10973 


K02401 


Homo sapiens 


chorionic somatomammotropin 


491 


82 


10974 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


146 


93 








SEQ ID NO: 163. 






10975 


D381I2 


Homo sapiens 


NADH dehydrogenase subunit 4 


236 


85 


10976 


Y02785 


Homo sapiens 


Human secreted protein encoded by 


108 


50 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Idcntit 

y 








gene 51 clone HUKEX85. 






10977 


J0307] 


Homo sapiens 


chorionic somatomammotropin CS-2 


435 


73 


10978 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


119 


74 


10979 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


137 


73 


10980 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


133 


63 


10981 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 7. 


90 


65 


10982 


X92485 


Plasmodium 
vivax 


pval 


119 


47 


10983 


Y15913 


Homo sapiens 


COL1A1 and PDGFB fusion transcript 


64 


47 


10984 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


463 


77 


10985 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


309 


65 


10986 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


145 


87 


10987 


AF130089 


Homo sapiens 


PRO2550 


88 


31 


10988 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


127 


65 


10989 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


137 


75 


10990 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


145 


76 


10991 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


118 


72 


10992 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


138 


69 


J 0993 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


120 


92 


10994 


AJ277092 


Oryctolagus 
cuniculus 


translationally controlled tumor protein 

3 


172 


49 


10995 


AF052831 


Trypanosoma 
cruzi 


unknown 


92 


37 


10996 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


119 


53 


10997 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
47J8. 


123 


43 


10998 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


165 


52 


10999 


S52010 


Mus sp. 


orfl 5' ofEpoR 


93 


39 


11000 


AF 130079 


Homo sapiens 


PR02852 


131 


81 


11001 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


III 


75 


11002 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW!8. 


132 


83 


11003 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


151 


60 


11004 


G02532 


Homo sapiens 


Human secreted protein, SEQ 3D NO: 
6613. 


159 


58 


11005 


K02401 


Homo sapiens 


chorionic somatomammotropin 


579 


89 


11006 


K02401 


Homo sapiens 


chorionic somatomammotropin 


464 


87 


11007 


Ml 5894 


Homo sapiens 


chorionic somatomammotropin 
precursor 


370 . 


74 


11008 


K02401 


Homo sapiens 


chorionic somatomammotropin 


467 


88 


11009 


K02401 


Homo sapiens 


chorionic somatomammotropin 


537 


91 


11010 


K02401 


Homo sapiens 


chorionic somatomammotropin 


475 


87 


11011 


K02401 


Homo sapiens 


chorionic somatomammotropin 


460 


88 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Idcntit 
y 


11012 


G03639 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7720. 


101 


61 


11013 


AF266166 


Gillichthys 
mirabilis 


ribosomal protein S13 


223 


54 


11014 


G02872 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6953. 


176 


61 


11015 


AF116715 


Homo sapiens 


PR02829 


121 


69 


11016 


S58722 


Homo sapiens 


X-l inked retinopathy protein {C- 
terminal, clone XEH.8c} 


92 


75 


11017 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


113 


78 


11018 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


114 


40 


11019 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


101 


48 


11020 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


151 


51 


11021 


X14963 


Homo sapiens 


collagen-like protein (447 AA) 


107 


47 


11022 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


72 


11023 


AF1 16715 


Homo sapiens 


PR02829 


140 


75 


11024 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


125 


70 


11025 


AP000001 


Pyrococcus 
horikoshii 


58aa long hypothetical protein 


99 


52 


11026 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


601 


81 


11027 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


434 


74 


11028 


Z97333 


Homo sapiens 


RHCE protein 


149 


51 


11029 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


113 


48 


11030 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


120 


77 


11031 


U61234 


Homo sapiens 


cofactor C 


226 


63 


11032 


M10546 


Homo sapiens 


cytochrome oxidase I 


116 


88 


11033 


B03148 


Homo sapiens 


Human neuronal differentiation factor- 
1 (NDF-i). 


584 


93 


11034 


L10910 


Homo sapiens 


splicing factor 


108 


58 


11035 


M26361 


Mus musculus 


LFNE/lg H-chain fusion protein 


140 


48 


11036 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


101 


79 


11037 


AK024455 


Homo sapiens 


FLJ00047 protein 


122 


48 


11038 


AF126163 


Homo sapiens 


HHLA3 protein 


96 


68 


11039 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


144 


79 


11040 


AK024455 


Homo sapiens 


FLJ00047 protein 


151 


62 


31041 


L06498 


Homo sapiens 


ribosomal protein S20 


321 


73 


11042 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


123 


84 


11043 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


125 


68 


11044 


V00662 


Homo sapiens 


URF 2 (NADH dehydrogenase subunit) 


208 


91 


11045 


G00552 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4633. 


79 


62 


11046 


D38112 


Homo sapiens 


ATPase subunit 6 


297 


90 


11047 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


416 


73 


11048 


G00491 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4572. 


73 


80 


11049 


AF090944 


Homo sapiens 


PRO0663 


96 


70 


11050 


AF1 30089 


Homo sapiens 


PRO2550 


152 


71 


11051 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


108 


81 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wnternian 

Score 


% 

Identit 

y 








gene 22 clone HMSJW18. 






11052 


W89031 


Homo sapiens 


Polypeptide fragment encoded by gene 
167. 


254 


95 


11053 


AF 109907 


Homo sapiens 


S164 


136 


45 


11054 


AF217536 


Homo sapiens 


truncated mevalonate kinase 


1 17 


58 ! 


11055 


X72004 


Halichoems 
grypus 


ATP synthase subunit 6 


160 


78 


11056 


V00662 


Homo sapiens 


ATPase 6 


300 


71 


11057 


AF228021 


Bos taurus 


cyclophiiin I 


209 


73 


11058 


L27428 


Homo sapiens 


reverse transcriptase 


303 


65 


11059 


U09116 


Homo sapiens 


ORF1, encodes a 40 kDa product 


464 


80 


11060 


W88627 


Homo sapiens 


Secreted nrotein encoded bv °ene 94 
clone HPMBQ32. 


145 


68 


11061 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


301 


85 


11062 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No 101 


119 


64 


11063 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


128 


76 


11064 


U50188 


Cavia norcellus 


CGRP-recentor comoonent nrotein 


152 


88 


11065 


G03107 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7188. 


104 


44 


11066 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


112 


64 


11067 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla (AF07868Ti 


113 


71 


11068 


AE003499 


Drosonh i 1 a 
melanogaster 


CCk 1 7706 opnp nrorhirt 


145 




11069 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


360 


65 


11070 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


416 


67 


11071 


D38112 


Homo saniens 




770 


86 


11072 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


144 


63 


11073 


G03411 


Homo saniens 


Human serretfd nrotein ^FO ID NO* 
7492. 






11074 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


117 


65 


11075 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


589 


87 


11076 


D38112 


Homo saniens 


cvtochrome c oxidase subunit 1 


588 


83 


11077 


S58722 


Homo saniens 

J. A Will \J JUUJ \s\J *J 


'JC-linlvfid retinonathv nrotpin fC- 
terminal clone XFH 8c 1 

w» mutt**} wiviiv /iL/iifOvj 


1 uu 




11078 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


90 


50 


11079 


AF1 32200 


Homo sapiens 


PR01751 


97 


89 


11080 


AF1 16661 


Homo sapiens 


PRO 143 8 


109 


51 


11081 


AK024455 


Homo sapiens 


FLJ00047 protein 


93 


48 


11082 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


84 


73 


11083 


J02963 


Homo sapiens 


nlatelet elvcoDrotein lib Drecursor 


108 


80 


11084 


AF068294 


Homo sapiens 


HDCMB45P 


229 


59 


13085 


M10546 


Homo sapiens 


cytochrome oxidase I 


137 


73 


11086 


Y86248 


Homo saniens 


Human secreted nrotein HPHPF6R 
SEQIDN0:163. 


105 


49 


11087 


L26953 


Homo sanipnc 


rhrnmncmmil nrotpin 

Wll VJlJIUoUIllal L/IVJIGUI 






11088 


Y86248 


Homo sanipn<{ 


Human sprretpd nrntpin HCHPF6X 

SEQ ID NO: 163. 


1 \JJ 


46 


11089 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


112 


56 


11090 


AF 1 30089 


Homo sapiens 


PRO2550 


172 


60 


11091 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


107 


35 
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SEQ ID 

NO: 


Accession No, 


Species 


Description 


Smith- 

vr .h trim an 
Score 


% 

ldentit 

y i 


11092 


AF090930 


Homo sapiens 


PRO0478 


146 


75 


11093 


R96800 


Homo sapiens 


Human histiocyte-secrcted factor HSF. 


163 


82 


11094 


V00662 


Homo sapiens 


ATPase 6 


130 


87 


11095 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


122 


82 


11096 


D3S112 


Homo sapiens 


ATPase subunit 6 


152 


62 


11097 


U 18339 


Variola virus 


D4L 


96 


60 


11098 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


113 


60 


11099 


AF 130089 


Homo sapiens 


PRO2550 


128 


75 


11100 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


218 


62 


11101 


U49973 


Homo sapiens 


ORF I ; MER37;. putative transposase 
similar to pogo element 


232 


79 


1 1 102 


AF090930 


Homo sapiens 


PRO0478 


154 


73 


11103 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


133 


65 


11104 


K03036 


Mus musculus 


alpha- 1 type I procollagen 


105 


43 


11105 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8353. 


142 


59 


11106 


L13129 


Mus musculus 


synexm 


119 


35 


11107 


AF280111 


Homo sapiens 


cytochrome P450 subfamily 1IIA 
polypeptide 43 


122 


52 


11108 


J00314 


Homo sapiens 


beta-tubulin 


606 


94 


11109 


X05196 


Homo sapiens 


aldolase C 


412 


89 


11110 


D00570 


Mus musculus 


open reading frame (196 AA) 


127 


85 


11111 


D50532 


Homo sapiens 


macrophage lectin 2 


165 


65 


11112 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


125 


74 


11113 


M15530 


Homo sapiens 


B-cell growth factor 


163 


82 


11114 


V00662 


Homo sapiens 


ATPase 6 


217 


91 


11115 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


165 


100 


11116 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


119 


36 


11117 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


132 


59 


11118 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


103 


67 


11119 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


94 


42 


11120 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO. 
6613. 


127 


75 


11121 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


104 


64 


11122 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


90 


59 


J 1123 


AF161356 


Homo sapiens 


HSPC093 


119 


64 


11124 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


102 


70 


11125 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


149 


60 


11126 


AF068294 


Homo sapiens 


HDCMB45P 


272 


59 


11127 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


120 


79 


11128 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


101 


78 


11129 


AF 130089 


Homo sapiens 


PRO2550 


124 


80 


11130 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 ringer 
protein rha la. 


109 


51 


11131 


U40265 


Trypanosoma 
cruzi 


ATPase subunit 6 


102 


31 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith* 

Waterman 

Score 


% 

Idcntit 

y 


11132 


X01677 


Homo sapiens 


glyceraldehyde-3-phosphate 
dehydrogenase 


555 


88 


11133 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


108 


37 


11134 


M81757 


Homo sapiens 


SI 9 ribosomal protein 


232 


76 


11135 


U93565 


Homo sapiens 


putative pi 50 


173 


51 


11136 


AF061944 


Homo sapiens 


kinase deficient protein KDP 


369 


100 


11137 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


145 


61 


11138 


AB030255 


Homo sapiens 


serine/threonine phosphatase 1 gamma 


404 


83 


11139 


AL049610 


Homo sapiens 


dJ1055C14.2 (KIAA0026 
(transcription factor-like protein 
MRGX)) 


248 


77 


11140 


Y36421 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 8. 


81 


53 


11141 


M13692 


Homo sapiens 


alpha- 1 acid glycoprotein precursor 


112 


41 


11142 


M16961 


Homo sapiens 


alpha-2-HS-glycoprotein 


543 


89 


.11143 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


605 


88 


11144 


AF090944 


Homo sapiens 


PRO0663 


137 


67 


11145 


X92485 


Plasmodium 
vivax 


pval 


102 


57 


11146 


AF130089 


Homo sapiens 


PRO2550 


113 


58 


11147 


U63542 


Homo sapiens 


FAP protein 


154 


57 


11148 


W03988 


Homo sapiens 


SH2 domain from human SH-PTP2 
(amino acids 1-106). 


162 


73 


11149 


AFi 16695 


Homo sapiens 


PR0222I 


173 


44 


11150 


MJ5530 


Homo sapiens 


B-cell growth factor 


105 


45 


11151 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


160 


64 


11152 


M15530 


Homo sapiens 


B-cell growth factor 


124 


75 


11153 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


117 


67 


11154 


AFU8082 


Homo sapiens 


PRO 1902 


79 


52 


31155 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


123 


72 


11156 


Y27893 


Homo sapiens 


Human secreted protein encoded by 
gene No. 116. 


266 


96 


13157 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


148 


84 


11158 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQlDNO:163. 


154 


72 


11159 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


105 


58 


31160 


X60376 


Brassica napus 


proline-rich protein 


111 


39 


11161 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


111 


37 


11162 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


53 


11163 


AF090930 


Homo sapiens 


PRO0478 


146 


73 


11164 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


90 


60 


11165 


AF242772 


Homo sapiens 


mesenchymal stem cell protein 
DSCD28 


141 


51 


1U66 


X82629 


Homo sapiens 


Mox-2 


307 


83 


11167 


D38132 


Homo sapiens 


NADH dehydrogenase subunit 4 


168 


91 


11168 


X55684 


Lycopersicon 
esculentum 


extensin (class I) 


71 


66 


11169 


AC079041 


Arabidopsis 
tbaliana 


hypothetical protein 


98 


45 


11170 


AF090930 


Homo sapiens 


PRO0478 


156 


50 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterronn 

Score 


% 

Idcntit 

y 


11171 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


99 


70 


11172 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNF1U96. 


124 


54 


11173 


D38112 


Homo sapiens 


cytochrome c oxidase subun it 1 


587 


82 


11174 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


127 


66 


11175 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


157 


68 


11176 


AF090931 


Homo sapiens 


PRO0483 


146 


87 


11177 


M15530 


Homo sapiens 


B-cell growth factor 


153 


75 


11178 


AF090930 


Homo sapiens 


PRO0478 


129 


52 


11179 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


98 


77 


11180 


AF1 94537 


Homo sapiens 


NAG 13 


165 


48 


11181 


AF068294 


Homo sapiens 


HDCMB45P 


146 


53 


11182 


AF09093I 


Homo sapiens 


PRO0483 


153 


78 


11183 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


141 


65 


11184 


Y13396 


Homo sapiens 


Amino acid sequence of protein 
PR0332. 


452 


92 


11185 


AF090930 


Homo sapiens 


PRO0478 


132 


51 - 


11186 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


178 


79 


11187 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


237 


70 


11188 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


117 


83 


11189 


AL080206 


Homo sapiens 


hypothetical protein 


103 


71 


11190 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


135 


77 


11191 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW 18. 


112 


65 


11192 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
.7795. 


127 


54 


11193 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


150 


65 


11194 


M92046 


Trypanosoma 
cruzi 


surface antigen 


160 


26 


11195 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


126 


72 


11196 


G03224 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7305. 


98 


75 


11197 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


117 


50 


11198 


D88548 


Homo sapiens 


24-kDa subunit of complex I 


160 


47 


11199 


AF090852 


Antilocapra 
americana 


prion protein 


115 


38 


11200 


AP000616 


Oryza sativa 


similar to RJNG-H2 Finger protein 
RHAla (AF078683) 


136 


62 


11201 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


139 


75 


11202 


U93563 


Homo sapiens 


putative pi 50 


239 


43 


11203 


U93570 


Homo sapiens 


putative pi 50 


173 


45 


11204 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


166 


68 


11205 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO. 163. 


155 


68 


11206 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


87 


56 
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OmL\£ Mil 

NO: 


Accession No. 


Species 


Description 


omitn- 
Wa term an 
Score 


% 

ldentit 

r 


11207 


W48808 


Homo sapiens 


Homo sapiens clone CG109_1 protein. 


123 


89 


11208 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


619 


87 


11209 I 


W48808 


Homo sapiens 


Homo sapiens clone CG109_1 protein. 


125 


89 


11210 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


521 


83 


11211 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


90 


76 


11212 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 1 


547 


81 


11213 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


92 


74 


11214 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


126 


63 


11215 


AF162149 


Mycoplasma 
bovis 


variable surface lipoprotein 


118 


34 


11216 


AF130089 


Homo sapiens 


PRO2550 


147 


96 


11217 


AF090931 


Homo sapiens 


PRO0483 


112 


77 


11218 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


163 


70 


11219 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


111 


55 


11220 


AF130051 


Homo sapiens 


PRO0898 


122 


63 


11221 


AF1 30079 


Homo sapiens 


PR02852 


171 


64 


11222 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


146 


55 


11223 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


130 


71 


11224 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


128 


69 


11225 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


141 


85 


11226 


G02360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6441. 


103 


90 


11227 


M15530 


Homo sapiens 


B-cell growth factor 


122 


55 


11228 


• Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


121 


67 


11229 


M15317 


Plasmodium 
lophurae 


histidine-rich protein 


116 


43 


11230 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


131 


78 


11231 


W19932 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCS55. 


74 


76 


11232 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


134 


67 


11233 


AK023045 


Homo sapiens 


unnamed protein product 


100 


69 


31234 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


327 


82 


31235 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


125 


65 


11236 


AP000616 


Oryza sativa 


similar to RING-H2 Finger protein 
RHAla(AF078683) 


109 


53 


11237 


AF029403 


Homo sapiens 


oxysterol 7alpha-hydroxylase 


144 


72 


11238 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


112 


44 


11239 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:I63. 


161 


96 


11240 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
6566. 


127 


43 


11241 


L36529 


Homo sapiens 


protein p84 


343 


90 


11242 


M15530 


Homo sapiens 


B-cell growth factor 


122 


55 


11243 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 


130 


65 
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Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








clone HCACJ81. 






11244 


U92698 


RattUS 
norvegicus 


ribosomal protein S2 


229 


74 


11245 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


116 


41 


11246 


W75S59 


Homo sapiens 


Human secretory protein of clone 
DM340-1. 


123 


37 


11247 


G038OO 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


132 


73 


11248 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


93 


56 


11249 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


132 


56 


11250 


G03789 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7870. 


128 


72 


11251 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


115 


46 


11252 


AK021455 


Homo sapiens 


unnamed protein product 


146 


81 


11253 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


88. 


56 


11254 


S80916 


Homo sapiens 


parotid "o" protein, Po^salivary 
proline-rich protein {exon 3} 


113 


43 


11255 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


136 


45 


11256 


G02382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6463. 


107 


67 


11257 


AF194537 


Homo sapiens 


NAG 13 


153 


76 


11258 


Ml 5530 


Homo sapiens 


B-cell growth factor 


130 


70 


11259 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


131 


72 


11260 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


104 


59 


11261 


G02922 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7003. 


316 


92 


11262 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


111 


81 


11263 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


142 


71 


11264 


AF] 30089 


Homo sapiens 


PRO2550 


.111 


66 


11265 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


118 


71 


11266 


M15530 


Homo sapiens 


B-cell growth factor 


158 


76 


11267 


AF130079 


Homo sapiens 


PR02852 


124 


68 


11268 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


104 


50 


11269 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


125 


57 


11270 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


107 


63 


11271 


AF1 18082 


Homo sapiens 


PRO1902 


87 


47. 


11272 


M10546 


Homo sapiens 


cytochrome oxidase I 


305 


74 


11273 


U12390 


Cloning vector 
pSportl 


beta-gaJactosidase alpha peptide 


108 


53 


11274 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


235 


81 


11275 


U93570 


Homo sapiens 


putative pi 50 


182 


54 


11276 


X03145 


Homo sapiens 


pot. ORF V 


144 


60 


11277 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


103 


57 


11278 


AL035681 


Homo sapiens 


dJ756G23.1 (novel Leucine Rich 


269 


100 
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NO: 


Accession No. 


Species 
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Smith- 

t? uicr ma n 

Score 


% 

lUCIllll 

y 








Protein) 






11279 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


103 


61 


11280 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


115 


70 


11281 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


87 


71 


11282 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


162 


81 


11283 


AF1 16715 


Homo sapiens 


PR02829 


141 


71 


11284 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rha la. 


111 


76 


11285 


U52077 


Homo sapiens 


mariner transposase 


198 


78 


11286 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


120 


62 


11287 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


103 


45 


11288 


W50193 


Homo sapiens 


Amino acid sequence of salivary 
protein C0N-2. 


63 


60 


11289 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma D 1 
protein 


123 


72 


11290 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


120 


70 


11291 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


106 


46 


11292 


AF1 16715 


Homo sapiens 


PR02829 


130 


63 


11293 


AF090930 


Homo sapiens 


PRO0478 


134 


60 


11294 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


119 


65 


11295 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


102 


50 


11296 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


141 


49 


11297 


G00397 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4478. 


154 


72 


11298 


B08918 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 28 SEQ ID NO:75. 


126 


54 


11299 


AK025270 


Homo sapiens 


unnamed protein product 


150 


54 


11300 


API 18078 


Homo sapiens 


PRO 1848 


121 


63 


11301 


AF090942 


Homo sapiens 


PRO0657 


81 


43 


11302 


AF 116715 


Homo sapiens 


PR02829 


131 


60 


11303 


AF090931 


Homo sapiens 


PRO0483 


321 


71 


11304 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


108 


82 


11305 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


122 


59 


11306 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. " 


93 


89 


11307 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


108 


65 


11308 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


114 


51 


11309 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


67 


55 


11310 


J02963 


Homo sapiens 


platelet glycoprotein Jib precursor 


105 


71 


11311 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


104 


73 


11312 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


88 


73 
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Accession No. 
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% 
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11313 


U40265 


Trypanosoma 
cruzi 


ATPase subunit 6 


94 


31 


11314 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


157 


53 


11315 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rha la. 


113 


54 


11316 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


165 


90 


11317 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


149 


74 


11318 


AP000616 


Oryza sativa 


similar to RING-H2 Finger protein 
RHAla(AF078683) 


144 


55 


11319 


AF161356 


Homo sapiens 


HSPC093 


112 


56 


11320 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


102 


53 


11321 


AF1 16661 


Homo sapiens 


PR01438 


131 


74 


11322 


AK000496 


Homo sapiens 


unnamed protein product 


137 


59 


11323 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


74 


57 


11324 


U63542 


Homo sapiens 


FAP protein 


151 


79 


11325 


M15530 


Homo sapiens 


B-cell growth factor 


192 


45 


11326 


AF1 16715 


Homo sapiens 


PR02829 


164 


78 


11327 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


127 


62 


11328 


AF090895 


Homo sapiens 


PRO0117 


116 


69 


11329 


AF090942 


Homo sapiens 


PRO0657 


132 


62 


11330 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


190 


72 


11331 


U 12390 


Cloning vector 
pSportl 


beta-gal actosidase alpha peptide 


112 


49 


11332 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


119 


38 


11333 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


131 


52 


11334 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


145 


53 


11335 


X92485 


Plasmodium 
vivax 


pval 


105 


38 


11336 


M15530 


Homo sapiens 


B-cell growth factor 


148 


73 


11337 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


126 


100 


11338 


AF 118086 


Homo sapiens 


PR01992 1 


123 


80 


11339 


G02532 , 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


79 


66 


11340 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


162 


73 


11341 


AF1 30079 


Homo sapiens 


PR02852 


145 


80 


11342 


M19419 


Mus musculus 


proline-rich salivary protein 


104 


44 


11343 


W03642 


Homo sapiens 


Human cannabinoid GPR N- terminal 
sequence. 


123 


62 


11344 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


120 


91 


11345 


U94832 


Homo sapiens 


KSRP 


122 


51 


11346 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


139 


56 


11347 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


188 


87 


11348 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


173 


59 


11349 


W48351 


Homo sapiens 


Human breast cancer related protein 


111 


68 
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% 
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y 








BCRB2. 






1J350 


G03411 


Homo sapiens 


Human secreted protein, SEQ 3D NO: 
7492. 


149 


62 


11351 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


267 


68 


11352 


AF161356 


Homo sapiens 


HSPC093 


134 


51 , 


11353 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


139 


47 


11354 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


115 


64 


11355 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6639. 


126 


67 


11356 


G02507 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6588. 


123 


59 


11357 


AFL 30089 


Homo sapiens 


PRO2550 


114 


62 


11358 


AK000496 


Homo sapiens 


unnamed protein product 


126 


41 


11359 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


173 


81 


11360 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


128 


64 


11361 


AF130056 


Homo sapiens 


PRO 1367 


74 


57 


11362 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


116 


63 


11363 


W21581 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCS 1 1 037. 


104 


91 


11364 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


137 


53 


11365 


Z30643 


Homo sapiens 


chloride channel (putative) 


409 


98 


11366 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


107 


68 


11367 


AF068294 


Homo sapiens 


HDCMB45P 


281 


57 


11368 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


110 


71 


11369 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


136 


89 


11370 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


129 


79 


11371 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


137 


57 


11372 


UI8339 


Variola virus 


D4L 


95 


61 


11373 


YON 58 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


100 


52 


11374 


Ml 5530 


Homo sapiens 


B-cell growth factor 


135 


61 


11375 


X92485 


Plasmodium 
vivax 


pval 


111 


50 


11376 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


177 


71 


11377 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


111 


68 


11378 


GO 1 246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


96 


53 


11379 


G02567 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6648. 


83 


54 


11380 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


110 


85 ; 


11383 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


156 


64 


11382 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


121 


79 i 


11383 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


104 


41 
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11384 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


86 


53 


11385 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF07868'3) 


114 


40 


11386 


AF068294 


Homo sapiens 


HDCMB45P 


158 


48 


11387 


B08976 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 28 SEQ ID NO: 133. 


136 


46 


11388 


AF090931 


Homo sapiens 


PRO0483 


123 


74 


11389 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


156 


75 


11390 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


102 


48 


11391 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


117 


54 


11392 


W54966 


Homo sapiens 


Synthetic human type III collagen 
SYN-C3. 


134 


43 


11393 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


111 


46 


11394 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


128 


49 


11395 


AF090930 


Homo sapiens 


PRO0478 


148 


70 


11396 


AF210651 


Homo sapiens 


NAG 18 


100 


62 


11397 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


121 


56 


11398 


AF063243 


Bos taurus 


ribosomal protein L30 


165 


77 


11399 


AF1 62149 


Mycoplasma 
bovis 


variable surface lipoprotein 


104 


37 


11400 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


175 


71 


11401 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4 


341 


92 


11402 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


337 


90 


11403 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


115 


70 


11404 


M10126 


Leishmania 
tarentolae 


NH2 terminus uncertain 


101 


41 


11405 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


126 


69 


11406 


X823S5 


Homo sapiens 


RNA polymerase 11 subunit 


296 


100 


11407 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


68 


11408 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


141 


44 


11409 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


118 


77 


11410 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


169 


77 


11411 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


169 


82 


11412 


AK025116 


Homo sapiens 


unnamed protein product 


133 


44 


11413 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


113 


63 


11414 


AK024455 


Homo sapiens 


FLJ00047 protein 


127 


65 


11415 


AK024455 


Homo sapiens 


FLJ00047 protein 


87 


63 


11416 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


94 


57 


11417 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


123 


58 


11418 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


148 


69 
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Score 
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11419 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


113 


53 


11420 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


166 


68 


11421 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


124 


51 


11422 


G01249 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5330. 


113 


70 


11423 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


88 


62 


11424 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


136 


72 


11425 


AK002154 


Homo sapiens 


unnamed protein product 


292 


75 


11426 


Y02887 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


98 


75 


11427 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


143 


64 


11428 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


131 


81 


11429 


S58722 


Homo sapiens 


X-l inked retinopathy protein {C- 
terminal, clone XEH.8c) 


130 


81 


11430 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


172 


61 


11431 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


112 


74 


11432 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


128 


52 


11433 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


128 


58 


11434 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


147 


63 


11435 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


139 


83 


11436 


X63220 


Bos taurus 


NADH dehydrogenase 


154 


57 


11437 


AF090895 


Homo sapiens 


PRO0117 


122 


59 


11438 


J04655 


, Ascaris suum 


collagen 


90 


46 


11439 


AF090942 


Homo sapiens 


PRO0657 


166 


52 


11440 


AK024455 


Homo sapiens 


FLJ00047 protein 


100 


55 


11441 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


116 


49 


11442 


M15530 


Homo sapiens 


B-ceil growth factor 


105 


75 


11443 


G03043 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7124. 


133 


64 


11444 


Y 19730 


Homo sapiens 


SEQ ID NO 448 from W09922243. 


115 


67 


11445 


AF090895 


Homo sapiens 


PRO0117 


79 


61 


11446 


AF1 18086 


Homo sapiens 


PR01992 


109 


63 


11447 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


160 


80 


11448 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


97 


75 


11450 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSAV1 8. 


136 


72 


11451 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


89 


55 


11452 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HGACJ81. 


144 


71 


1 1453 


AF090931 


Homo sapiens 


PRO04S3 


140 


78 


11454 


G03807 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7888. 


129 


65 
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SEQ ID 

riU: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


11455 


G00383 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4464. 


104 


63 


11456 


AF1 18086 


Homo sapiens 


PR01992 


151 


71 


11457 


U73168 


Homo sapiens 


partial CDS, human putative tumor 
suppressor (U23946) 


121 


95 


11458 


S794L0 


Mus musculus 


nuclear localization signal binding 
protein 


96 


73 


31459 


AK000496 


Homo sapiens 


unnamed protein product 


233 


63 


11460 


AK024455 


Homo sapiens 


FLJ00047 protein 


90 


73 


11461 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


132 


64 


11462 


G00376 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4457. 


103 


86 


11463 


K03207 


Homo sapiens 


salivary proline-rich protein precursor 


135 


36 


11464 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


127 


88 


11465 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


104 


77 


11466 


AF1 15549 


Homo sapiens 


Wiskott-Aldrich Syndrome protein 


141 


48 


11467 


AF090942 


Homo sapiens 


PRO0657 


89 


58 


11468 


AC005698 


Arabidopsis 
thaliana 


T3P18.6 


128 


47 


11469 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


101 


48 


11470 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


136 


81 


11471 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


91 


45 


11472 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


102 


77 


11473 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


145 


55 


11474 


AF2 10651 


Homo sapiens 


NAG 18 


117 


57 


11475 


Y 14482 


Homo sapiens . 


Fragment of human secreted protein 
encoded by gene 17. 


117 


62 


11476 


AF1 16715 


Homo sapiens 


PR02829 


124 


77 


11477 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


136 


45 


11478 


G02828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6909. 


85 


78 


11479 


X91940 


Homo sapiens 


WNT-8B protein 


204 


97 


11480 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


131 


71 


11481 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


117 


63 


11482 


X92485 


Plasmodium 
vivax 


pval 


98 


52 


11483 


AF217518 


Homo sapiens 


uncharacterized bone marrow protein 
BM042 


895 


100 


11484 


U79260 


Homo sapiens 


unknown 


104 


80 


11485 


L27428 


Homo sapiens 


reverse transcriptase 


369 


52 


11486 


M15530 


Homo sapiens 


B-cell growth factor 


122 


67 


11487 


U49974 


Homo sapiens 


mariner transposase 


156 


62 


11488 


AF090942 


Homo sapiens 


PRO0657 


110 


44 


11489 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


156 


65 


11490 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


115 


52 


11491 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


95 


51 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identic 

y 








7214. 






11492 


AF090930 


Homo sapiens 


PRO0478 


145 


58 


11493 


X63726 


Phoca vitulina 


cytochrome c oxidase subunit I 


556 


87 


11494 


AL021897 


Mycobacterium 
tuberculosis 


pra 


119 


56 


11495 


X98485 


Plasmodium 
vivax 


putative 


92 


35 


11496 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


156 


73 


11497 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


129 


72 


11498 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


115 


66 


11499 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


139 


58 


11500 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


113 


36 


11501 


AE003568 


Drosophila 
melanogaster 


CGI 2566 gene product 


105 


32 


13502 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


141 


78 


11503 


U12390 


Cloning vector 
pSportl 


beta-galactosidase alpha peptide 


102 


51 


11504 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


138 


60 


11505 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


109 


85 


11506 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


101 


59 


11507 


M81321 


Macaca 
fascicularis 


proline-rich protein 


128 


48 


11508 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


110 


78 


11509 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


98 


60 


11510 


X07882 


Homo sapiens 


Po protein 


118 


41 


11511 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


133 


79 


11512 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


112 


68 


11513 


AF000381 


Homo sapiens 


non-functional folate binding protein 


203 


93 


11514 


X92485 


Plasmodium 
vivax 


pval 


115 


44 


11515 


S58722 


Homo sapiens 


X-linked retinopathy protein (C- 
terminal, clone XEH.8c} 


109 


51 


11516 


G00344 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4425. 


141 


78 


11517 


AF090894 


Homo, sapiens 


PRO0113 


108 


58 


11518 


M15530 


Homo sapiens 


B-cell growth factor 


93 


72 


11519 


G03084 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7165. 


66 


73 


11520 


AF1 17065 


Homo sapiens 


male-specific lethal-3 homolog 1 


200 


61 


11521 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


335 


87 


11522 


Ml 5530 


Homo sapiens 


B-cell growth factor 


104 


74 


11523 


AF1 16715 


Homo sapiens 


PR02829 


122 


64 


11524 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


145 


68 


11525 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


103 


61 
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Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








gene 22 clone HMSJW18. 






11526 


X92485 


Plasmodium 
vivax 


pval 


111 


42 


11527 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


101 


80 


11528 


Y86472 


Homo sapiens 


Human gene 52-encoded protein 
fragment, SEQ ID NO:387. 


134 


58 


11529 


AF090931 


Homo sapiens 


PRO0483 


163 


76 


11530 


AF1 19900 


Homo sapiens 


PR02822 


139 


44 


11531 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


126 


73 


31532 


U41038 


Caenorhabditis 
elegans 


Similar to cadherin-type repeat 


126 


50 


11533 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


107 


46 


11534 


AF09093O 


Homo sapiens 


PRO0478 


120 


81 


11535 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


105 


64 


11536 


X92485 


Plasmodium 
vivax 


pval 


123 


56 


11537 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


122 


72 


11538 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


108 


64 


11539 


AE003834 


Drosophila 
meianogaster 


CG8054 gene product 


456 


84 


11540 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


135 


53 


11541 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


99 


70 


11542 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


77 


63 


11543 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


123 


73 


11544 


G03052 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7133. 


78 


58 


11545 . 


U79260 


Homo sapiens 


unknown 


128 


43 


11546 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ ID 
NO: 128. 


122 


56 


11547 


X92485 


Plasmodium 
vivax 


pval 


116 


46 


11548 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


111 


55 


11549 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear ma-binding 
protein) 


95 


75 


11550 


U67056 


Acanthamoeba 
castellan ii 


myosin I heavy chain kinase 


111 


44 


11551 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


159 


60 


11552 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


127 


50 


11553 


Z34975 


Homo sapiens 


IdiCp 


470 


86 


11554 


AF2 10651 


Homo sapiens 


NAG 18 


101 


65 


11555 


X78677 


Homo sapiens 


ketohexokinase 


241 


92 


11556 


G04039 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8120. 


254 


72 


11557 


AB032976 


Homo sapiens 


K1AA1 150 protein 


565 


75 


11558 


U93572 


Homo sapiens 


p40 


127 


37 
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NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


11559 


U27488 


Pseudorabies 
virus 


glycoprotein gX 


88 


38 


11560 


R80095 


Homo sapiens 


Human superoxide-dismutase-4 
polypeptide. 


113 


63 


11561 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


83 


65 


11562 


AF130089 


Homo sapiens 


PRO2550 


111 


33 


11563 


G00328 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4409. 


146 


60 


11564 


AF090895 


Homo sapiens 


PRO0H7 


172 


77 


11566 


V01512 


Homo sapiens 


c-fos 


416 


82 


11567 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


72 


33 


11568 


X16074 


Mus sp. 


L-34 protein (AA 1-264) 


117 


35 


11569 


Y45381 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


131 


77 


11570 


AK025395 


Homo sapiens 


unnamed protein product 


683 


98 


11571 


D78255 


Mus musculus 


PAP-1 


134 


80 


11572 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


210 


70 


11573 


Y 02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


131 


78 


11574 


J01415 


Homo sapiens 


cytochrome oxidase subunit 3 


141 


59 


13575 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


102 


58 


11576 


AC007842 


Homo sapiens 


BC331191 1 


409 


86 


11577 


Z22636 


Sinorhizobium 
meliloti 


Thi 


103 


36 


11578 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


83 


36 


11579 


G03703 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7784. 


115 


60 


11580 


AF162149 


Mycoplasma 
bovis 


variable surface lipoprotein 


167 


44 


11581 


AF 130079 


Homo sapiens 


PR02852 


137 


77 


11582 


AF229067 


Homo sapiens 


PADI-H protein 


136 


75 


11583 


R10755 


Homo sapiens 


Non-A non-B hepatitis specific 
antigenic protein encoded by 
phageclone lambda HC2533. 


132 


72 


11584 


Z70292 


Homo sapiens 


chemokine CC-1 


386 


93 


11585 


R10755 


Homo sapiens 


Non-A non-B hepatitis specific 
antigenic protein encoded by 
phageclone lambda HC2533. 


107 


67 


11586 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


134 


75 


11587 


X05006 


Homo sapiens 


S-protein 


237 


100 


11588 


Y21850 


Homo sapiens 


Human signal peptide-contianing 
protein (SIGP) (clone ID 1880830). 


365 


77 


11589 


U43959 


Homo sapiens 


beta 4 adducin 


114 


54 


11590 


AF030162 


Homo sapiens 


inner mitochondrial membrane 
translocase Tim23 


304 


95 


11591 


X03557 


Homo sapiens 


56-KDa protein (aa 1-478) 


491 


74 


11592 


AF151074 


Homo sapiens 


HSPC240 


351 


73 


11593 


AF1 16719 


Homo sapiens 


PR02987 


558 


89 


11594 


AF090942 


Homo sapiens 


PRO0657 


120 


41 


11595 


X55039 


Homo sapiens 


centromere autoantigen B (CENP-B) 


160 


32 


11596 


X98475 


Mus musculus 


vasod i lator-st imu 1 ated ph osphoprote in 


101 


43 


11597 


G00589 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4670. 


140 


73 
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Smith- 
Waterman 


% 

Identit 

y 


11598 


U07151 


Homo sapiens 


ARL3 


1 13 




11599 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


123 


79 


11600 


AL050084 


Homo sapiens 


hypothetical protein 


119 


100 


11601 


AF090931 


Homo sapiens 


PRO0483 


124 


7^ 


11602 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


132 


60 


11603 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


1 56 


R? 


11604 


AF224494 


Mus musculus 


arsenite inducible RNA associated 
protein 


473 


79 


11605 


M60047 


Homo sapiens 


heparin binding protein 


597 


9S 


11606 


G00933 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5014. 


721 


Q7 


11607 


W12091 


Homo sapiens 


C57S derivative of antigen non-specific 
human GIF. 


573 


98 


11608 


AF229439 


Mus musculus 


zinc finger protein 289 


535 


80 


11609 


M86637 


Brugia pahangi 


unknown 




1R 

JO 


11610 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


93 


70 


11611 


G02224 


Homo sapiens 


Human sprretpH nrntpin ^FO ID TdfV 

-» 1 till It* II o^vl ^lUlClliy OLV^ ILs llU- 

6305. 




OA 


13612 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


108 


51 


11613 


AK024372 


Homo sapiens 


unnamed protein product 


105 


77 


1 1614 


Y94918 


Homo saniens 


Human <;ecrf*tf»H nrntpin rlrvnp 

dd504_18 protein sequence SEQ ID 
NO:42. 


1 1 ft 




11615 


Y48547 


Homo sapiens 


Human breast tumour-associated 
nrotfMn R 


641 


96 


11616 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
eene No 107 


108 


81 


11617 


L34081 


Homo sapiens 


bile acid CoA: Amino acid N- 
acvl transferase 


356 


82 


11618 


GO 1399 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5480. 


J IV 


OR 


11619 


AF020038 


Homo sapiens 


MADP-deoendent isocitratp 
dehydrogenase 


77? 


R'? 


11620 


AB051901 


Homo sapiens 


VDUPI 


247 


98 


11621 


Y48547 


Homo sapiens 


Human breast tumour-associated 
nrotein 8 


691 


92 


11622 


U22961 


Homo saniens 


similar to human albumin ^wicQ-Pmt 

Accession Number P02768; Method: 
conceptual translation supplied by 
author 


1R9 


71 
f 1 


11623 


A06977 


Homo sapiens 


albumin 


562 


92 


11624 


X73460 


Homo sapiens 


ribosomal protein JL3 


502 


84 


11625 


AL035398 


Homo sapiens 


dJ796117.1 (PUTATIVE novel protein) 


373 


98 


11626 


D50310 


Homo sapiens 


cyclin 1 


175 


i no 
j 1/1/ 


11627 


AE000950 


Archaeoglobus 
fulgidus 


thermosome, subunit alpha (thsA) 


131 


2S 


11628 


D88315 


Mus musculus 


tetracycline transporter- like protein 


137 


81 


11629 


Y36204 


Homo sapiens 


Human secreted protein #76. 


406 


100 


11630 


AF] 30089 


Homo sapiens 


PRO2550 


1 10 

I Jv 




11631 


J02982 


Homo sapiens 


glycophorin B precursor 


95 


100 


11632 


AF1 16719 


Homo sapiens 


PR02987 


558 


93 


11633 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


137 


92 


11634 


U09823 


Oryctolagus 


elongation factor 1 alpha 


483 


85 
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% 

Identit 
v 






cuniculus 








11635 


GO 1922 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6003. 


157 


73 


11636 


AF1 16719 


Homo sapiens 


PR02987 


491 


90 


11637 


D14421 


Rattus 
norvegicus 


b isotype of B regulatory subunit of 
protein phosphatase 2A 


208 


86 


11638 


AF1 16719 


Homo sapiens 


PR02987 


544 


93 


11639 


AF1 30079 


Homo sapiens 


PR02852 


127 


81 


11640 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


150 


59 


11641 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


100 


66 


11642 


G034I1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


119 


71 


11643 


Y86574 


Homo sapiens 


Human gene 91 -encoded protein 
fragment, SEQ ID NO:491 . 


64 


100 


11644 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


82 


70 


11645 


G02360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6441. 


109 


74 


11646 


AF 130089 


Homo sapiens 


PRO2550 


128 


52 


11647 


AK024455 


Homo sapiens 


FLJ00047 protein 


138 


61 


11648 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


73 


84 


11649 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


128 


60 


11650 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


83 


78 


11651 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


105 


64 


11652 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


103 


62 


11653 


AF1 30089 


Homo sapiens 


PRO2550 


116 


69 


11654 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


176 


54 


11655 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


129 


63 


11656 


AF1 30089 


Homo sapiens 


PRO2550 


135 


77 


11657 


U49973 


Homo sapiens 


ORF1 ; MER37; putative transposase 
similar to pogo element 


146 


93 


11658 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJWI8. 


123 


61 


11659 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


117 


47 


11660 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


92 


84 


11661 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


70 


75 


11662 


U00029 


Saccharomyces 
cerevisiae 


Yhr217cp 


101 


50 


11663 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


107 


88 


11664 


G03062 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7143. 


110 


90 


11665 


U63542 


Homo sapiens 


FAP protein 


119 


69 


11666 


AF130114 


Homo sapiens 


PR02459 


78 


38 


11667 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


106 


64 


11668 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


66 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








4478. 






11669 


G03787 


Homo saoiens 

X X\J I X V wUWIVJw 


Human secreted Drotein SEO ID NO" 
7868. 


77 


63 


11670 


G0341 1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


116 


68 


11671 


AK021618 


Homo sapiens 


unnamed protein product 


97 


43 


11672 


G02482 


Homo saoiens 

<X X\. \JXX 1 \J JUL/ 1 VllO 


Human secreted Drotein SEO ID NO* 
6563. 


108 


55 


11673 


S75997 


Rattus sp. 


nucleoporin p62 homolog 


95 


40 I 


11674 


AF229163 


Homo sapiens 


natural resistance- associated 
macrophage protein 1 


104 


54 


11675 


M15530 


Homo sapiens 


B-celi growth factor 


89 


81 


11676 


M92357 


Homo sapiens 


B94 Drotein 


143 


100 


11677 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


132 


74 


11678 


G0341 1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


126 


64 


11679 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


166 


66 


11680 


U16359 


Rattus 
norvepicus 


nitric oxide svnthase 

Hill Iw x/AivIV O JllUlUOv 


108 


85 


13681 


G02532 


Homo saoiens 


Human secreted Drotein SEO ID NO* 
6613. 


345 


92 


11682 


M15530 


Homo sapiens 


B-cell growth factor 


127 


64 


11683 


AF090931 


Homo saoiens 


PRO0483 


152 


60 


11684 


AF130087 


Homo sapiens 


PR02411 


150 


68 


11685 


U18339 


Variola vims 

▼ uj ivia v u uj 


D4L 


94 


70 


11686 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 

fprminal done "YFH Rc\ 


104 


80 


11687 


G00454 


Homo saoiens 


Human secreted nrotein SFO ID NO* 
4535. 


134 


68 


11688 


G02994 


Homo saoiens 


Human secrpted nrotein SFO ID NO* 
7075. 


131 


70 


11689 


AF090944 


Homo sapiens 


PRO0663 ' 


129 


73 


11690 


G03790 


Homo saoiens 


Human secreted nrotein SEO ID MO* 
7871. 


1 1 1 


67 


11691 


U79260 


Homo saoiens 


unknown 

ujjajiv yy lx 


98 


44 


11692 


W78226 


Homo sapiens 


Fragment of human secreted protein 
encoded bv f?ene 1 


361 


64 


11693 


G00962 


Homo saoiens 


Human secreted nrotein SFO ID NO' 
5043. 


269 


100 


11694 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


132 


83 


11695 


Y94526 


Homo sapiens 


Human lysine-rich statherin protein. 


136 


82 


11696 


AF1 16637 


Homo saoiens 


PRO 1489 

X X X ~ KJ *r 


232 


95 


11697 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


108 


50 


11698 


Y01158 


Homo saoiens 


Secreted orotein encoded bv *>ene 18 
clone HCACJ8L 


120 


81 


11699 


G00416 


Homo saoiens 


Human secreted Drotein SEO ID NO* 
4497. 


150 


80 


11700 


AK024455 


Pnnin Qfir*ipn«j 


FI T00047 nrotein 


148 




1 1701 


G00454 


Homo saniens 


Human serrptPfi nrotein SFO ID "NIO' 

4535. 


131 


72 


11702 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


105 


45 


11703 


AC005545 


Homo sapiens 


delta-adaptin, partial CDS 


127 


38 


11704 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
termina), clone XEH.8c} 


143 


81 



447 



WO 01/64835 



PCT/US01/04927 



SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 


11705 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


109 


67 








6613. 






11706 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


153 


67 








4718. 






11707 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


129 


88 








gene 22 clone HMSJW18. 






11708 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


89 


69 








gene 22 clone HMSJW1 8. 






11709 


AB047600 


Macaca 


hypothetical protein 


95 


63 






fascicularis 








11710 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


100 


76 


11711 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


112 


80 


11712 


G03787 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


117 


58 








7868. 






J 1713 


AF008196 


Homo sapiens 


bax epsilon 


140 


71 


11714 


R13556 


Homo sapiens 


Protein encoded downstream of hhc M 


113 


56 








oncoprotein. 






11715 


G00397 


Homo sapiens 


Human secreted nrotein* SEO ID NO* 


J 25 


67 








4478. 






11716 


G03133 


Homo sapiens 


Human secreted Drotein SEO ID NO* 


121 


74 








7214. 






11717 


Y30822 


Homo sapiens 


Human secreted protein encoded from 


125 


51 








gene 12. 






11718 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


96 


81 








6561. 






11719 


Y20717 


Homo sapiens 


Human neurofllament-M wild type 


106 


85 








protein fragment 59. 






11720 


AJ243883 


Peri pi an eta 


putative transcription factor 


1 18 


57 






americana 








11721 


AF220264 


Homo sapiens 


MOST-1 


121 


74 


11722 


AF 130051 


Homo sapiens 


PRO0898 


169 


72 


11723 


K02401 


Homo sapiens 


chorionic somatomammotropin 


507 


95 


31724 


K0240I 


Homo sapiens 


chorionic somatomammotropin 


461 


85 


11725 


U93564 


Homo sapiens 


p40 


340 


90 


11726 


AF 130089 


Homo sapiens 


PRO2550 


107 


73 


11727 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


128 


79 








4457. 






11728 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


109 


90 


11729 


Y51824 


Homo sapiens 


Human OSBH protein. 


182 


89 


11730 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


107 


80 








78SI. 






11731 


K02401 


Homo sapiens 


chorionic somatomammotropin 


459 


94 


11732 


W48351 


Homo sapiens 


Human breast cancer related protein 


93 


42 








BCRB2. 






11733 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


111 


67 








4523. 






11734 


Y36495 


Homo sapiens 


Fragment of human secreted protein 


103 


43 








encoded by gene 27. 






11735 


S79410 


Mus musculus 


nuclear localization signal binding 


98 


75 








protein 






11736 


AF09093I 


Homo sapiens 


PRO0483 


123 


88 


11737 


K02401 


Homo sapiens 


chorionic somatomammotropin 


340 


92 


11738 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


l^Q 


7"* 








7795. 






11739 


G02624 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


57 








6705. 






11740 


X55695 


Lycopersicon 


glycine-rich protein 


164 


48 






esculentum 






11741 


AK024455 


Homo sapiens 


FLJ00047 protein 


89 


77 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

V 


11742 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO: 125. 


415 


90 


J 1743 


S58722 


Homo sapiens 


X-Jinked retinopathy protein {C- 
terminal, clone XEH.8c) 


105 


94 


11744 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


116 


87 


11745 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


131 


69 


11746 


W13831 


Homo sapiens 


Human cyclin E delta 9 mutant. 


140 


52 


11747 


AB001433 


Mus musculus 


motor domain of K1F14 


179 


84 


11748 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


143 


72 


11749 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


99 


63 


11750 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


88 


64 


11751 


AF090931 


Homo sapiens 


PRO0483 


118 


68 


11752 


AF150105 


Homo sapiens 


small zinc finger-like protein 


3 94 


68 


11753 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4508. 


127 


69 


31754 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


100 


80 


11755 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


109 


65 


11756 


K02401 


Homo sapiens 


chorionic somatomammotropin 


427 


87 


11757 


U52077 


Homo sapiens 


mariner transposase 


113 


82 


11758 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


133 


54 


11759 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6012. 


111 


80 


11760 


AF090944 


Homo sapiens 


PRO0663 


143 


76 


11761 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


529 


99 


11762 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


373 


58 


11763 


AF1 32200 


Homo sapiens 


PR01751 


127 


66 


11764 


AK025116 


Homo sapiens 


unnamed protein product 


341 


80 


11765 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


75 


62 


11766 


AF090930 


Homo sapiens 


PRO0478 


306 


59 


11767 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


127 


80 


31768 


AF090931 


Homo sapiens 


PRO0483 


164 


60 


11769 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


102 


81 


11770 


AF161356 


Homo sapiens 


HSPC093 


131 


68 


11771 


AF 130089 


Homo sapiens 


PRO2550 


160 


82 


11772 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


140 


79 


11773 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


136 


71 


11774 


AF090942 


Homo sapiens 


PRO0657 


153 


78 


11775 


AJ223410 


Homo sapiens 


EBIl-ligand chemokine 


108 


52 


11776 


K02401 


Homo sapiens 


chorionic somatomammotropin 


395 


91 


11777 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


107 


70 


11778 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


99 


62 


11779 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


84 


64 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


11780 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


116 


68 


13781 


AF 194537 


Homo sapiens 


NAG 13 


201 


65 


11782 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


139 


68 


11783 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


149 


59 


11784 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


112 


78 


11785 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


99 


68 


11786 


AF1 30089 


Homo sapiens 


PRO2550 


108 


83 


11787 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


124 


88 


11788 


AFD95770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


103 


100 


11789 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


146 


60 


11790 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


165 


73 


11791 


AL035494 


Homo sapiens 


dJ635G 19.2.3 (novel protein 
(PUTATIVE PARTIAL isoform 3)) 


106 


56 


11792 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


100 


66 


11793 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


125 


61 


11794 


A20770 


synthetic 
construct 


(Aspl-Thrl61)-EPI 


95 


76 


11795 


S74221 


Homo sapiens 


IK factor=cytokine down-regulating 
HLA class II 


108 


61 


11796 


KOI 664 


Drosophila 
melanogaster 


Bkrn-like protein 


96 


77 


11797 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


111 


65 


11798 


Y75995 


Homo sapiens 


Human skin cell protein, SEQ ID 
NO: 173. 


324 


87 


11799 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-5 


120 


75 


3 1800 


L00693 


Homo sapiens 


carcinoembryonic antigen 


96 


85 


11801 


AL 160493 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


80 


44 


11802 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) u 1 1 02, variant a dna, 
complete virion genome. 


125 


64 


11803 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


142 


82 


11804 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


107 


85 


11805 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


152 


80 


11806 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


122 


61 


11807 


U91985 


Homo sapiens 


DNA fragmentation factor-45 


585 


92 


11808 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


125 


60 


11809 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


170 


89 


11810 


Y87156 


Homo sapiens 


Human secreted protein sequence SEQ 
ID NO: 195. 


191 


76 


11811 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


120 


100 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Watcrraan 

Score 


% 

Identit 

y 


11812 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


156 


55 


11813 


P92219 


Homo sapiens 

fhiiman^ 

^i lui iiaiij 


CR1 protein. 


121 


84 


.11814 


G03797 


Homo <iar>ien<i 


Human secreted nrotein ^PO 1H NO* 
7878. 


1 07 


7^ 


11815 


G00403 


Horao sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


74 


78 


11816 


Ml 5530 


Homo sapiens 


B-cell growth factor 


148 


68 


11817 


AF090942 


Homo saniens 


PRO0657 


119 


60 


11818 


W90847 


Homo sapiens 


Human lymphocyte targeted peptide 
#15. 


117 


100 


11819 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHA 1 a (AF0786RT* 


333 


73 


11820 


Z72853 


Saccharomyces 

t/Cl C V IDlclC 


ORF YGR069w 


94 


42 


11821 


G03710 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7701 


176 


65 


11822 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 

XvXXr\ i a \r\T\J 1 OUOJ J 


129 


60 


1 1 823 

1 J OA J 


1*581 


Homo <*pni<*n<i 


Al7npimPrc nicpncp nmt^iTi f>x\i^r\t\c^f\ 
rXlJLdl^Liil^l *> UljCajv pitrlClll CIlvUU.CU L>V 

DNA from nlasmid nfifSl 1017 

1~S l ~ j\ XXVJIXI LfiuollllU UvJV_^0 1 1 V J 1 , 


1 Cid 
l Uh 


05 


11824 


GO0333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


99 


51 


11825 


W90172 


Homo sapiens 


Human heart muscle specific protein. 


256 


34 


1 1826 


A BO 17007 

L)V 1 l\J\J 1 


Homo v*nien<5 


PlvWT 16 


/.HO 




1 1 827 


AT 160371 


1 fiQhmania ■ 

J_/ 1 olLLUCllllQ 

major 


rvroVi?»K1f» fKhv-fi i nil 07 varismf a 
[jiuucJuic "^iiijv *j) ui ivZr, vdiiciiit a 

ON A eomnlete virion ot^nomf* 


177 


oO 


11828 


G03411 


Homo ^aniens 


Human prefer! nrotein ^PO TH "NO* 

Human ot/tl t>lwVJ> JJilrtvlil 3 OLy J, VJ \WJ , 

7492. 




71 


11829 


AF1 19851 

J\l 1 1/vsJl 


Homo sanienQ 


PRO 1 722 

X XWJ I 1 


190 


fid 


11830 


AF1 32200 


Homo sapiens 


PRO 1751 


120 


77 


1 1831 


YO8061 

I uOUUJ 


x luiiivj oapiciiD 


jnuiudii u-iiijU protein liagrneni. 


1 xx. 
i 


OJ 


11832 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
S066 


128 


64 


11833 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


152 


100 


11834 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO TD NO- 161 


156 


73 


11835 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


155 


88 


11836 


AP000616 


Orv7A sativa 


similar to RTNfi-H9 finper nrotein 

RHA 1 a fAF078683 > > 


1 J*T 


OS 

7J 


11837 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded bv eene 2 SEO ID NO* 1 25 


411 


91 


11838 


AK000496 


Homo sapiens 


unnamed protein product 


113 


78 


1 1839 


AF1 19855 


Homo <winierK 


PRO 1847 


Of 


oo 


11840 


AP000616 


Oryza sativa 


similar to EUNG-H2 finger protein 
RHA 1 a CAF078683^ 

J.NJ 1A X CI \'*»Jl V / OUOJ J 


128 


88 


1 1841 

1 l 0*t 1 


S79410 


Ivtn^ mii^puliiQ 


niifl<*nr lor*ali75»tir*n cionnl Kinrlinor 
iiuv^jcal lutaJ JZxlUUll ol^llal UlllUlIlu, 

nrot<*in 


1 11 
1 1 J 


£Q 
oy 


11842 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


151 


55 


11843 


AF090942 


Homo sapiens 


PRO0657 


339 


65 


11844 


AF220264 


Homo sapiens 


MOST-1 


88 


69 


11845 


AF184612 


Drosophila 
melanogaster 


split ends 


95 


47 


31846 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


136 


82 



451 



WO 01/64835 



PCTAJS01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

\ V ft t 1 1* m r» n 

Score 


% 

Identit 

y 


11847 


AB017007 


Homo sapiens 


PMS2L16 


310 


100 


11848 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


100 


79 


13 849 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


111 


61 


11850 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


110 


72 


11851 


AF090931 


Homo sapiens 


PRO0483 


164 


80 


11852 


AF1 16661 


Homo sapiens 


PR01438 


124 


67 


11853 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


119 


72 


11854 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


135 


59 


11855 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


100 


84 


11856 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


120 


54 


11857 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


135 


68 


11858 


AK024455 


Homo sapiens 


FLJ00047 protein 


123 


69 


11859 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


94 


66 


11860 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


94 


66 


11861 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


108 


75 


11862 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. j 


108 


86 


US63 


AF 130050 


Homo sapiens 


PRO0872 


81 


58 


11864 


AF119900 


Homo sapiens 


PR02822 


152 


90 


11865 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


78 


45 


11866 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-2 


526 


93 


11867 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHA3a(AF078683) 


123 


80 


11868 


G00591 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4672. 


119 


58 


11869 


Y 10830 


Homo sapiens 


Amino acid sequence of a human 
secreted protein. 


246 


100 


11870 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


101 


59 


11871 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


120 


59 


1 3872 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


129 


84 


11873 


D28113 


Homo sapiens 


MOBP 


458 


80 


11874 


D28114 


Homo sapiens 


MOBP 


306 


68 


11875 


GO 1828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


101 


85 


11876 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


130 


64 


11877 


Y 86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


189 


57 


11878 


M15530 


Homo sapiens 


B-cell growth factor 


98 


62 


11879 


AP000616 


Oryza sativa 


similar to R1NG-H2 finger protein 
RHAla(AF078683) 


130 


100 


11880 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


99 


70 


11881 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


101 


53 



452 



WO 01/64835 



PCT/US01/04927 



SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


11882 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


219 


75 


11883 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


131 


61 


11884 


U93563 


Homo sapiens 


putative pi 50 


139 


75 


11885 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhcm) gene preoduct 


154 


52 


11886 


AF090944 


Homo sapiens 


PRO0663 


149 


80 


11887 


AP000616 


Oryza sativa 


similar to RJQNG-H2 finger protein 
RHAla(AF078683) 


107 


94 


11888 


W48353 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


338 


62 


11889 


L26953 


Homo sapiens 


chromosomal protein 


123 


75 


11890 


U 16359 


Rattus 
norvegicus 


nitric oxide synthase 


105 


69 


11891 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


129 


83 


11892 


R 10755 


Homo sapiens 


Non-A non-B hepatitis specific 
antigenic protein encoded by 
phageclone lambda HC2533. 


126 


78 


11893 


G00481 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4562. 


82 


70 


11894 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


149 


90 


11895 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


118 


75 


11896 


G02451 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6532. 


167 


86 


11897 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


136 


77 


11898 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


126 


58 


11899 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


158 


78 


11900 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


337 


71 


11901 


G00613. 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4694. - 


85 


62 


11902 


G02558 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6639. 


242 


73 


11903 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


127 


59 


11904 


G03472 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7553. 


182 


85 


11905 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


135 


75 


11906 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


328 


79 


11907 


U93574 


Homo sapiens 


putative pi 50 


169 


64 


11908 


AF090944 


Homo sapiens 


PRO0663 


128 


75 


11909 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


300 


84 


11910 


AF090930 


Homo sapiens 


PRO0478 


159 


76 


11911 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-2 


496 


88 


11912 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-2 


551 


92 


11913 


Y87064 


Homo sapiens 


Human secreted protein sequence SEQ 
IDNO:103. 


168 


76 


11914 


K02401 


Homo sapiens 


chorionic somatomammotropin 


450 


85 


11915 


K02401 


Homo sapiens 


chorionic somatomammotropin 


478 


87 


11916 


K02401 


Homo sapiens 


chorionic somatomammotropin 


454 


82 



453 



WO 01/64835 



PCT/US01/04927 



SEQID 


Accession No. 


Species 


Description 


Smith- 

WdtM*m<tn 

tt ti icriimn 

Score 


% 

Identit 

y 


11917 


G02382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6463. 


121 


73 


11918 


X65121 


Mus musculus 


alphal (X) collagen 


112 


35 


11919 


Y45382 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 28. 


115 


62 


11920 


AK024455 


Homo sapiens 


FLJ00047 protein 


102 


76 


11921 


AF 150087 


Homo sapiens 


small zinc finger-like protein 


181 


52 


11922 


U55376 


Caenorhabditis 
elegans 


F16H1 1.2 gene product 


122 


78 


JJ923 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


256 


80 


11924 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


127 


74 


11925 


AF090944 


Homo sapiens 


PRO0663 


144 


75 


11926 


AJ223475 


Escherichia coli 


InsA protein 


477 


100 


11927 


M15386 


Homo sapiens 


gamma-giobin 


616 


92 


11928 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


105 


72 


11929 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


122 


92 


11930 


AF090895 


Homo sapiens 


PRO0117 


80 


71 


11931 


AF 130089 


Homo sapiens 


PRO2550 


129 


68 


11932 


AK025116 


Homo sapiens 


unnamed protein product 


113 


53 


11933 


Y91452 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:125. 


114 


70 


11934 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


69 


76 


11935 


AF 1 16695 


Homo sapiens 


PR02221 


336 


70 


11936 


AF090931 


Homo sapiens 


PRO0483 


133 


77 


11937 


AF130089 


Homo sapiens 


PRO2550 


135 


72 


11938 


L06237 


Homo sapiens 


raicrotubule-associated protein IB 


143 


36 


11939 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


124 


72 


3 3940 


G00427 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
4508. 


158 


76 


31941 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


130 


53 


11942 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


111 


65 


11943 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6561. 


106 


59 


11944 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


117 


65 


11945 


D28113 


Homo sapiens 


MOBP 


186 


62 


11946 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


353 


76 


11947 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


113 . 


72 


11948 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


339 


87 


11949 


AJ006591 


Homo sapiens 


cysteine-rich protein 


148 


76 


11950 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


113 


88 


11951 


AF 116695 


Homo sapiens 


PR02221 


205 


57 


11952 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ ID 
NO: 128. 


158 


75 


11953 


AF1 13685 


Homo sapiens 


PRO0974 


107 


72 


11954 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


107 


80 


11955 


AK026307 


Homo sapiens 


unnamed protein product 


129 


84 


11956 


AF1 09907 


Homo sapiens 


S164 


140 


96 



454 



WO 01/64835 



PCT/US01/04927 



SEQJD 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Waterman 

Score 


% 

Identit 


11957 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogaster homeotic 
protein BarH2 (PLR:A41726) 


99 


100 


11958 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


124 


41 


11959 


K02401 


Homo sapiens 


chorionic somatomammotropin 


497 


90 


11960 


G00368 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4449. 


155 


69 


11961 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


126 


85 


11962 


M15530 


Homo sapiens 


B-cell growth factor 


114 


86 


11963 


K0240I 


Homo sapiens 


chorionic somatomammotropin 


472 


87 


11964 


AK024455 


Homo sapiens 


FLJ00047 protein 


95 


61 


11965 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


145 


78 


11966 


L27428 


Homo sapiens 


reverse transcriptase 


J 44 


50 


13967 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


187 


76 


11968 


W21581 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCSl 3037. 


124 


81 


11969 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


112 


64 


11970 


AK024455 


Homo sapiens 


FLJ00047 protein 


120 


70 


11971 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


105 


61 


11972 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


106 


70 


11973 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


70 


75 


11974 


G00491 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4572. 


86 


60 


11975 


G03790 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
7871. 


161 


72 


11976 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


105 


42 


11977 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


121 


58 


11978 


AK024372 


Homo sapiens 


unnamed protein product 


104 


80 


11979 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


137 


77 


11980 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


96 


90 


11981 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


100 


56 


11982 


R59842 


Homo sapiens 


ApoE4Ll protease. 


129 


62 


11983 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


132 


53 


11984 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


105 


90 


11985 


M15530 


Homo sapiens 


B-cell growth factor 


117 


43 


11986 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


99 


65 


11987 


R59843 


Homo sapiens 


ApoE4Lx2 protease. 


117 


84 • 


11988 


L26953 


Homo sapiens 


chromosomal protein 


124 


79 


11989 


U93564 


Homo sapiens 


p40 


523 


88 


11990 


Y86248 


Homo sapiens 


Human secreted Drotein HCHPF68 
SEQ ID NO: 163. 


155 


82 


11991 


AF090894 


Homo sapiens 


PRO0113 


126 


56 


11992 


G00361 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4442. 


129 


63 


11993 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


144 


67 


11994 


U71363 


Homo sapiens 


zinc finger protein zfp6 


213 


68 



455 



WO 01/64835 



PCT/US01/04927 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wflttmnn 

WW 41111 IlltlVf 

Score 


% 

Id en tit 

y 


11995 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


82 


65 


11996 


AF1 30089 


Homo sapiens 


PRO2550 


145 


68 


11997 


R95913 


Homo sapiens 


Neural thread protein. 


114 


88 


11998 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


122 


56 


11999 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


147 


81 


12000 


AF090931 


Homo sapiens 


PRO0483 


152 


81 


12001 


AF090931 


Homo sapiens 


PRO0483 


145 


81 


12002 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


124 


64 


12003 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


103 


78 


12004 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


133 


51 


12005 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


108 


63 


12006 


L19527 


Homo sapiens 


ribosomal protein L27 


547 


93 


12007 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


127 


82 


12008 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


127 


82 


12009 


M55409 


Homo sapiens 


pancreatic tumor-related protein 


257 


98 


12010 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


127 


64 


12011 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


291 


89 


12012 


X03717 


Homo sapiens 


pot. unidentified reading frame 


126 


43 


12013 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


)31 


80 


12014 


AB011148 


Homo sapiens 


KIAA0576 protein 


135 


84 


12015 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


114 


87 


12016 


AK024455 


Homo sapiens 


FLJ00047 protein 


102 


70 


12017 


L27428 


Homo sapiens 


reverse transcriptase 


144 


87 


12018 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


135 


87 


12019 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 1 


137 


93 


12020 


AK001363 


Homo sapiens 


unnamed protein product 


490 


100 


12021 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


111 


79 


12022 


W00838 


Homo sapiens 


Tumour necrosis factor-related gene 
product 


106 


87 


12023 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


157 


58 


12024 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


87 


66 


12025 


R95913 


Homo sapiens 


Neural thread protein. 


157 


45 


12026 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


138 


52 


12027 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


116 


60 


12028 


V00488 


Homo sapiens 


alpha globin 


191 


100 


12029 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


102 


87 


12030 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


114 


79 


12031 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


142 


86 


22032 


X01703 


Homo sapiens 


alpha-tubulin 


534 


93 


12033 


U09823 


Oryctolagus 
cuniculus 


elongation factor 1 alpha 


557 


90 



456 



WO 01/64835 



PCT/US01/04927 



SEQID 

jNO: 


Accession No. 


Species 


Description 


Smith- 

WfltPrmn n 

TV UICI IIIUII 

Score 


% 

ldenttt 

y 


12034 


X01703 


Homo sapiens 


alpha-tubulin 


619 


94 


12035 


AF255556 


Notothenia 
coriiceps 


alpha tubulin 


430 


85 


12036 


X53618 


Paracentrotus 
lividus 


alpha-tubulin (AA 1-452) 


437 


87 


12037 


M62810 


Homo sapiens 


mitochondrial transcription factor 1 


433 


95 


12038 


Y36156 


Homo sapiens 


Human secreted protein #28. 


157 


75 


12039 


X01703 


Homo sapiens 


alpha-tubulin 


604 


97 


12040 


X01703 


Homo sapiens 


alpha-tubulin 


517 


90 


12041 


S70154 


Homo sapiens 


cytosolic acetoaceryl-coenzyme A 
thioiase, CT {EC 2.3.1.9} 


533 


94 


12042 


X01703 


Homo sapiens 


alpha-tubulin 


472 


85 


12043 


M23613 


Homo sapiens 


nucleophosmin 


428 


80 


12044 


AL031174 


Schizosaccharom 
yces pombe 


hypothetical protein 


102 


52 


12045 


Y94653 


Homo sapiens 


Human netrin-like protein (NEL) 
amino acid sequence. 


152 


82 


12046 


AFO 16507 


Homo sapiens 


C-terminal binding protein 2 


172 


100 


12047 


X05196 


Homo sapiens 


aldolase C 


454 


93 


12048 


X03796 


Mus musculus 


aldolase C(aa 1-227) 


351 


74 


12049 


X05196 


Homo sapiens 


aldolase C 


408 


88 


12050 


Y0I400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


147 


70 


12051 


S58722 


Homo sapiens 


X-Lmked retinopathy protein {C- 
terminal, clone XEH.8c} 


169 


55 


12052 


AF090944 


Homo sapiens 


PRO0663 


119 


59 


12053 


V01577 


Homo sapiens 


variable region 


223 


93 | 


12054 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID "NO: 
7492. 


144 


74 


12055 


AF090931 


Homo sapiens 


PRO0483 


121 


74 


12056 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


105 


76 


32057 


Ul 8339 


Variola virus 


D4L 


100 


52 


12058 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


135 


62 


12059 


AB001684 


Chlorella 
vulgaris 


ORF41c 


81 


75 


12060 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


128 


74 


12061 


AK024455 


Homo sapiens 


FLJ00047 protein 


70 


46 


12062 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


130 


69 


12063 


AF090944 


Homo sapiens 


PRO0663 


110 


66 


12064 


Y14480 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 14. 


109 


53 


12065 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


94 


79 


12066 


AF090931 


Homo sapiens 


PRO0483 


123 j 


70 


12067 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


111 


75 


12068 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


144 


77 


12069 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


145 


76 


12070 


G03639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7720. 


114 


81 


12071 


AF116715 


Homo sapiens 


PR02829 


138 


63 


12072 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


127 


82 


12073 


U79260 


Homo sapiens 


unknown 


98 


73 


12074 . 


W88627 | Homo sapiens 


Secreted protein encoded by gene 94 


132 


80 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wfltfrmnn 

▼ T MHI IllillJ 

Score 


% 

lucniii 

y 








clone HPMBQ32. 






12075 


J02459 


bacteriophage 
lambda 


T (tail component; 144) 


555 


98 


12076 


AK024455 


Homo sapiens 


FLJ00047 protein 


127 


65 , 


12077 


X00911 


Rattus 
norvegicus 


pot. MSA-precursor 


190 


73 


12078 


AF 164797 


Homo sapiens 


ribosomal protein LI 7 isolog 


538 


95 


12079 


A06977 


Homo sapiens 


albumin 


602 


87 


12080 


AF000198 


Caenorhabditis 
elegans 


Similar to cuticular collagen 


118 


38 


12081 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


142 


86 


12082 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


103 


50 


12083 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


142 


86 


12084 


G00413 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4494. 


64 


54 


12085 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


132 


53 


12086 


A 14829 


Homo sapiens 


preproapolipoprotein 


619 


82 


12087 


AF 139900 


Homo sapiens 


PR02822 


107 


76 


12088 


U52077 


Homo sapiens 


mariner transposase 


277 


74 


12089 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


126 


100 


12090 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


134 


92 


12091 


W05278 


Homo sapiens 


Tumour necrosis factor-related gene 
product CL6.5. 40. 


115 


42 


12092 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


112 


81 


12093 


G03343 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7424. 


114 


64 


12094 


AJ237660 


Bacteriophage 
21 


Ren protein 


3 87 


94 


12095 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


135 


80 


12096 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO:163. 


161 


49 


12097 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


122 


92 


12098 


G00382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4463. 


148 


59 


12099 


AF090942 


Homo sapiens 


PRO0657 


315 


70 


12100 


AF090931 


Homo sapiens 


PRO0483 


112 


74 


12101 


AF090944 


Homo sapiens 


PRO0663 


103 


37 


12102 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


76 


58 


12103 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


130 


80 


12104 


AL1 60493 


Leishraania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


106 


84 


12105 


R95913 


Homo sapiens 


Neural thread protein. 


105 


75 


12106 


G0343S 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


149 


75 


12107 


Y0956I 


Homo sapiens 


ATP receptor 


188 


85 


12108 


AF090895 


Homo sapiens 


PRO0117 


107 


83 


12109 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


117 


65 


12110 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


130 


65 



458 



WO 01/64835 



PCT/US01/04927 



SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wntfrmnn 

Score 


% 

lUcntit 

y 








6292. 






12111 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


117 


69 


12112 


Y 12478 


Homo sapiens 


congenital heart disease 5 protein 


291 


62 


12113 


AF220264 


Homo sapiens 


MOST-1 


142 


76 


12114 


Y 12077 


Homo sapiens 


Human 5' EST secreted protein SEQ ID 
NO: 390. 


109 


95 


12115 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


171 


63 


12116 


AF064869 


Rattus 
norvegicus 


brain-enriched guanylate kinase- 
associated protein 2; BEGA2 


294 


98 


12117 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


128 


36 


12119 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


102 


73 


12120 


U79260 


Homo sapiens 


unknown 


98 


65 


12121 


AF161356 


Homo sapiens 


HSPC093 


118 


67 


12122 


AF 130087 


Homo sapiens 


PR02411 


115 


80 


12123 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


280 


75 


12124 


S48406 


Mus sp. 


alpha 1 (Xll) collagen {triple-helical 
domain COL2} 


59 


41 


12125 


AB030816 


Homo sapiens 


H-REV107 protein-related protein 


420 


79 


12126 


R96418 


Homo sapiens 


Partial human transforming growth 
factor beta receptor type II. 


169 


100 


12127 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


91 


46 


12128 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


109 


83 


12129 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


127 


57 


12130 


AF1 19900 


Homo sapiens 


PR02822 


108 


79 


12131 


Y86248 


Homo sapiens 


Human stcrcted protein HCHPF68, 
SEQ ID NO:163. 


127 


70 


12132 


AF303828 ' 


Mus musculus 


ubc-like protein MMS2 


131 


43 


12133 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


127 


58 


12134 


U49974 


Homo sapiens 


mariner transposase 


124 


80 


12135 


X52164 


Mus musculus 


Q300 protein (AA 1-77) 


106 


94 


12136 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


151 


69 


12137 


AF192913 


Homo sapiens 


zinc finger protein ZNF1 80 


581 


94 


12138 


X58907 


Homo sapiens 


steroid 21 -monooxygenase 


128 


58 


12139 


AF090931 


Homo sapiens 


PRO0483 


121 


70 


12140 


AK024455 


Homo sapiens 


FLJ00047 protein 


84 


60 


12141 


AF090931 


Homo sapiens 


PRO0483 


122 


71 


12142 


G009S5 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


153 


60 


12143 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


121 


100 


12144 


G02922 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7003. 


191 


62 


12145 


U57092 


Homo sapiens 


Rab30 


257 


87 


12146 


AF1 30089 


Homo sapiens 


PRO2550 


129 


74 


12147 


AF090931 


Homo sapiens 


PRO0483 


138 


80 


12148 


G02382 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6463. 


135 


60 


12149 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


138 


60 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

VVnttrman 

Score 


% 

Identit 
y 


12150 


U51723 


Plasmodium * 
vivax 


V-SERA 1 


107 


37 


12151 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


82 


68 


12152 


Y23884 


Homo sapiens 


Amino acid sequence of FK506 
binding protein 65 (FKBP65). 


124 


69 


12153 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


93 


70 


12154 


AF229067 


Homo sapiens 


PADI-H protein 


162 


68 


12155 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


125 


86 


12157 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


113 


39 


12158 


U89439 


Bos taurus 


ubiquitin-like protein 


146 


76 


12159 


G03725 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7806. 


677 


98 


12160 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


124 


90 


12161 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


109 


80 


32162 


AF090931 


Homo sapiens 


PRO0483 


125 


76 


12163 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


191 


64 


12164 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


96 


61 


12165 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


115 


68 


12166 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


219 


93 


12167 


AF1 18086 


Homo sapiens 


PRO 1992 


155 


78 


12168 


XI 2789 


Mus musculus 


cytokeratin 8 (A A 1 - 489) 


174 


63 


12169 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


94 


48 


12170 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


150 


57 


12171 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


141 


78 


12172 


AF068294 


Homo sapiens 


HDCMB45P 


184 


56 


12173 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


116 


50 


12174 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 ringer 
protein rhala. 


107 


59 


12175 


X92485 


Plasmodium 
vivax 


pval ' 


108 


44 


12176 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


102 


84 


12177 


X83703 


Homo sapiens 


nuclear protein 


330 


68 


12178 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


147 


50 


12179 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


103 


73 


12180 


AF132200 


Homo sapiens 


PRO 175 1 


131 


64 


12181 


AC005534 


Homo sapiens 


CTF5 


261 


90 


12182 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


156 


75 


12183 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


137 


75 


12184 


P92219 


Homo sapiens 
(human) 


CR1 protein. 


101 


74 


12185 


G02607 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
66S8. 


156 


56 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smilh- 

Waterman 

Score 


% 

Identit 

y 


12186 


G02213 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6294. 


626 


97 


12187 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


96 


51 


12188 


AF1 18067 


Homo sapiens 


PRO 1 578 


89 


73 


12189 


M63154 


Homo sapiens 


intrinsic factor 


130 


96 


12190 


AF090942 


Homo sapiens 


PRO0657 


144 


72 


12191 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


152 


76 


12192 


G02832 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6913. 


134 


63 


12193 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


159 


76 


12194 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


117 


76 


12195 


AF090931 


Homo sapiens 


PRO0483 


134 


62 


12196 


AF130089 


Homo sapiens 


PRO2550 


117 


74 


12197 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


113 


57 


12198 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


126 


70 


12199. 


J02459 


bacteriophage 
lambda 


Fi (DNA packaging;! 17) 


203 


95 


12200 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


135 


58 


12201 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


132 


86 


12202 


AF1 19900 


Homo sapiens 


PR02822 


148 


68 


12203 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 1 63. 


128 


59 


12204 


R59842 


Homo sapiens 


ApoE4Ll protease. 


118 


91 


12205 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


121 


72 


12206 


S75997 


Rattus sp. 


nucleoporin p62 homo log 


13 J 


65 


12207 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


145 


65 


12208 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


145 


86 


12209 


AJ242956 


Homo sapiens 


El fusion protein 


96 


88 


12210 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


132 


78 


12211 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


125 


81 


12212 


K03179 


Homo sapiens 


pro-alpha- 1 type-I collagen 


96 


37 


12213 


G01895 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5976. 


310 


57 


12214 


Y91577 


Homo sapiens 


Human secreted protein sequence 
encoded by gene 2 SEQ ID NO:250. 


493 


82 


12215 


R13144 


Homo sapiens 


Deleted in Colorectal Carcinomas. 


700 


98 


12216 


AF1 32200 


Homo sapiens 


PRO 1751 


109 


61 


12217 


AB013897 


Homo sapiens 


HKR1 


324 


64 j 


12218 


AF071I72 


Homo sapiens 


HERC2 


123 


86 


12219 


L38593 


Homo sapiens 


integral membrane protein 


78 


62- 


12220 


AF036233 


Homo sapiens 


cdc25B phosphatase 


204 


51 


12221 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 1 7. 


107 


60 


12222 


AL049795 


Homo sapiens 


dJ622L5.9 (eukaryotic translation 
initiation factor 3, subunit 2 (beta, 
36kD) (TRJP-1, TGF-beta receptor 
interacting protein 1)) 


163 


86 


12223 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


120 


76 
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SEQ1D 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


J 2224 


G03790 


Homo sapiens 

M M. V ft * ft V J Vilk/ 


Human secreted orotein SFO ID NO* 
7871. 


102 


64 


12225 


AF I 30079 


Homo sapiens 


PR02852 


103 


80 


12226 


G00376 


Homo sapiens 


Human secreted orotein SFO ID NO* 
4457. 


163 


86 


12227 


AF1 19855 


Homo saoiens 


PRO 1847 




7R 


12228 


G00392 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4473. 


195 


87 


12229 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


103 


90 


12230 


U49957 


Homo sapiens 


LLM protein 


212 


100 


12231 


AK022759 


Homo sapiens 


unnamed orotein nroduct 


646 


too 

I \J\J 


12232 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81 


110 


70 


12233 


Y27868 


Homo sapiens 


Human secreted nrotein encoded bv 
gene No. 107. 


109 


74 


12234 


W03642 

» W \J—1 \J Tit* 


Homo saoiens 


Human cannahinoid GFR "N-terminal 
sequence. 


i?i 


76 


12235 


AF220264 


Homo sapiens 


MOST-1 


104 


85 

OJ 


12236 


S58722 


Homo sapiens 


X-linked retinonathv nrotein fC- 
terminal, clone XEH.8c} 


111 


87 
o / 


12237 


G03800 


Homo saoiens 


Human secreted nrotpin SFO TD NO* 

7881. 






12238 


AF090942 


Homo saoiens 

AAVftftlV OUpivllO 


PRO0657 


10> 




12239 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


129 


72 


12240 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded hv <*ene 01 


135 


75 


12241 


AP000616 

ft It WW m. \J 


Orvza sativa 


<itm ilfir tn RDM/i-W^ finoer nrnfpin 

RHAla(AF0786S3) 


J JO 




12242 


S58722 


Homo saoiens 


X-linWpd rptinormtViv nrrvt*»iri 

A III I fx wVJ J^llJlUJjClUIjr UllSldll 1 V_/ 

terminal clone XEH 8c) 

tWftftftftftlftVtJy vJvlJw > \LJl ft . t_P V f 


1 no 


7? 


12243 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


118 


39 


12244 


AL390114 


Leishmania 

Uv 1JI ft J 1IU1 A lift 

major 


nrohahle fhhv-6^ ul 109 variant a 

DNA, complete virion genome 


78 


10ft 


12245 


AC005200 


Homo saoiens 

A1V/111VS DCIJJlwlo 


"nla^malpmmal nnrin 

"Jiaoiiiaitiiililul JJU1 111 


111 

1 J J 


70 

Is 


12246 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571 


150 


65 


12247 


W48351 


Homo saoiens 


Human breast cancer related nrr»tein 

BCRB2. 


on 




12248 


Y02999 


Homo saoiens 


Fragment of human secreted nrotein 
encoded by gene 121. 


77 


64 


12249 


U63542 


Homo sapiens 


FAP protein 


108 


56 


12250 


S58722 


Homo sapiens 


X-Hnked retinopathy protein {C- 
terminal clone XEH 8c) 


101 


75 


12251 


G03807 


Homo saoiens 

a iviiiyj JUL/ iviu 


Human secreted nrotein <sFO ID NO* 
7888. ! 


1J7 


61 1 


12252 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


122 


71 


12253 


AF 1 18086 


Homo sapiens 


PR01992 


73 


70 


12254 


AF083929 


Mus musculus 


ESI 8 


108 


44 


12255 


AF1 30089 


Homo sapiens 


PRO2550 


124 


88 


12256 


AF090931 


Homo sapiens 


PRO0483 


132 


80 


12257 


X95190 


Homo sanipns 


ui cuiwii&u viia in aujrJ vUn UAiUaoc 




R6 
oO 


12258 


G03787 


Homo sapiens 
* 


Human secreted protein, SEQ ID NO: 
7868. 


131 


53 


12259 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


124 


88 


12260 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


128 


85 
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SEQ ID 

MA. 


Accession No. 


Species 


Description 


Smith- 
Water man 
Score 


% 

Identit 

y 








4409. 






12261 


G02211 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


133 


72 


12262 


GO 1828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


110 


70 


12263 


Y08061 


Homo sapiens 


Human c-myb protein fragment. 


125 


85 


12264 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


126 


65 


12265 


AP000616 


Oryza sativa 


similar to RTNG-H2 finger protein 
RHAla(AF078683) 


114 


95 


12266 


AK024455 


Homo sapiens 


FLJ00047 protein 


108 


63 


12267 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


166 


73 


12268 


AF090931 


Homo sapiens 


PRO0483 


108 


82 


12269 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


120 


68 


12270 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


120 


66 


12271 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


148 


74 1 


12272 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


129 


60 


12273 


AF 130089 


Homo sapiens 


PRO2550 


134 


79 


12274 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


118 


80 


12275 


AFi 94537 


Homo sapiens 


NAG 13 


151 


52 


12276 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


75 


68 


12277 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


113 


60 


12278 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


111 


70 


12279 


G0193I 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6012. 


119 


92 


12280 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


108 


90 


12281 


U66464 


Homo sapiens 


hematopoietic progenitor kinase 


102 


83 


12282 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


318 


65 


12283 


W00838 


Homo sapiens 


Tumour necrosis factor-related gene 
product. 


162 


82 


12284 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


130 


77 


12285 


AFI 16661 


Homo sapiens 


PR01438 


104 


74 


12286 


G00379 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4460. 


98 


66 


12287 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


105 


74 


12288 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


129 


78 


12289 


X53581 


Rattus 
norvegicus 


ORF7 


111 


47 


12290 


AF090931 


Homo sapiens 


PRO0483 


147 


87 


12291 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


106 


69 


12292 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


137 


53 


12293 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ 1DN0:163. 


142 


56 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Sroitb- 

Watermnn 

Score 


ldentit 

y 


12294 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 

ohKl ID INU. IO:>. 


117 


60 


12295 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 

Clone nrlYlD^ji. 


112 


66 


12296 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

44 /o. 


140 


62 


12297 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

fo fy. 


144 


70 


12298 


G02455 . 


Homo sapiens • 


Human secreted protein, SEQ ID NO: 

OJjO. 


95 


51 


12299 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


108 


70 


12300 • 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene zz cione riMoJ w lo. 


122 


85 


i iin i 

1Z3U1 


UUJoU/ 


— — : 

Homo sapiens 


Human secreted protein, ShQ ID NU: 

/ooo. 


i n 
11/ 


Is 


17"*ft7 

J /JUL 




riomo sapiens 


riuman secreieo protein, oni^ id inu. 

7407 
i^yz.. 


11^ 
1 O 


oz 


12303 


AF 130051 


Homo sapiens 


PRO0898 


116 


65 


IZOlKf 


TH7G£3 


nomo sapiens 


platelet glycoprotein lib precursor 


1 ly 


ox) 


12305 


V00662 


Homo sapiens 


ATPase 6 


118 


100 


JZJUo 


Ar lU/41/O 


Homo sapiens 


CjWlzo 


98 


re* 

66 


12307 


A05308 


synthetic 
construct 


glioblastoma-derived T-cell suppressor 
factor 


376 


93 


12308 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HrMbQJz. 


173 


71 


12309 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XfcH.ocj 


140 


74 


12310 


U12390 


Cloning vector 
pbportl 


beta-galactosidase alpha peptide 


98 


47 


12311 


Y2757I 


Homo sapiens 


Human secreted protein encoded by 
gene No. 5. 


130 


42 


JzJ 1/ 


003/14 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

770^ 


134 


76 


1ZJ I J 


0^0790 
0J0 /ZZ 


— — ; 

Homo sapiens 


X-linked retinopathy protein {C- 
lermindi, cione .A.L/ri.oc j 


GO 

yo 


C7 
OZ 


12314 


U79260 


Homo sapiens 


unknown 


97 


64 




T 77/I7C 
JL.Z / 4Z O 


nomo sapiens 


reverse transcriptase 


Z J4 


A A 

44 


12316 


D00570 


Mus musculus 


open reading frame (196 A A) 


115 


83 


1Z31 / 




Homo sapiens 


T>T> C\f\A 91 


1 f\A 

J 04 


74 


12318 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

0300. 


123 


84 


12319 


G01828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
jyvy. 


107 


70 


12320 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

AAQ1 


97 


62 


12321 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


95 


58 


1 7*JT> 




-— : 

Homo sapiens 


Human secreted protein, oisQ id NU. 
4443. 


1 f\A 

104 


59 






Homo sapiens 


Human secreted protein, ofcQ id NU: 
7492. 


1 l-> 


75 


1 

JZJZ4 


Arzoo4/Z 


Homo sapiens 


retinitis pigmentosa GTPase regulator 


123 


53 


12325 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 

torminol r>lr\Hf> YC l_I J?o\ 

lenmnai, cione Atn.ot| 


162 


75 


12326 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


329 


75 


12327 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


125 


88 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


12328 


AF090944 


Homo sapiens 


PRO0663 


122 


76 


12329 


AF090931 j 


Homo sapiens 


PRO0483 


156 


81 


12330 


W00838 


Homo sapiens 


Tumour necrosis factor-related gene 
product. 


107 


80 


12331 


AF1 16715 


Homo sapiens 


PR02829 


127 


72 


12332 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


145 


49 


12333 


S80862 


Western equine 
encephalomyeliti 
s virusWestern 
equine 

encephalomyeliti 
s virus, Peptide 
Partial, 259 aa 


nucleocapsid gene C 


108 


35 


12334 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


141 


83 


12335 


AK024455 


Homo sapiens 


FLJ00047 protein 


133 


71 


12336 


AF090944 


Homo sapiens 


PRO0663 


139 


84 


12337 


J02963 


Homo sapiens 


platelet glycoprotein lib precursor 


124 


71 


12338 


W21581 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCS 1 1 037. 


102 


69 


12339 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


121 


81 


12340 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


149 


54 


12341 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 
derived protein #153. 


134 


66 


12342 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


102 


60 


12343 


AF 118086 


Homo sapiens 


PRO 1992 


80 


63 


12344 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


104 


80 


12345 


G03415 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7496. 


145 


72 


12346 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


143 


75 


12347 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


116 


37 


12348 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


176 


76 


12349 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


103 


48 


12350 


S58722 


Homo sapiens 


X-linked retinopathy protein {O 
terminal, clone XEH.8c} 


101 


81 


12351 


Y02926 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 101. 


108 


70 


12352 


W21581 


Homo sapiens 


Alzheimer's disease protein encoded by 
DNA from plasmid pGCSl 1037. 


101 


84 


12353 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


105 


42 


12354 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


147 


66 


12355 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


125 


65 


12356 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


96 


68 


12357 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


122 


43 


\235S 


AL1 60493 


Leisbmanja 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


132 


38 


12359 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


94 


90 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith. 

Waterman 

Score 


% 

Identit 

y 








4478. 






12360 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


113 


56 


12361 


AB001684 


Chlorella 
vulgaris 


ORF49b 


92 


44 


12362 


U93564 


Homo sapiens 


p40 


257 


84 


12363 


U60269 


Homo sapiens 


putative envelope protein; orf similar to 
env of Type A and Type B retroviruses 
and to class II HERVs 


427 




12364 


G03064 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7145. 


102 


73 


12365 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


102 


68 


12366 


AF090944 


Homo sapiens 


PRO0663 


94 


45 


12367 


Y76198 


Homo sapiens 


Human secreted protein encoded by 
gene 75. 


150 


55 


12368 . 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


105 


85 


12369 


AF 130089 


Homo sapiens 


PRO2550 


132 


78 


12370 


AF090895 


Homo sapiens 


PRO0117 


125 


64 


12371 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


121 


95 


12372 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


145 


72 


12373 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


144 


72 


12374 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


133 


79 


12375 


AP000001 


Pyrococcus 
horikoshii 


58aa long hypothetical protein 


96 


51 


12376 


U16359 


Rattus 
norvegicus 


nitric oxide synthase 


105 


76 


12377 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.Sc} 


123 


78 


12378 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


126 


83 | 


12379 


Y53643 


Homo sapiens 


A bone marrow secreted protein 
designated BMS6. 


329 


98 


12380 


U64094 


Homo sapiens 


soluble type II interleukin-1 receptor 


114 


100 


12381 


J02459 


bacteriophage 
lambda 


D (head-DNA stabilization;! 10) 


467 


100 


12382 


L10908 


Mus musculus 


Gcapl gene product 


100 


89 


12383 


AF220264 


Homo sapiens 


MOST-1 


113 


68 


12384 


U79260 


Homo sapiens 


unknown 


94 


60 


12385 


BO 1372 


Homo sapiens 


Neuron-associated protein. 


148 


52 


12386 


R13556 


Homo sapiens 


Protein encoded downstream of hhc_M 
oncoprotein. 


116 


63 


12387 


G00952 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5033. 


125 


92 


12388 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


130 


65 


12389 


S79410 


Mus musculus 


nuclear localization signal binding 
Drotein 


150 


62 


12390 


G00454 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4535. 


102 


38 


12391 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


113 


56 


12392 


G00332 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4413. 


73 


92 
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SEQ1D 

MO- 


Accession No. 


Species 


Description 


Smith- 
>> Bier man 
Score 


% 

Identit 

y 


12393 


M69297 


Homo sapiens 


ORF3 


167 


75 


12394 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


142 


43 


12395 


AF220264 


Homo sapiens 


MOST-1 


131 


57 


12396 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


139 


62 


12397 


AF1 30089 


Homo sapiens 


PRO2550 


120 


62 


12398 


AK023117 


Homo sapiens 


unnamed protein product 


529 


97 


12399 


AF123652 


Homo sapiens 


FEZ1 


157 


96 


12400 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


139 


87 


12401 


U49973 


Homo sapiens 


ORF1; MER37; putative transposase 
similar to pogo element 


306 


60 


12402 


AC005031 


Homo sapiens 


neuronal apoptosis inhibitory protein 


143 


96 


12403 


J03071 


Homo sapiens 


chorionic somatomammotropin CS-2 


585 


100 


12405 


AF095770 


Homo sapiens 


PTH-responsive osteosarcoma Dl 
protein 


125 


100 


12406 


R07057 


Homo sapiens 


Smaller hepatocellular oncoprotein 
(hhcm) gene preoduct. 


150 


63 


12407 


G03797 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7878. 


157 


85 


12408 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


120 


75 


12409 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


141 


50 


12410 


G03465 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7546. 


103 


53 


12411 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


147 


71 


12412 


G03798 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7879. | 


159 


70 


12413 


S58722 


Homo sapiens 


X-linked retinopathy protein {C* ' 
terminal, clone XEH.8c} 


129 


79 


12414 


G03807 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7888. 


156 


72 


12415 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


74 


72 


12416 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


102 


50 * 


12417 


G00397 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4478. 


171 


75 


12418 


G02902 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6983. 


137 


55 


12419 


G00365 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4446. 


111 


52 


12420 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


129 


53 


12421 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


110 


55 


12422 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


126 


87 


12423 


U93564 


Homo sapiens 


p40 


350 


93 


12424 


M17885 


Homo sapiens 


acidic ribosomal phosphoprotein (PO) 


484 


88 


12425 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


130 


69 


12426 


X60376 


Brassica napus 


proline-rich protein 


89 


47 


12427 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


83 


88 


12428 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


117 


75 


12429 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


107 


67 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Idcntit 

y 


12430 


AK027208 


Homo sapiens 


unnamed protein product 


108 


64 


12431 


Y02693 


Hnmo <anierK 


Human <£prrpfpH nrotpin prtr-r\r\(^ri Kv 

IIUUICUI OV^L/J^jlCU LIJVJIOIIJ Vjl^UUvU y 

gene 44 clone HTDAD22 


1 ^4 


Oo 


12432 


AF1 30089 


Homo sapiens 


PRO2550 


118 


88 


12433 


G02902 


Hnmo ^aniens 


Human ^prrpfpH nrotpin ^PO ir>"Nrv 

JlUiJIaJJ OVfUi CICU JJJ 1/ lb III, kJO Ii/ 1 TV/. 

6983. 






12434 


AK0°4455 


Unrnn QfinipnQ 
x\\jiii\s aaujciio 


FI 100047 nrotpin 


ii^ 


fJ 


12435 


AP000616 


v_/i y i—<\ ju ii vq 


cimilartn R TKTfi-l-lO fmopr nrotpin 
annual lu iviinvj iui^ci uiuiciii 

RHAla(AF078683) 


1 07 


QO 


12436 


G03807 


Hnmo sanipn^ 


Human cprrpfpH nrntpin QPO \T\ TvJO* 

1 lUJIiaU iCUl CICLX JJJULCIJI, OCy 1 l_J 1NV_/. 

7888. 


1 14 


/ J 


12437 


AC005498 


Homo ^anien^ 

llVlilv JUUlwJli) 


R31665 2 


1 Q J 


7^ 


12438 


AP000616 


Orv?_a *^tiva 


similar to RTMri-H9 flnopr nrotpin 
RHAla(AF078683) 




100 


12439 


G031 16 


f-f nm rv oanipnc 


Hiimnn cpfrpfpH r\rr\f Pin QPH 10 "MfV 
Xaulllall sCUClCU pii/lClil, i>Ciy 1XJ INv/. 

7197 


14^ 


Q4 


12440 


AK024455 


Homo sapiens 


FLJ00047 protein 


136 


73 


12441 


G00397 


T-frtrno canipn^ 

x\\Jx\\\J jajJlCJlo 


Human cp rrpt/»H r&rrvh»*r% CPA TO "MO* 
J lUJlJall dCLICICU pJULClii, iJLy JU iNW. 

4478. 






12442 


AF090942 


Homo sapiens 


PRO0657 


120 


72 


12443 


G02902 


T4nmn Qfinipnc 


Human cf»prptp>H r*rr»tPMn QUO TO XTfV 
rxUIIlau bCCIClCU pruiciu, iHy IL' INvJ. 

U70J. 






12444 


AF1 30089 


Homo sapiens 


PRO2550 


110 


73 


1 A.TTJ 


A I 071 ^QS 

r\.UKJ£» I J7J 


nuilIU SaplCIIo 


ajzoyivi i j . i ^siniiiar xo pepnayiproiy I 
isomerase (cyclophilin)) 




ALA 


12446 




T4nmA Qflnipnc 
ouniu oapicjlo 


PRO04R1 




OO 

fy 


12447 


G02515 


Unm rt c?mipnc 


Unman cprrpfpH rsrntoin QThO TO MO- 
riuiiid.il 5»cui ciCLi UlULclilj oJC#V^ 1U iSyj. 

6596. 


i 


o 1 


12448 




Hnm/i c^ni'pnc 

nuiuo sapjciib 


iTuindii bcui ctcu protein, otiv^ Ii/ IN\_/. 


1 oo 
Jzz 


7/1 


12449 


AF1 19855 


Homo ^;*nipn<t 

J lUllllF OClJJItlij 


PR0 1847 


oo 


70 


32450 


G00328 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
4409 


147 


84 


12451 


AK024455 


Homo sapiens 


FLJ00047 protein 


78 


68 


12452 


AF1 16712 


nunivj aapiwid 


l IV. \J£t /JO 


1 1 9 
1 J 0 


£0 

oz 


I24S3 


O0T7R7 


T-Tnm/\ conipnc 

riuiuo cKtpicub 


nurndu seureicci proiem, ar,y ijj inv^. 
7868. 




/^7 
0 / 


12454 


O03714 




xi ui ii an seLreiea proiem, oihj iu inu. 
7795 




jy 


12455 


AK024455 


Homo sapiens 


FLJ00047 protein 


146 


64 


12456 




Hnmn onnipni 
12 1711 J \s sayjiaio 


T-Ilim5»n cprrpfpH r\rr\toir» QT7f^ TO XTf^\* 

rnuiiaii bcurciC/U proiein, oJtiv< ii-^ iS\j. 
6613. 


JOO 


oo 
/z 


12457 


AF090944 


X X\JIH\J oa|JlCllo 






7Q 

fy 


12458 


G02501 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6582 


119 


70 


12459 


R22278 


Homo sapiens 


Human gp.-specific component 

nhpnntvnp (~*r 1 
]JUCliUijrpC VJt l . 


250 


65 


12460 


G02480 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

vJUl . 


143 


58 


12461 


Y87156 


Homo sapiens 


Human secreted protein sequence SEQ 


111 


61 


32462 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

4400 


147 


84 






riuuiu sapiens 


iiuman secrereu protein, oti^ IL) jNU. 
7888. 


y4 




12464 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


134 


74 


12465 


AF200715 


Homo sapiens 


PTB domain adaptor protein CED-6 


332 


95 


12466 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


139 


64 
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SEQ ID 

XI f\. 

JNO: 


Accession No. 


Species 


Description 


Smith- 

Wf mm 4- — — mm. — . 

Waterman 
Score 


% 

I den tit 

.y 








7867. 






12467 


AP000616 


Oryza sativa 


similar to RTNG-H2 finger protein 
RHAla(AF078683) 


117 


55 


32468 


AF 199023 


Homo sapiens 


phospholipid scramblase 4 


476 


98 


12469 


AF265575 


Homo sapiens 


ubiquitous TPR-motif protein Y 
isoform 


104 


89 


12470 


AF 108841 


Homo sapiens 


pol protein 


306 


87 


12471 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


111 


79 


12472 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


124 


78 


12473 


U18339 


Variola virus 


D4L 


117 


60 


12474 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


124 


63 


12475 


AF1 30089 


Homo sapiens 


PRO2550 


105 


52 


12476 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


80 


62 


12477 


M91242 


Rattus 
norvegicus 


calcium channel alpha- 1 subunit 


156 


68 


12478 


AF 130089 


Homo sapiens 


PRO2550 


154 


79 


12479 


M15530 


Homo sapiens 


B-cell growth factor 


154 


70 


12480 


U39904 


Mus musculus 


citron 1 


718 


97 


12481 


R99364 


Homo sapiens 


Human REST protein DNA binding 
domain. 


229 


37 


12482 


AL1 60371 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


97 


54 


12483 


AF161356 


Homo sapiens 


HSPC093 


94 


55 


12484 


Y69166 


Homo sapiens 


A mature human N-acetylglycosaminyl 
transferase protein. 


97 


75 


.12485 


AF090942 


Homo sapiens 


PRO0657 


103 


55 


12486 


U79260 


Homo sapiens 


unknown 


98 


74 


12487 


AL160493 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


96 


53 


12488 


U37100 


Homo sapiens 


aldose reductase-like peptide 


400 


97 


12489 


U93569 


Homo sapiens 


putative pi 50 


141 


56 


12490 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


104 


66 


12491 


R59842 


Homo sapiens 


ApoE4Ll protease. 


86 


89 


12492 


Y00876 


Homo sapiens 


Human LAPH-1 protein sequence. 


219 


45 


12493 


AK024455 


Homo sapiens 


FLJ00047 protein 


85 


53 


12494 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


95 


63 


12495 


Y36722 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 98. 


216 


60 


12496 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


102 


57 


12497 


Y77551 


Homo sapiens 


C-terminal domain of betalc integrin. 


132 


67 


12498 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4508. 


122 


69 


12499 


AF161356 


Homo sapiens 


HSPC093 


98 


51 


12500 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


150 


81 


12501 


G00492 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4573. 


97 


52 


12502 


AF1 32200 


Homo sapiens 


PR01751 


94 


69 


12503 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


76 


65 


12504 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


99 


75 
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SEQID 

NO: 


Accession No. 


Species 


Descrintion 


Smith- 
Water man 
Score 


% 

Identir 

y 


12505 


M19651 


Rattus 
norvegicus 


fos-related antigen 


132 


92 


12506 


G00354 


Homo sapiens 


Human secreted protein, SEQ ED NO: 
4435. 


113 


48 


12507 


U94832 


Homo sapiens 


KSRP 


117 


48 


12508 


W47029 


Homo sapiens 


Human N-proteinase (70 kDa short 
form). 


121 


62 


12509 


AP000616 


Oryza saliva 


similar to RING-H2 finger protein 
RHAla(AF078683) 


124 


66 


12510 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


90 


80 


12511 


AF042384 


Homo sapiens 


BC-2 protein 


516 


98 


12512 


Y 12950 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


96 


50 


12513 


G03482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7563. 


121 


45 


12514 


AL1 62044 


Homo sapiens 


hypothetical protein 


174 


48 


12515 


AF1 30079 


Homo sapiens 


PR02852 


96 ■ 


73 


12516 


B03628 


Homo sapiens 


Human phospholipase 2 HPPL2. 


113 


77 


12517 


D32202 


Homo sapiens 


alpha IC adrenergic receptor isoform 2 


164 


86 


12518 


G02920 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7001. 


99 


85 


12519 


U00694 


Gallus gallus 


vitamin D3 hydroxylase associated 
protein 


187 


45 


12520 


AB030829 


Rattus 
norvegicus 


carbonic anhydrase HI 


503 


63 


12521 


J04204 


Bos taurus 


32 kd accessory protein 


618 


95 


12522 


M36341 


Homo sapiens 


ADP-ribosylation factor 4 


374 


93 


12523 


AF090931 


Homo sapiens 


PRO0483 


163 


82 


12524 


AB007925 


Homo sapiens 


KIAA0456 protein 


130 


62 


12525 


G02314 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6395. 


162 


79 


12526 


AF1 78948 


Homo sapiens 


TALE homeobox protein Meis2a 


321 


93 


12527 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


156 


85 


12528 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


126 


57 


12529 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


145 


68 


12530 


AK024372 


Homo sapiens 


unnamed protein product 


112 


56 


12531 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


76 


65 


12532 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


132 


66 


12533 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


146 


53 


12534 


AF090942 


Homo sapiens 


PRO0657 


83 


60 


12535 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


136 


65 


12536 


R95913 


Homo sapiens 


Neural thread protein. 


106 


52 


12537 


AF1 30089 


Homo sapiens 


PRO2550 


148 


84 


12538 


AF 102826 


Homo sapiens 


RD1 14/simian type D retrovirus 
receptor 


605 


91 


12539 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


143 


52 


12540 


G003D4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


87 


65 


12541 


G03600 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7681. 


209 


92 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Watcrman 

Score 


% 

Identit 

y 


12542 


M31964 


Saimiriine 
herpesvirus 2 


collagen-like protein 


92 


52 


J 2543 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


146 


76 


12544 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


155 


72 


12545 


AC004912 


Homo sapiens 


similar to CR16, SH3 domain binding 
protein; similar to 2205340A 
(PID:g 1587070) 


442 


98 


12546 


V00662 


Homo sapiens 


URF A6L (NADH dehydrogenase 
subunit) 


175 


91 


12547 


A T"*1 0/\/\f»rt 

AF130089 


Homo sapiens 


PRO2550 


112 


40 


12548 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


109 


48 


12549 


X55110 


Homo sapiens 


neurite outgrowth-promoting protein 


479 


72 


12550 


X98296 


Homo sapiens 


ubiquitin hydrolase 


500 


88 


12551 


R943I7 


Homo sapiens 


Hepatocyte proliferation substance HP- 
041V. 


390 


92 


12552 


G01623 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5704. 


142 


90 


12553 


D 8 6966 


Homo sapiens 


similarto human ZFY protein. 


161 


56 


12554 


D00570 


Mus musculus 


J" ^ f . / 1 f\ f A A \ 

open readmg frame (196 A A) 


122 


67 


12555 


AF1 30089 


Homo sapiens 


PRO2550 


94 


88 


12556 


AF043184 


Homo sapiens 


T cell receptor beta chain 


607 


84 


12557 


U93564 


Homo sapiens 


p40 


154 


100 


12558 


U42026 


Homo sapiens 


plasma membrane Ca2+-ATPase 
variant 4a PMCA4a 


200 


97 


12559 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


103 


50 


12560 


U90552 


Homo sapiens 


butyrophilin 


356 


98 


12561 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


156 


37 ■ 


12562 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


138 


41 


12563 


XI 6454 


Homo sapiens 


carcinoembryonic antigen subdomain B 


353 


98 


12564 


AL031186 


Homo sapiens 


bK984Gl .4 (Ewing sarcoma breakpoint 
region 1 protein) 


119 


100 


12565 


M68941 


Homo sapiens 


protein-tyrosine phophatase 


223 


93 


12566 


Y 14487 


Homo sapiens 


cytosolic serine 
hydroxymethyltransferase 


145 


84 


12567 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


149 


61 


12568 


AB005047 


Homo sapiens 


SH3 binding protein 


124 


52 


12569 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


102 


53 


12570 


X68142 


Oryctolagus 
cuniculus 


elongation factor 1 gamma 


678 


93 


12571 


L20315 


Mus musculus 


MPS1 protein 


337 


77 


12572 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


114 


50 


12573 


AF1 30089 


Homo sapiens 


PRO2550 


124 


71 


12574 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


146 


51 


12575 


AF005902 


Monodelphis 
domestica 


kinesin homolog 


534 


82 


32576 


Y56021 


Homo sapiens 


Human CD40 receptor interacting 
protein 4C4. 


711 


96 


12577 


Y99662 


Homo sapiens 


Human GTPase associated protein-13. 


634 


100 


12578 


Z48008 


Saccharomyces 
cerevisiae 


Soklp 


225 


100 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Idenlit 

y 


12579 


AF1 12207 


Homo sapiens 


translation initiation factor elF-2b delta 
subunit 


195 


97 


12580 


M22538 


Homo sapiens 


NADH-ubiquinone reductase 


224 


82 


12581 


AB034730 


Mus musculus 


This gene is isolated by means of 
differential display method using ttw, 
an excellent mouse model for ectopic 
ossification.; similar to megakaryocyte 
stimulating factor precursor and 
cartilage superficial zone protein 


112 


44 


12582 


U93567 


Homo sapiens 


p40 


364 


93 


12583 


AY007233 


Homo sapiens 


phosphoinositol 3-phosphate binding 
protein- 1 


475 


100 


12584 


L07592 


Homo sapiens 


peroxisome proliferator activated 
receptor 


113 


81 


12585 


AE003682 


Drosophila 
melanogaster 


CG8135 gene product 


. 191 


38 


12586 


AF1 19851 


Homo sapiens 


PRO 1722 


88 


64 


12587 


AF090895 


Homo sapiens 


PRO0117 


144 


59 


12588 


G03564 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7645. 


144 


57 


12589 


U73199 


Mus musculus 


Rho-guanine nucleotide exchange 
factor 


111 


32 


12590 


J04615 


Homo sapiens 


small nuclear ribonucleoprotein 


383 


•97 


12591 


L77967 


Ovis aries 


small proline-rich protein with paired 
repeat 


60 


33 


12592 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


118 


78 


12593 


Y36495 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 27. 


123 


83 


12594 


AF090944 


Homo sapiens 


PRO0663 


152 


82 


12595 


Y 15243 


Homo sapiens 


ULBP-3 amino acid sequence. 


852 


100 


12596 


X98235 


Drosophila 
melanogaster 


typel 


159 


42 


12597 


AF191309 


Mus musculus 


zinc finger protein 


407 


66 


12598 


W82841 


Homo sapiens 


Human cerebral protein- 1. 


107 


91 


12599 


AF070664 


Homo sapiens 


HSPC008 


128 


89 


12600 


U03688 


Homo sapiens 


cytochrome P450 


257 


96 


12601 


AB015798 


Homo sapiens 


DnaJ homolog 


226 


73 


12602 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


88 


40 


12603 


G03267 


Homo sapiens 


Human secreted protein, SEQ ID MO: 
7348. 


80 


35 


12604 


AF200187 


cercopithicine 
herpesvirus 15 


EBNA2-like protein 


109 


28 


12605 


AF161532 


Homo sapiens 


HSPC047 


720 


100 


12606 


M21302 


Homo sapiens 


small proline rich protein 


60 


59 


12607 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


107 


47 


12608 


AJ302650 


Rattus 
norvegicus 


RP59 protein 


599 


54 


12609 


J05401 


Homo sapiens 


sarcomeric mitochondrial creatine 
kinase precursor (EC 2.7.3.2) 


763 


96 


12610 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


216 


87 


12611 


W78175 


Homo sapiens 


Human secreted protein encoded by 
gene 50 clone HSTAG52. 


337 


100 


12612 


S79430 


Mus musculus 


nuclear localization signal binding 
protein 


145 


66 


12613 


AFi 19855 


Homo sapiens 


PR01847 


157 


61 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smitb- 

Wnterman 

Score 


% 

Identit 

y 


I961d 




riorno Sapiens 


unicno wn 


1 A7 


oz 


12615 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

Al\ <? 


146 


49 


12616 


AF 130051 


Homo sapiens 


PRO0898 


254 


56 


19617 




I? affile? 

. norvegicus 


iNr-cz-reiaieQ iactor z 


OK) 1 


59 


1961 £ 
IZOi o 


V A9 1 6ft 
J UZ J 05 


Homo sapiens 


A facilitative glucose transporter 
protein GLUT8. 


4jz 


1 AA 


1961 0 
J ZO 1 


vjuujy / 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


1 Jo 


OA 

64 


1 zozu 


UUJ 5 1 Z 


riomo sapiens 


Human secretea pro tern, oti^ iu inu. 
/ oyj. 


ZHO 


00 


19671 


yss6ju 

yVJ JuOj 


jL»yL»opcrsicoii 

VOvtUldllUlil 


exienbin ^ciass ij 


70 


4J 


12622 


AF109907 


Homo sapiens 


S164 


93 


40 


1969"? 


Y36I S6 
I JO l JO 


rioroo sapiens 


Human secretea protein ffZo. 


11/1 

1 J4 


a i 
Ol 


IZOZ4 


A Fl 1 671 9 
AT I I 0/ !Z 


MO/Tto sapiens 


rKLfZ / jo 


1 A/f 


Q 

4o 


12625 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

/V / J. 


81 


65 


19696 
J zozo 


/\r I i JOOJ 


riorno sapiens 


rJKAJU;/ /4 


1 A/1 
JU4 


4j 


12627 


AL160371 


Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


116 


45 


12628 


AF 107406 


Homo sapiens 


GW128 


133 


58 


izozy 


LiUj41 j 


Homo sapiens 


Human secretea protein, bbQ ID NO: 
7496. 


100 


CI 

57 


iZOju 


A15U4/OUU 


Macaca 
fascicular is 


hypothetical protein 


172 


66 


12631 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

6610 


136 


63 


196^9 
i ZOJZ 


Aril oUoz 


— — : 

Homo sapiens 


DDfM qao 
rKU J yUZ 


1 JO 


/l c 

4j 


196^ 


nno^o7 

vJwvJy / 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


i^i 
1 j 1 


i 

OZ 


196^4 


Y^9 I 64 


ivius muscuius 


ataa nrr .* Q ; M / \ a i nn\ 

V«J3ou protein {A a i - / /) 


o< 
yj 


ro 
JO 


12635 


AF064597 


Homo sapiens 


LINE-1 like protein 


108 


46 


196^6 
1ZOJO 


i Uzoy j 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


1 1 £. 

116 


49 


196*27 
JZOJ / 


w4ojjl 


Homo sapiens 


Human breast cancer related protein 
rSUKoz. 


1 10 


52 


196^R 


V9071 7 
I Z v / 1 / 


— — : 

Homo sapiens 


Human neurofllament-M wild type 
protein fragment 59. 




*7A 
/U 


1963Q 


M9Q699 
ivizyozz 


ivius muscuius 


open reaaing irame z 


Q 1 

ol 


ou 


12640 


M26460 


Homo sapiens 


retinoblastoma 1 


100 


45 


196/11 
1Z041 


OJO /ZZ 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 




63 I 


19649 
JZ04Z 


AT5n47016 


Macaca 
fascicularis 


hypothetical protein 


1 AA 
1U0 


CO 

JZ ! 


19643 
IZ04J 


UUJ 13 J 


Homo sapiens 


riuman secretea protein, oty iU NU: 

7914 
/Z 14. 


146 


A 1 

41 


12644 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoaeo oy gene i /. 


143 


48 


12645 


AF090942 


Homo sapiens 


PRO0657 


157 


54 


19646 
1Z040 


HA9S79 


Homo sapiens 


Human secretea protein, oLQ ID NO: 

60<3 

oyjj. 


130 


56 


12647 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
oyjj. 


267 


65 


12648 


AF1 30079 


Homo innipn^ 


PR02852 


100 


S7 


12649 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


99 


61 


12650 


X55686 


Lycopersicon 


extensin (class II) 


65 


35 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Waterman 


Identit 










Score 


y 






esculentum 








I26>l 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


87 


84 








7795. 






1 O C CO 

126D2 


AFl 19851 


Homo sapiens 


PRO 1722 


150 


70 




Y 02671 


Homo sapiens 


Human secreted protein encoded by 


133 


50 








gene 22 clone HMSJ Wl 8. 






IZ0j4 


Y4j jo2 


Homo sapiens 


Human secreted protein fragment 


146 


70 








encoded from gene 28. 






1 0£ c c 


O00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


136 


63 








AA1 C 

4435. 






lzcOo 


003789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


93 


52 








/o/0. 








U 93563 


Homo sapiens 


putative pi 50 


1046 


50 




O0^/o9 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


346 


70 








7870. 






1 0£CA 

izo!>y 


"V i one a 
I 12950 


Homo sapiens 


Amino acid sequence of a human 


104 


70 








secreted peptide. 






IzooO 


AFl 19851 


Homo sapiens 


PRO 1722 


98 


56 


izool 


t>58722 


Homo sapiens 


X-linked retinopathy protein {C- 


90 


65 








terminal, clone XEH.Sc} 






izooz 


O05Z05 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


59 


64 








T* A A 

7j44. 






1ZOOJ 


At J loUoz 


Homo sapiens 


TVD/"\ 1 A AO 

PRO 1902 


91 


66 


1 0/££/t 
JZ004 


T 1 AO AO 


Mus musculus 


Gcapl gene product 


113 


50 


12665 


Ml 8093 


Phaseolus 


hydroxyproline-rich glycoprotein 


124 


37 






vulgaris 








12666 


AF090895 


Homo sapiens 


PRO01 17 


76 


57 


12667 


003789 


Homo sapiens 


Human secreted protein. SEQ ID NO: 


103 


43 








TOT A 

/8/0. 






12668 


W48351 


Homo sapiens 


Human breast cancer related protein 


90 


61 








BCRB2. 






12669 


M15530 


Homo sapiens 


B-cell growth factor 


90 


80 


12670 


AFl 98447 


Aspergillus 


60S nbosomal protein L3 


217 


69 






nidulans 








12671 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


137 


51 








7871. 






12672 


Y207 1 7 


Homo sapiens 


Human neurofilament-M wild type 


77 


68 








protein fragment 59. 






IZO/J 


A I?AC;c;Ap< 

Ar0j5yo5 


Onchocerca 


pyrrolidone-rich antigen 


67 


40 






volvulus 






Jzo /4 


X794I7 


Sus scrofa 


40S ribosomal protein SJ2 


377 


75 


J 2675 


AF 1 07406 


Homo sapiens 


GW328 


74 


51 


12676 


Y73966 


Homo sapiens 


Human prostate tumor EST fragment 


99 


62 








derived protein #1 5:>. 






12677 


O02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


127 


65 








6953. 






12678 


G00590 


TT„, . „ * 

Homo sapiens 


Human secreted protein, SEQ ID NO: 


99 


62 








ACH 1 

46/1. 






izo /y 


r:ni QQ/t 
vjUiyo4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


128 


Or 

85 








0U03. 






JZOoU 


Ar 15*403 / 


_ ; 

Homo sapiens 


XT A a 1 "3 
IN AO id 


142 


r A 

59 


lZOo 1 




Homo sapiens 


Human histiocyte-secreted factor HSF. 


ICC 

155 


77 


Izooz 


Ar Ioi35o 


Homo sapiens 


HSPC093 


104 


50 


J ZOO.} 


A C 1 AT/I A^" 

AF 107406 


Homo sapiens 


GW128 


84 


54 


J 2684 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


90 


39 


J ^UOJ 




nuiiio sapiens 


uj-i/iic-iyy / coaing sequence or 


HIV 

12.0 


1 AA 

1 uo 








clone BG366 2. 






12686 


M24732 


Homo sapiens 


lamin-iike protein 


94 


54 


12687 


X00824 


Gallus gallus 


collagen 


66 


42 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Wfltfrmnn 

Score 


% 

Identit 

y 


12688 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


184 


64 


12689 


AF1 18086 


Homo sapiens 


PR01992 


140 


61 


12690 


AL390114 


Leishmania 
major 


probable (hhv-6) u 1 102, variant a 
DNA, complete virion genome 


131 


54 


12691 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


180 


72 


12692 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


104 


72 


12693 


AF1 30089 


Homo sapiens 


PRO2550 


204 


51 


12694 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


92 


52 


12695 


AL390114 


. Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


110 


52 


12696 


L39103 


Homo sapiens 


glycoprotein lb alpha 


61 


45 


12697 


M15530 


Homo sapiens 


B-cell growth factor 


121 


64 


12698 


M36913 


Zea mays 


cell wall protein (put.); putative 


75 


40 


12699 


S58722 . 


Homo sapiens 


X-Iinked retinopathy protein {C- 
terminal, clone XEH.8c} 


101 


68 


12700 


M24732 


Homo sapiens 


lamin-Iike protein 


95 


35 


12701 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


67 


50 


12702 


AF298594 


Nicotiana alata 


arabinogalactan protein 


105 


30 


12703 


X92485 


Plasmodium 
vivax 


pval 


97 


38 


12704 


AF210651 


Homo sapiens 


NAG18 


89 


64 


12705 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


190 


53 


12706 


G00352 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4433. 


93 


78 


12707 


U52077 


Homo sapiens 


mariner transposase 


451 


51 


12708 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


244 


77 


12709 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


138 


65 


12710 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


99 


82 


12711 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


104 


34 


32712 


AF242772 


Homo sapiens 


mesenchymal stem cell protein 
DSCD28 


106 


45 


J2713 


G0379O 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


116 


36 


12714 


AF1 16715 


Homo sapiens 


PR02829 


139 


68 


12715 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


89 


62 


12716 


X55684 


Lycopersicon 
esculentum 


extensin (class I) 


86 


54 


12717 


Z93891 


Hegeter politus 


cytochrome oxidase 


72 


48 


12718 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8144. 


105 


46 


12719 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


74 


46 


12720 


U30221 


Crithidia 
fasciculata 


"NADH dehydrogenase subunit 5 


92 


39 


12721 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


131 


82 


12722 


AF1 07406 


Homo sapiens 


GW128 


72 


54 


12723 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


131 


55 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
VVnterman 
Score 


% 

Identit 

v 








6720. 






12724 


AF1 16661 


Homo sapiens 


PR01438 


145 


59 


12725 


Y53871 


Homo sapiens 


A human brain-derived signalling 
factor polypeptide. 


584 


98 


12726 


L10908 


Mus muscuius 


Gcapl gene product 


95 


37 


12727 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


124 


37 


12728 


X55686 


Lycopersicon 
esculentum 


extensin (class II) 


66 


36 


12729 


G01984 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6065. 


110 


55 


12730 


L23852 


Homo sapiens 


Putative 3 r end of coding region; 
putative 


83 


37 


12731 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


59 


48 


12732 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


88 


69 


12733 


AF090895 


Homo sapiens 


PRO0117 


130 


55 


12734 


R959I3 


Homo sapiens 


Neural thread protein. 


362 


45 


12735 


U72355 


Homo sapiens 


Hsp27 ERE-TATA-binding protein 


972 


57 


12736 


AF247039 


porcine 
adenovirus 3 


163R* 


108 


35 


12737 


M22332 


Homo sapiens 


unknown protein 


148 


45 


12738 


AF090895 


Homo sapiens 


PRO0117 


89 


72 


12739 


B08525 


Homo sapiens 


Protein encoded by a novel gene 
associated with colon disease. 


296 


86 


12740 


X90872 


Homo sapiens 


associated to Golgi apparatus 


116 


54 


12741 


M26460 


Homo sapiens 


retinoblastoma 1 


75 


37 


12742 


S52010 


Mus sp. 


orfl 5* of EpoR 


104 


31 


12743 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


88 


50 


12744 


AB047600 


Macaca 
fascicularis 


hypothetical protein 


111 


47 


12745 


AF090944 


Homo sapiens 


PRO0663 


152 


65 


12746 


Y21106 


Homo sapiens 


Human bc!2 proto-oncogene wild type 
protein fragment 3. 


62 


64 


12747 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


97 


76 


12748 


X66861 


Mus muscuius 


Hox-1.4 


92 


34 


12749 


AF166125 


Homo sapiens 


selenoprotein N 


978 


98 


12750 


W87504 


Homo sapiens 


Human N-methyl-D-aspartate receptor 
subunit encoded by clone NMDA24. 


98 


29 


12751 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


91 


78 


12752 


X72963 


Nicotiana 
tabacum 


pAP8 product 


80 


45 


12753 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


123 


61 


12754 


AF146191 


Homo sapiens 


FRG1 


208 


85 


12755 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


154 


75 


32756 


GO3790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


72 


48 


12757 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


111 


51 


12758 


U83280 


Leishmania 
donovani 


39 kDa antigen 


106 


60 


12759 


AFI 16661 


Homo sapiens 


PR01438 


73 


48 


12760 


AF164615 


Homo sapiens 


envelope protein, 


257 


83 
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SEQJD 


Accession No. 


Species 


Description 


Smith- 


% 


NO: 








Wattrnion 


Identit 










Score 


y 


12761 


Y02671 


Homo sapiens 


Human secreted protein encoded by 


135 


70 








gene 22 clone HMSJW IS. 






12762 


AF073519 


Homo sapiens 


small EDRK-rich factor 1, long isoform 


111 


50 


12763 


M29622 


Mus musculus 


open reading frame 2 


73 


6$ 


12764 


L27428 


Homo sapiens 


reverse transcriptase 


111 


60 


12765 


S79410 


Mus musculus 


nuclear localization signal binding 


106 


45 








protein 






12766 


AK024455 


Homo sapiens 


FLJ00047 protein 


108 


66 


12767 


M36914 


Zea mays 


cell wall protein (put.); putative 


78 


36 


12768 


L27428 


Homo sapiens 


reverse transcriptase 


159 


59 


12769 


AJ005567 


Mus musculus 


SPR2I protein 


55 


39 


12770 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


115 " 


82 








6012. 






12771 


G04063 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


76 


64 








8144. 






12772 


AF2 17374 


Acanthaster 


cytochrome oxidase subunit I 


126 


85 






planci 








12773 


AF130114 


Homo sapiens 


PR02459 


129 


50 


12774 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


220 


71 


12775 


AF287482 . 


Chlorobium 


Orfl22 


166 


68 






tepidum 








12776 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


84 


50 








4658. 






12777 


AF 1 30079 


Homo sapiens 


PR02852 


258 


58 


12778 


AF090931 


Homo sapiens 


PRO0483 


65 


76 


12779 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


152 


66 








6613. 






12780 


AB047948 


Macaca 


hypothetical protein 


59 


37 






fascicularis 








12781 


AF 119900 


Homo sapiens 


PR02822 


132 


59 


12782 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


97 


51 








7870. 






12783 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


77 


77 








4669. 






12784 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


93 


84 








7795. 






12785 


L27428 


Homo sapiens 


reverse transcriptase 


183 


39 ! 


12786 


AF1 19851 


Homo sapiens 


PRO 1722 


128 


61 


12787 


AFl 16715 


Homo sapiens 


PR02829 


111 


72 


12788 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


147 


77 








6613. 






12789 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 


84 


66 








clone HCACJ81. 






12790 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


155 


71 








6953. 






12791 


AF124729 


Mus musculus 


acinusS' 


122 


50 


12792 


AC003058 


Arabidopsis 


unknown protein 


86 


52 






thaliana 








12793 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


108 


74 








7870. 






12794 


M62415 


Pseudopleuronec 


HPLC6 


82 


35 






tes americanus 








12795 


Y36156 


Homo sapiens 


Human secreted protein #28. 


133 


48 


12796 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


119 


74 








7795. 






12797 


L22030 


Glycine max 


hydroxyproline-rich glycoprotein 


170 


32 


12798 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


114 


43 








7871. 






12799 


Y76184 


Homo sapiens 


Human secreted protein encoded by 


90 


60 1 
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SEQ ID 

iSU. 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








gene 61. 






12800 


X62677 


Oryctolagus 
cuniculus 


retrovirus related reverse transcriptase 


102 


38 


12801 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


98 


69 


12802 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


177 


69 


12803 


AF130089 


Homo sapiens 


PRO2550 


94 


74 


12804 


S77772 


Homo sapiens 


aspartylglucosaminidase, AGA {C- 
terminal, alternatively spliced} {EC 
3.5.1.26} 


83 


68 


12805 


AF063866 


Melanoplus 
sanguinipcs 
entomopoxvirus 


ORF MSV233 hypothetical protein 


82 


28 


12806 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


80 


60 


12807 


G00333 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4414. 


122 


47 


12808 


X03145 


Homo sapiens 


pot. ORF V 


150 


34 


12809 


LI 0908 


Mus musculus 


Gcapl gene product 


111 


34 


12810 


Y95028 


Homo sapiens 


Human clone vp7 1 ORF2, SEQ ID 
NO:128. 


170 


55 


12811 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


101 


62 


12812 


AJ233591 


Mus musculus 


reverse transcriptase 


287 


67 


12813 


U82303 


Homo sapiens 


unknown 


149 


52 


12814 


AF107406 


Homo sapiens 


GW128 


103 


58 


12815 


U82303 


Homo sapiens 


unknown 


93 


83 


12816 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


161 


54 


12817 


BO 1390 


Homo sapiens 


Neuron-associated protein. 


81 


38 


12818 


AF287482 


Chlorobium 
tepidum 


Orfl22 


174 


69 


12819 


AE003499 


Drosophila 
meJanogaster 


CGI 2706 gene product 


166 


28 


12820 


M15530 


Homo sapiens 


B-cell growth factor 


124 


71 


12821 


U83303 


Homo sapiens 


line- 1 reverse transcriptase 


161 


53 


12822 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


150 


77 


12823 


G00497 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4578. 


103 


66 


12824 


AF064597 


Homo sapiens 


LINE-1 like protein 


64 


45 


12825 


X71442 


Rattus 
norvegicus 


ORF 1; putative 


113 


45 


12826 


U62039 


Elephantulus 
edwardii 


reverse transcriptase 


74 


46 


12827 


M15530 


Homo sapiens 


B-cell growth factor 


127 


54 


12828 


G02514 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6595. 


94 


84 


12829 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


59 


57 


12830 


AF229067 


Homo sapiens 


PAD1-H protein 


184 


61 


12831 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


69 


34 


12832 


AF144054 


Homo sapiens 


apoptosis related protein APR-4 


83 


46 


12833 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


168 


61 


12834 


G03133 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7214. 


142 


40 


12835 


U 19098 


Lycopersicon 
chilense 


proline-rich protein 


81 


38 


12836 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


229 


68 
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SEQ1D 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


12837 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


81 


60 


12838 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


88 


71 


12839 


X72963 


Nicotiana 
tabacum 


pAP8 product 


94 


40 


12840 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


315 


56 


12841 


G00354 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4435. 


94 


55 


12842 


AK025947 


Homo sapiens 


unnamed protein product 


124 


57 


12843 


AF1 59055 


Homo sapiens 


leucine zipper-like protein 


69 


55 


12844 


AF040257 


Homo sapiens 


TNF receptor homolog 


98 


50 


12845 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


94 


76 


12846 


X88799 


Oryza sativa 


DNA binding protein 


94 


37 


12847 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


98 


48 


12848 


GO 1984 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6065. 


164 


56 


12849 


G00354 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
4435. 


75 


59 


12850 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


122 


54 


12851 


M31964 


Saimiriine 
herpesvirus 2 


collagen- like protein 


79 


50 


12852 


AF1 18082 


Homo sapiens 


PRO 1902 


94 


77 


12853 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


139 


54 


12854 


R59842 


Homo sapiens 


ApoE4Ll protease. 


108 


82 


12855 


G03295 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7376. 


99 


66 


32856 


G03789 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
7870. 


89 


56 


12857 


D29833 


Homo sapiens 


proline rich peptide P-B 


64 


52 


12858 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


155 


80 


12859 


G02482 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6563. 


88 


61 


12860 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


66 


33 


12861 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


75 


47 


12862 


M29622 


Mus musculus 


open reading frame 2 


74 


62 


12863 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


141 


70 


12864 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


117 


54 


12865 


AF090894 


Homo sapiens 


PRO0113 


108 


63 


12866 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


121 


54 


12867 


S58722 


Homo sapiens 


X- linked retinopathy protein {C- 
termina!, clone XEH.8c} 


103 


44 


12868 


S6S106 


Ascaris suum, 
Peptide Partial, 
100 aa 


type IV collagen alpha 2 chain, alpha 2 
(IV) {alternatively spliced} 


75 


35 


12869 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


97 


56 


12870 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


146 


62 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


12871 


G00412 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4493. 


78 


76 


12872 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


105 


56 


12873 


AB030234 


Canis familiaris 


D4 dopamine receptor 


61 


58 


12874 


M22332 


Homo sapiens 


unknown protein 


128 


41 


12875 


U05313 


Trypanosoma 
brucei 


CR3 


67 


48 


12876 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


115 


65 


12877 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


66 


54 


12878 


X55684 


Lycopersicon 
esculentum 


extensin (class I) 


78 


34 


12879 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


122 


51 


12880 


AF1 30079 


Homo sapiens 


PR02852 


125 


75 


12881 


AF090895 


Homo sapiens 


PRO0117 


142 


59 


32882 


AF181251 


Rattus 
norvegicus 


lung Kruppel-like factor 


93 


39 


12883 


G02532 


Homo sapiens 


Human secreted Droteiri SEO ID NO' 
6613. 


167 


74 


12884 


M26460 


Homo sapiens 


retinoblastoma 1 


136 


41 


12885 


AJ277557 


Homo sapiens 


mitochondrial 5'(3')- 
deoxyribonucleotidase (dNT-2) 


280 


100 


12886 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


119 


62 


12887 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


145 


43 


12888 


AF1 19851 


Homo sapiens 


PRO 1 722 


94 


50 


12889 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


121 


39 


12890 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


95 


68 


12891 


AK024455 


Homo sapiens 


FLJ00047 protein 


77 


51 


12892 


G02827 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6908. 


115 


83 


12893 


L27428 


Homo sapiens 


reverse transcriptase 


89 


29 


12894 


Y01154 


Homo sapiens 


Protein sequence Seq Id 54 from 
WO9901020. 


112 


72 


12895 


G02597 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6678. 


72 


62 


12896 


AK023563 


Homo sapiens 


unnamed protein product 


260 


64 


12897 


G02832 


Homo sapiens . 


Human secreted protein, SEQ ID NO: 
6913. 


76 


66 


12898 


AC002304 


Arabidopsis 
thaliana 


F14J 16.29 


111 


36 


12899 


Y86445 


Homo sapiens 


Human gene 42-encoded protein 
fragment, SEQ ID NO:360. 


83 


53 


12900 


AF 116638 


Homo sapiens 


PRO 1546 


123 


57 


12901 


AB010361 


Mus musculus 


mszf47 


64 


43 


12902 


R59842 


Homo sapiens 


ApoE4Ll protease. 


130 


86 [ 


12903 


L06498 


Homo sapiens 


ribosomal protein S20 


249 


56 


12904 


L 13635 


Rattus 
norvegicus 


growth response protein 


176 


69 


12905 


AF1 56961 


Homo sapiens 


gag 


183 


44 


12906 


AF010144 


Homo sapiens 


neuronal thread protein AD7c-NTP 


207 


67 


12907 


AF 107406 


Homo sapiens 


GW12S 


99 


50 


.12908 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


93 


75 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


12909 


AF263540 


Homo sapiens 


M1B006 


1809 


100 


12910 


Y48292 


Homo sapiens 


Human prostate cancer-associated 
protein 78. 


60 


50 


12911 


G03258 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7339. 


179 


87 


12912 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


108 


72 


12913 


Z72499 


Homo sapiens 


herpesvirus associated ubiquitin- 
specific protease (HAUSP) 


5242 


99 


12914 


AF092136 


Homo sapiens 


PTD015 


297 


100 


12915 


AF161356 


Homo sapiens 


HSPC093 


123 


42 


12916 


AF044670 


Homo sapiens 


33 kDa Vamp-associated protein; VAP- 
33 


506 


90 


12917 


W270S7 


Homo sapiens 


Human transforming growth factor 
alpha HIII. 


1243 


100 


12918 


Y59807 


Homo sapiens 


Human normal ovarian tissue derived 
protein 84. 


111 


43 


12919 


AJ388518 


Canis familiaris 


non-hi stone chromosomal protein 
HMG-17 


108 


84 


12920 


AK023392 


Homo sapiens 


unnamed protein product 


119 


60 


12923 


Y02671 


Homo saoiens 


Human secreted Drotein encoded bv 
gene 22 clone HMSJW18. 


304 


87 


12922 


S58722 


Homo sapiens 


X-Jinked retinopathy protein {C- 
term in al, clone XEH.8c} 


124 


81 


12923 


X78444 cdl 


Homo sapiens 


21-MAY-1997 Human UCSP-2 cDNA. 


1090 


100 


12924 


AF 11 6661 


Homo sapiens 


PRO 143 8 


89 


52 


12925 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


82 


80 


12926 


AF1 19855 


Homo sapiens 


PRO 1847 


320 


63 


12927 


AF09093 1 


Homo saoiens 


PRO0483 


92 


90 


12928 


G03800 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
7881. 


119 


88 


12929 


Y91429 


Homo saoiens 


Human secreted protein sequence 
encoded by gene 21 SEQ ID NO: 150. 


108 


38 


12930 


Y12661 


Homo saoiens 


n euro- endocrine specific protein VGF 


2506 


99 


12931 


Y84546 


Homo sapiens 


Amino acid sequence of a fragment of 
human collagen type 1 protein. 


61 


50 


12932 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


121 


53 


12933 


G00481 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4562. 


104 


52 


12934 


G04072 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
8153. . 


104 


60 


12935 


G03789 


Homo saoiens 


Human secreted protein, SEQ ID NO: 
7870. 


331 


77 


12936 


M15530 


Homo sapiens 


B-cell growth factor 


83 


71 


12937 


G00437 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4518. 


146 


64 


12938 


R59842 


Homo sapiens 


ApoE4Ll protease. 


112 


61 


12939 


AF090895 


Homo sapiens 


PRO0117 


94 


80 


12940 


X73459 


Homo sapiens 


signal recognition particle subunit 14 


549 


98 


12941 


L23545 


Homo sapiens 


putative 


141 


45 


12942 


AF054178 


Homo saoiens 


CI-B14 5a homoloo 


238 


84 


12943 


Y86248 


Homo saoiens 


Human secreted Drotein HCHPF68 
SEQIDNO:163. 


110 


55 


12944 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


143 


55 


12945 


D00570 


Mus musculus 


open reading frame (25 1 AA) 


166 


34 


12946 


U62039 


Elephantulus 


reverse transcriptase 


63 


50 
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Accession No. 


Species 
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Smith- 
Wo term an 
Score 


% 

Idcnti it 

y 






edwardii 








12947 


AE003499 


Drosophila 
melanogaster 


CGI 2706 gene product 


104 


31 


12948 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


65 


100 


12949 


X70343 


Nicotiana 
sylvestris 


extensm 


102 


38 


12950 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


103 


45 


12951 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


85 


56 


12952 


AF090895 


Homo sapiens 


PRO0117 


139 


68 


12953 


AF090896 


Homo sapiens 


PRO0131 


93 


85 


12954 


GO 1246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


101 


75 


12955 


M96982 


Homo sapiens 


U2 snRNP auxiliary factor small 
subunit 


292 


68 


12956 


X71087 


Homo sapiens 


monocyte chemoattractant protein 
(MCP-3) 


408 


96 


12957 


S80864 


Homo sapiens 


cytochrome c-like polypeptide 


591 


68 


12958 


AF109907 


Homo sapiens 


S164 


188 


63 | 


12959 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


173 


50 


12960 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


168 


62 


12961 


G03801 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7882. 


98 


56 


12962 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


106 


84 


12963 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


125 


44 


12964 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


107 


57 


12965 


P70494 


Homo sapiens 


Sequence of human B-ceil growth 
factor (BCGF). 


71 


65 


12966 


AC009853 


Arabidopsis 
thaliana 


hypothetical protein 


102 


44 


12967 


AF090942 


Homo sapiens 


PRO0657 


99 


62 


12968 


M15530 


Homo sapiens 


B-cell growth factor 


90 


65 


12969 


AF090895 


Homo sapiens 


PRO0117 


83 


54 


12970 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


119 


54 


12971 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


123 


57 


12972 


L32558 


Homo sapiens 


sequence is expressed in human Tera-2 
clone 13 (embryonal carcinoma) cells. 
The sequence may contain mismatches 
(one strand sequenced only once). 97% 
identical in 320 bp overlap with human 
54 kDA prot; ORF 


426 


85 


12973 


AF008196 


Homo sapiens 


bax epsilon 


78 


87 


12974 


Y20717 


Homo sapiens 


Human neurofilament-M wild type 
protein fragment 59. 


96 


80 


12975 


AL031848 


Homo sapiens 


dJ202O8.2.2 (novel rodent HES2 (hairy 
and Enhancer of Split 2) LIKE protein 
(isoform 2)) 


176 


100 


12976 


AJ245905 


Chlorocebus 
aethiops 


HSBPl-Iike protein 


94 


100 


12977 


AF067519 


Homo sapiens 


PITSLRE protein kinase beta SVJ 
isoform 


1923 


93 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smitb- 
Wa terronn 
Score 


% 

ldentit 

y 


12978 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


168 


73 


12979 


X52164 


Mus musculus 


Q300 protein (AA 1-77) 


105 


39 


12980 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


53 


36 


12981 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


87 


77 


12982 


G02211 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
6292. 


83 


89 


12983 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


92 


46 


12984 


AF1 13685 


Homo sapiens 


PRO0974 


111 


67 


12985 


U31086 


Gallus gallus 


neuronal ia adhesion molecule 


52 


50 


12986 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


132 


68 


12987 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


91 


71 


12988 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


135 


81 


12989 


AB029042 


Homo saoiens 

1 IV/lll v JUL/1 VIA «J 


ATPase inhibitor nrecursnr 


364 


100 


12990 


G00442 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4523. 


174 


72 


12991 


G00637 

\J V WW 1 


Homo saniens 


Human secreted nrotein RFO ID NO* 
4718.. 


174 


57 


12992 


G00392 

\JWW J t— 


Homo saniens 


Human secreted nrotein SFO ID NO* 
4473. 


158 


57 


12993 


AFl 18082 


Homo sapiens 


PRO1902 


77 


78 


12994 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


76 


60 


12995 


M15530 


Homo sapiens 


B-cell growth factor 


105 


76 


12996 


AJ005562 


Mus musculus 


SPR2D nrotein 


104 


36 


12997 


Y48346 


Homo saoiens 


Human nrostate cancer-associated 
protein 43. 


184 


77 


12998 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


82 


53 


12999 


LI 1645 


Homo sapiens 


alpha-tubulin 


196 


68 


13000 


AFl 13685 


Homo sapiens 


PRO0974 


123 


52 


13001 


S58722 


Homo saoiens 


X-Iinlced retinonathv nrotein iCl- 
terminal, clone XEH.8c} 


78 


53 


13002 


AJ005564 


Mus musculus 

A* A v* *J II1U JVU1U J 


SPR2F Drotein 

1 iUrfl L/l \J 111 


76 


44 


13003 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


101 


76 


13004 


AL159I78 


Streptomyces 
coeli color A3 (2) 


putative secreted protein 


89 


37 


13005 


L77967 


Ovis aries 


small pro line-rich protein with paired 
repeat 


64 


36 


13006 


G03243 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7324. 


85 


70 


13007 


AF068294 


Homo sapiens 


HDCMB45P 


237 


52 


13008 


G00382 


Homo sapiens 


Human secreted nrotein SEO ID NO* 
4463. 


128 


50 


13009 


AFl 44054 


Homo saoiens 


anontosis related nrotein APR-4 


100 


75 


13010 


G03453 


Homo saniens 


Human <;prrpfpd nrntein SEO ID NO* 

7534. 


148 


67 


13011 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


152 


66 


13012 


B01390 


Homo sapiens 


Neuron-associated protein. 


99 


32 


13013 


A27282 


Homo sapiens 


TGR-CL3C 


69 


42 


13014 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


135 


46 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Jdentit 

y 








4770. 






13015 


AF1 30089 


Homo sapiens 


PRO2550 


88 


60 


13016 


AF266223 


Gillichthys 
mirabilis 


ribosomal protein L27 


122 


50 


13017 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


116 


40 


13018 


U82303 


Homo sapiens 


unknown 


64 


60 


13019 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


70 


57 


13020 


G04078 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8159. 


169 


91 


13021 


V00488 


Homo sapiens 


alpha globin 


213 


100 


13022 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


146 


59 


13023 


G00381 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4462. 


109 


86 


13024 


G03472 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7553. 


151 


84 


13025 


U82303 


Homo sapiens 


unknown v 


86 


52 


13026 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


124 


61 


13027 


G00689 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4770. 


83 


50 


13028 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


74 


63 


13029 


Y84546 


Homo sapiens 


Amino acid sequence of a fragment of 
human collagen type 1 protein. 


59 


46 


13030 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


96 


68 


13031 


S71494 


Mus sp. 


SmD homolog {Gly-Arg repeat} 


93 


55 


13032 


AF1 13685 


Homo sapiens 


PRO0974 


100 


48 


13033 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


242 


85 


13034 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


178 


41 


13035 


G01129 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5210. 


228 


81 


13036 


X66285 


Mus musculus 


HC1 ORF 


103 


44 


13037 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


90 


55 


13038 


U47924 


Homo sapiens 


RPL13-2 


424 


63 


13039 


AF090942 


Homo sapiens 


PRO0657 


111 


44 


13040 


AK0251I6 


Homo sapiens 


unnamed protein product 


131 


52 


13041 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


92 


72 


13042 


Ml 1759 


Lycopersicon 
esculentum 


cell wall hydroxyproline-rich 
glycoprotein 


100 


69 


13043 


AF130089 


Homo sapiens 


PRO2550 


109 


45 


13044 


G02879 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6960. 


116 


52 


13045 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


162 


70 


13046 


L10908 


Mus musculus 


Gcapl gene product 


162 


40 


13047 


L02321 


Homo sapiens 


glutathione S-transferase GSTM5-5 


1072 


93 


13048 


Y08062 


Homo sapiens 


Human PR0245 protein fragment 
derived from DNA35638. 


89 


60 


13049 


G02994 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7075. 


153 


60 


13050 


U33547 


Homo sapiens 


MHC class II antigen 


69 


85 


13051 


AC006014 


Homo sapiens 


similar to mismatch repair proteins; 
similar to PID:gI304125 


652 


91 
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Score 


% 

Identit 

y 


13052 


A27282 


Homo sapiens 


TGR-CL3C 


65 


51 


13053 


Y69166 


Hnmn saniens 


A mature human N-acetvlo Ivrnsam in vl 
transferase protein. 


106 


60 


13054 


M20030 


Homo saniens 


small oroline rich Drotein 


57 


33 


13055 


AF022117 


Baiaena 
mvstieetus 


metallothionein 


119 


62 


13056 


Ml 1759 


Lycopersicon 

psnilpnnun 

^/jv Lt | VI J lull I 


cell wall hydroxyproline-rich 
olvconrotein 


78 


43 


13057 


R20305 


Homo saniens 


VaJ(l) to Met, His(2) deleted, Ala(76) 
to Lys beta-globin mutant. 


274 


98 


13058 


X55686 


Lycopersicon 
esculentum 


extensin (class D) 


56 


39 


13059 


U 10696 


7ea mavi 

LlV U 111 CI j i3 


Fc metallothionein class 11 nrotein 


66 


26 


13060 


Y40417 


Homo sapiens 


A human N-acetylneuraminate lyase 
fhNANlJl Drotein 


1183 


80 


13061 


G04072 


Hnmn sanipns 


Human secreted nrotein SEO TO NO* 
8153. 


125 


41 


13062 


AF002210 


Homo sapiens 


copper chaperone for superoxide 
disniutase 


702 


61 


13063 


AF 118086 


Homo saoiens 


PRO 1992 


69 


84 


13064 


M24097 


Homo sapiens 


MHC HLA-C-a!pha-2 chain 


1550 


96 


13065 


a corn i n 


thaliana 


F2401.6 


~> i 


40 


13066 


AF161531 


Hnmn saniens 


HSPC046 


488 


97 


33067 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


141 


50 


13068 


AL359782 


Trypanosoma 

Ul 1.1 ^ \— i 


possible (hhv-6) ul 102, variant a dna, 
comnlptp virion ppnnmp 


116 


46 


13069 


Y27868 


Homo sapiens 


Human secreted protein encoded by 

gCUl* llU. IV / . 


145 


69 


13070 


YK7064 




HiimJin cpfrpfpH nrrttpin cpniipnrp 

XTUJJJall SCV/l CICU Ul \JtXSiu OCLJ14C1 ocy 

ID NO 103 




71 


13071 


G02832 


Homo saoiens 


Human secreted Drotein SEO TD NO* 
6913. 


153 


52 


13072 


AF2 16965 


Homo sapiens 


ancient conserved domain protein 3 


876 


100 


13073 


Y15917 


Homo sapiens 


COL1A1 and PDGFB fusion transcript 


108 


35 


13074 


X77664 


Homo saoiens 


retinoic acid receotor beta isoform 1 


53 


71 


13075 


AF1 56961 


Homo sapiens 


gag 


136 


37 


13076 


R59842 


Hnmn sanipnQ 


AnoF41 1 nrotpasp 


1 17 


75 


13077 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


121 


65 


13078 


U23183 


Caenorhabditis 
ele^ans 


gene lies in inverted repeat and exon 1 
overlans tRNA* mav he oseudooene 


100 


79 


13079 


(303714 


Homo saoiens 


Human secreted nrotein SEO ID NO* 

11UI1I1UI JwWl wlL*U ytl \J LI I j l_1J_iV^ 11/ I 

7795. 


325 


56 


13080 


(302538 


Homo saniens 

11WI11V/ Ot-ipit/HD 


Human secreted nrotein SEO ID NO* 

6619. 


138 


65 


13081 


Y12473 


Homo saniens 


centrin 

vvlill 111 


359 


79 


13082 


G01518 


Homo sanipns 

1 JW111U JULrl^JJO 


Human secreted nrotein SEO ID NO* 
5599. 


375 


98 


13083 


Y57891 


Homo sanipns 


Human fransmemhrane nrntein 

XlUIJlaU 11 allil J1C1 it Ul at LII UlvUJ 

HTMPN- 1 5 

XX 1 1 T U 1 ~ J •/ . 


1030 


99 


13084 


AB046765 


Homo sapiens 


K1AA1545 protein 


161 


93 


130XS 


X556R6 


T vennersimn 

esculentum 


pvtpncin fringe 


66 


40 


13086 


AF130079 


Homo sapiens 


PR02852 


137 


45 


13087 


KOI 664 


Drosophila 
raelanogaster 


Bkm-like protein 


86 


33 


13088 


G03812 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


105 


44 



485 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 








7893. 






13089 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


114 


63 


13090 


AL 12 1905 


Homo sapiens 


dJ534B8.3 (novel protein similar to an 
aspartic protease) 


963 


100 


.13091 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


95 


47 


13092 


AB030236 


Canis familiaris 


D4 dopamine receptor 


65 


38 


13093 


AF161356 


Homo sapiens 


HSPC093 


119 


48 


13094 


Z14014 


Nicotiana 
tabacum 


Pistil extensin like protein, partial CDS 
only 


67 


50 


13095 


G01249 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5330. 


124 


56 


13096 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


159 


73 


13098 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


139 


62 


13099 


AF130051 


Homo sapiens 


PRO0898 


194 


61 


13100 


Y86445 


Homo sapiens 


Human gene 42-encoded protein 
fragment, SEQ ID NO:360. 


80 


70 


13101 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


Ul 


43 


13102 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


120 


71 


13103 


G00333 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
4414. 


116 




13104 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem reneat region r>f 
RD protein (nuclear rna-binding 
protein) 


90 


64 


13105 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


176 


56 


13106 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogaster homeotic 
protein BarH2 (PIR:A43726) 


101 


75 


13107 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


100 


65 


13108 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


137 


77 


13109 


AL390114 


Leishmania 
major 


probable (hhv-6) ul 102, variant a 
DNA, complete virion genome 


94 


88 


13110 


AF1 19855 


Homo sapiens 


PRO 1847 


103 


49 


13111 


AF1 19851 


Homo sapiens 


PRO 1722 


142 


80 


13112 


Y00311 


Homo sapiens 


Human secreted protein encoded by 
gene 54. 


107 


51 


13113 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


104 


54 


13114 


G02532 


Homo sapiens 


Human secreted protein 3 SEQ ID NO: 
6613. 


344 


71 


13115 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


138 


50 


13116 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


110 


56 


13117 


AK025653 


Homo sapiens 


unnamed protein product 


188 


100 


13118 


API 30089 


Homo sapiens 


PRO2550 


129 


68 


13119 


AF1 61356 


Homo sapiens 


HSPC093 


131 


59 


33120 


G03798 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7879. 


121 


45 


13121 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


82 


55 


13122 | G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


87 


45 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

▼T uicrindn 

Score 


% 

Idcntit 

y 








4718. 






13123 


Y38394 


Homo.sapiens 


Human secreted protein encoded by 
gene No. 9. 


213 


100 


13124 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


108 


55 


13125 


AF1 19855 


Homo sapiens 


PR01847 


109 


45 


13126 


R95913 


Homo sapiens 


Neural thread protein. 


137 


47 


13127 


B01390 


Homo sapiens 


Neuron-associated protein. 


101 


47 


13128 


S75895 


Homo sapiens 


NADH dehydrogenase subunit 2, ND2 


122 


67 


13129 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


105 


52 


13130 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


170 


72 


13131 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


500 


90 


13132 


AF138957 


Bos taurus 


type II collogen cyanogen bromide 
fragment CB8 


99 


38 


13133 


AF084256 


Homo sapiens 


beta glucuronidase isoform d 


157 


69 


13134 


U92817 


Homo sapiens 


unnamed HERV-H protein 


113 


48 


13135 


Y19743 


Homo sapiens 


SEQ ID NO 461 from W09922243. 


967 


99 


13136 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


155 


52 


13137 


AF090928 


Homo sapiens 


PRO0470 


133 


69 


13138 


AF090931 


Homo sapiens 


PRO0483 


150 


60 


13139 


AF1 16661 


Homo sapiens 


PR01438 


146 


57 


13140 


AL022318 


Homo sapiens 


bK150C2.2 (Phorbolin3) 


443 


56 


13141 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


114 


80 


13142 


AF055985 


Onchocerca 
volvulus 


pyrrolidone-rich antigen 


86 


43 


13143 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


62 


13144 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


146 


66 


13145 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


123 


71 


13146 


AF1 07406 


Homo sapiens 


GW128 


120 


50 


33147 


LI 0908 


Mus musculus 


Gcapl gene product 


91 


42 


13148 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


113 


66 


13149 


S58722 


Homo sapiens 


X-Iinked retinopathy protein {C- 
terminal, clone XEH.8c} 


119 


67 


13150 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


168 


86 


13151 


G00418 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4499. 


74 


58 


13152 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


108 


61 


13153 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


131 


67 


13154 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


113 


54 


13155 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


127 


84 . 


13156 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


167 


80 


13157 


YI4482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


125 


68 


13158 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


514 


71 


13159 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 


130 


66 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 








SEQ ID NO: 163. 






13160 


AF] 16661 


Homo sapiens 


PR01438 


152 


63 


13161 


AB046048 


Macaca 
fascicular is 


unnamed portein product 


105 


53 


13162 


AF1 07406 


Homo sapiens 


GW128 


159 


62 


13163 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121 . 


132 


59 


13164 


M15530 


Homo sapiens 


B-cell growth factor 


97 


80 


13165 


K02576 


Homo sapiens 


salivary proline-rich protein 1 


67 


36 


13166 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


126 


57 


13167 


AL3 59782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhala. 


95 


53 


13168 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


96 


57 


13169 


AL049795 


Homo sapiens 


dJ622L5.7.2 (novel protein (isoform 2)) 


250 


95 


13170 


G00366 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4447. 


116 


56 


13171 


LI 0908 


Mus musculus 


Gcapl gene product 


75 


53 


13172 


S73853 


Homo sapiens 


NF2=neurofibromatosis type 2 
{alternatively spliced, form A4} 


160 


73 


13173 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


134 


76 


13174 


A52568 


Homo sapiens 


HMGI-C 


84 


44 


13175 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


91 


49 


13176 


AK025116 


Homo sapiens 


unnamed protein product 


130 


44 


13177 


AF090901 


Homo sapiens 


PRO0195 


103 


84 


13178 


AF090894 


Homo sapiens 


PRO0113 


92 


62 


13179 


AF1 30079 


Homo sapiens 


PR02852 


118 


38 


13180 


AK025047 


Homo sapiens 


unnamed protein product 


141 


67 


13181 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


87 


59 


13182 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


220 


74 


13183 


S79980 


Bos taurus 


ribosoma! protein L37 


186 


94 


13184 


AP000616 


Orvza sativa 


similar to RING-H2 fin&er orotein 
RHAla(AF078683) 


113 


90 


13185 


AF1 55232 


Pisum sativum 


extensin 


95 


36 


13187 


U16359 


Rattus 
norvegicus 


nitric oxide synthase 


90 


78 


13188 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


113 


79 


13189 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


158 


53 


13190 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


130 


59 


13191 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


131 


66 


13192 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


439 


86 


13193 


Z66499 


Caenorhabditis 
elegans 


T01B7.8 


127 


35 


13194 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


126 


61 


13195 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


58 


43 


13196 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


95 


76 


13197 


Y19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


116 


60 
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SEQ ID 

NO: 

I 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


13198 


X58236 


Homo sapiens 


36/8-8 fusion protein with epitope for 
anti-lectin antibody 


98 


41 


13199 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


102 


58 


13200 


AF220264 


Homo sapiens 


MOST-1 


141 


45 


13201 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


112 


58 


13202 


Y1722I 


Homo sapiens 


Human secreted protein (clone flc317- 

3). 


135 


57 


13203 


W50192 


Homo sapiens 


Amino acid sequence of salivary 
protein CON-1. 


91 


39 


13204 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


126 


65 


13205 


Y30822 


Homo sapiens 


Human secreted protein encoded from 
gene 12. 


98 


68 


13206 


M15530 


Homo sapiens 


B-cell growth factor 


105 


76 


13207 


W48927 


Homo sapiens 


Schwannomin-binding protein C- 
terminal fragment. 


84 


45 


13208 


L27428 


Homo sapiens 


reverse transcriptase 


205 


49 


13209 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


77 


57 


13210 


M81321 


Macaca 
fascicularis 


proline-rich protein 


104 


48 


13211 


X55685 


Lycopersicon 
esculentum 


extensin (class I) 


122 


33 


13212 


M15530 


Homo sapiens 


B-cell growth factor 


159 


61 


13213 


AF1 30089 


Homo sapiens 


PRO2550 


126 


56 


13214 


AF210651 


Homo sapiens 


NAG 18 


125 


68 


13215 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


114 


76 


13216 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

5327. 


157 


70 


13217 


R59842 


Homo sapiens 


ApoE4Ll protease. 


102 


72 


13218 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


123 


37 


13219 


Y02785 


Homo sapiens 


Human secreted protein encoded by 
gene 51 clone HUKEX85. 


101 


55 


13220 


D14167 


Gallus gallus 


ribosomal protein L37a 


126 


40 


13221 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


178 


82 


13222 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


141 


55 


13223 


LI 0908 


Mus musculus 


Gcapl gene product 


114 


53 


13224 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


216 


73 


13225 


G03259 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7340. 


104 


76 


13226 


AFl 30079 


Homo sapiens 


PR02852 


158 


66 


13227 


G037I4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


125 


60 ; 


13228 


S77772 


Homo sapiens 


aspartylglucosarninidase, AGA {C- 
terminal, alternatively spliced} {EC 
3.5.1.26} 


100 


46 


13229 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


156 


72 


13230 


M15530 


Homo sapiens 


B-cell growth factor 


162 


72 


13231 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


161 


66 


13232 


AL160371 


Leishmania 
major 


probable (hhv-6) ul 1 02, variant a 
DNA, complete virion genome 


80 


52 
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SEQID 


Accession No. 


Species 


Description 


Smitn- 
Wa terra an 
Score 


% 

Identtt 

y 


13233 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


126 


51 


13234 


AF126163 


Homo sapiens 


HHLA3 protein 


131 


78 


13235 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


125 


85 


13236 


AB001684 


Chiorella 
vulgaris 


ORF49b 


55 


45 


13237 


M15530 


Homo sapiens 


B-cell growth factor 


114 


66 


13238 


AL355929 


Neurospora 
crassa 


conserved hypothetical protein 


99 


46 


13239 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


114 


63 


13240 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


310 


40 


13241 


AF1 19851 


Homo sapiens 


PRO 1722 


167 


63 


13242 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


147 


68 


13243 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


95 


65 


13244 


W48351 - 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


99 


84 


13245 


Y14437 


Homo sapiens 


Human secreted protein encoded by 
gene 27 clone HSAWA27. 


104 


62 


13246 


AF1 61356 


Homo sapiens 


HSPC093 


116 


67 


13247 


X61046 


Hydra sp. 


mini-collagen 


108 


49 


13248 


V00662 


Homo sapiens 


URF 3 (NADH dehydrogenase subunit) 


458 


89 


13249 


Ml 1900 


Mus musculus 


15-kDa proline-rich salivary protein 


92 


37 


13250 


AB017362 


Bombyx mori 


fibroin H-chain 


70 


43 


13251 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


125 


58 


13252 


G00360 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4441. 


122 


58 


13253 


AF210651 


Homo sapiens 


NAG18 


151 


73 


13254 


AF224494 


Mus musculus 


arsenite inducible RNA associated 
protein 


299 


50 


13255 


AK026107 


Homo sapiens 


unnamed protein product 


102 


60 


13256 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


113 


61 


13257 


AK024455 


Homo sapiens 


FLJ00047 protein 


115 


59 


13258 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


155 


51 


13259 


AJ251579 


Arabidopsis 
thaliana 


cef protein 


115 


39 


13260 


L78671 


Homo sapiens 


CoxII/D-Ioop DNA fusion protein 


360 


82 


13261 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


151 


61 


13262 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


413 


87 


13263 


D23661 


Homo sapiens 


ribosomal protein L37 


487 


94 


13264 


AF1 30079 


Homo sapiens 


PR02852 


153 


43 


13265 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


109 


61 


13266 


Y01154 


Homo sapiens 


Protein sequence Seq Id 54 from 
WO9901020. 


133 


79 


13267 


L10908 


Mus musculus 


Gcapl gene product 


103 


43 


13268 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


151 


70 


13269 


G04064 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8145. 


97 


51 
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Accession No. 
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Smith- 
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% 
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v 

y 


13270 


AF1 30089 


Homo sapiens 


PRO2550 


95 


47 


13271 


AF 130075 


Homo saoiens 


PR02532 


90 


60 


13272 


G00577 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
4658. 


103 


54 


13273 


G00403 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4484. 


77 


91 


13274 


AF1 30089 


Homo sapiens 


PRO2550 


104 


57 


13275 


G02639 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6720. 


94 


45 


13276 


G02753 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6834. 


122 


52 


13277 


AF1 13685 


Homo sapiens 


PRO0974 


98 


36 


13278 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


85 


68 


13279 


G02515 


Homo saoiens 


Human secreted Drotein SEO ID NO" 
6596. 


139 


89 


13280 


G0I129 


Homo saDiens 


Human secreted Drotein SEO ID NO" 
5210. 


243 


79 


13281 


AF1 16715 


Homo saoiens 


PR02829 


108 


56 


13282 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


105 


60 


13283 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


194 


78 I 


13284 


AL35978'? 


Trvoanosoma 
brucei 


probable granule cell antiserum 
positive 8 


104 


47 


13285 


S79410 


Mus musculu*; 

IT I U J 111 U JV>UIU,1 


nuclear localization signal binding 
protein 


104 


72 


13286 


AF1 30089 


Homo sapiens 


PRO2550 


147 


58 


13287 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


133 


58 


13288 


AF1 19855 


Homo sapiens 


PRO 1847 


115 


45 


13289 


AF161356 


Homo <;anien*; 


HSPC093 

iiui \j y *j 


131 


50 


13290 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


104 


43 


13291 


KOI 664 


Drosophila 
melanogaster 


Bkm-like Drotein 


112 


49 


13292 


G00377 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4458. 


150 


69 


13293 


M36647 


Homo sapiens 


mitochondrial hinge protein precursor 


284 


76 


13294 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


444 


85 


. 13295 


D38112 


Homo sapiens 


cytochrome c oxidase subunit 3 


633 


93 


13296 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


164 


76 


13297 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 1 02, variant a dna, 
complete virion genome. 


147 


80 


13298 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


84 


38 


13299 


Y01400 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HNHF029. 


139 


49 


13300 


AF 130079 


Homo sapiens 


PR02852 


98 


60 


13301 


AF090894 


Homo sapiens 


PRO0113 


114 


52 


13302 


AF 130079 


Homo sapiens 


PR02852 


161 


83 


13303 


Y27868 


Homo sanien*; 


Human sprrptpd nrntpin enroripd hv 

± lull i a a ocui ^.ibU uiuiiiiii vjiuuuv^u J 

gene No. 107. 


154 


76 


13304 


AF 118086 


Homo sapiens 


PRO 1992 


120 


75 


13305 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


100 


73 | 


13306 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


108 


56 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
y 


13307 


Y74110 


Homo sapiens « 


Human prostate tumor EST fragment 
derived protein #297. 


448 


100 


13308 


G00588 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4669. 


85 


65 


13309 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


104 


47 


13310 


AF1 16715 


Homo sapiens 


PR02829 


124 


76 


13311 


GO 1 246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


142 


63 


13312 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


155 


61 


13313 


AF116661 


Homo sapiens 


PR01438 


142 


67 


13314 


AF161356 


Homo sapiens 


HSPC093 


121 


46 


13315 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


169 


52 


13316 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


98 


90 


13317 


AF1 30079 


Homo sapiens 


PR02852 


109 


58 


13318 


G01931 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6012. 


113 


80 


13319 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121. 


81 


61 


13320 


AF1 30089 


Homo sapiens 


PRO2550 


106 


77 


13321 


AF090931 


Homo sapiens 


PRO0483 


143 


63 


13322 


D29833 


Homo sapiens 


proline rich peptide P-B 


59 


33 


13323 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 3 


417 


78 


13324 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


119 


82 


13325 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


168 


59 


13326 


A3 1038 


Nicotiana alata 


PRP3 


88 


41 


13327 


AF090895 


Homo sapiens 


PRO0117 


87 


55 


13328 


Y02693 


Homo sapiens 


Human secreted protein encoded by 
gene 44 clone HTDAD22. 


88 


51 


13329 


G03797 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7878. 


303 


66 


13330 


AL390114 


Leishmania 
major 


probable (hhv-6) u 1 1 02, variant a 
DNA, complete virion genome 


301 


67 


13331 


AF090930 


Homo sapiens 


PRO0478 


93 


36 


13332 


AF1 59055 


Homo sapiens 


leucine zipper-like protein 


318 


71 


13333 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene22cloneHMSJW18. 


89 


57 


13334 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


121 


80 


13335 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


160 


73 


13336 


AJ005562 


Mus musculus 


SPR2D protein 


86 


44 


13337 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


169 


66 


13338 


G00528 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4609. 


78 


57 


13339 


Y08769 


Rattus 
norvegicus 


microvascular endothelial 
differentiation gene 2 


102 


91 


13340 


AF090895 


Homo sapiens 


PRO0117 


137 


47 


13341 


K01664 


Drosophila 
melanogaster 


Bkm-like protein 


115 


46 


13342 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


100 


76 


13343 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


134 


65 
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SEQID 
r*\J. 


Accession No. 


Species 


Description 


Smith- 

Wntcrman 

Score 


% 

Identit 

y 








7795. 






13344 


AL359782 


Trypanosoma 
brucei 


probable similar to ring-h2 finger 
protein rhal a. 


76 


76 


13345 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQIDNO:163. 


111 


72 


13346 


G00552 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4633. 


143 


69 


13347 


AF1 19900 


Homo sapiens 


PR02822 


93 


58 


13348 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


169 


75 


13349 


W48353 


Homo sapiens 


Human breast cancer related protein 
BCFLT2. 


83 


68 


13350 


AF1 16715 


Homo sapiens 


PR02829 


134 


64 


13351 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 12 J . 


115 


65 


13352 


G037J4 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


118 


59 


13353 


Y02887 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


139 


77 ■ 


13354 


AF1 16661 


Homo sapiens 


PR01438 


112 


75 


13355 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


170 


73 


13356 


AF126163 


Homo sapiens 


HHLA3 protein 


116 


55 


13357 


U 18339 


Variola virus 


D4L 


.101 


58 


13358 


AF1 30089 


Homo sapiens 


PRO2550 


127 


52 


13359 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


184 


82 


13360 


Y02926 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 101. 


78 


50 


13361 


G00397 


Homo sapiens . 


Human secreted protein, SEQ ID NO: 
4478. 


126 


71 


13362 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


174 


76 


13363 


G02872 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6953. 


176 


51 


13364 


U12390 


Cloning vector 
pSportl 


beta-galactosidase alpha peptide 


99 


41 


13365 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


118 


56 


13366 


U 12390 


Cloning vector 
pSportl 


beta-galactosidase alpha peptide 


158 


50 


13367 


Y 19467 


Homo sapiens 


Amino acid sequence of a human 
secreted protein. 


65 


64 


13368 


M15530 


Homo sapiens 


B-cell growth factor 


132 


77 


13369 . 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


119 


63 


13370 


AF 130079 


Homo sapiens 


PR02852 


108 


61 


13371 


Y0II58 


Homo sapiens 


Secreted protein encoded by gene 1 8 
clone HCACJ81. 


150 


76 


13372 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


117 


65 


13373 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


118 


57 


13374 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


123 


63 


13375 


AF 11 8086 


Homo sapiens 


PRO 1992 


147 


74 


13376 


AF 130089 


Homo sapiens 


PRO2550 


149 


48 


13377 


G00637 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4718. 


123 


55 
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SEQ1D 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Jdentit 

y 


13378 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


120 


53 


13379 


AF090894 


Homo sapiens 


PRO0113 


101 


52 


13380 


AF107406 


Homo sapiens 


GW128 


126 


51 


13381 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1 8. 


156 


84 


13382 


G03I72 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


119 


80 


13383 


Y14437 


Homo sapiens 


. Human secreted protein encoded by 
gene 27 clone HSAWA27. 


84 


70 


13384 


S79410 


Musmusculus 


nuclear localization signal binding 
protein 


107 


53 


13385 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


107 


53 


13386 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


141 


65 


13387 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


113 


63 


13388 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


155 


77 


13389 


AF1 30089 


Homo sapiens 


PRO2550 


159 


62 


13390 


AF161356 


Homo sapiens 


HSPC093 


154 


74 


13391 


AC006135 


Arabidopsis 
thaliana 


putative vicilin storage protein 
(globulin-like) 


171 


28 


13392 


AF113685 


Homo sapiens 


PRO0974 


226 


57 


13393 


AF1 18082 


Homo sapiens 


PRO 1902 


69 


68 


13394 


D23661 


Homo sapiens 


ribosomal protein L37 


498 


96 


13395 


AF1 30079 


Homo sapiens 


PR02852 


109 


54 


13396 


AF1 19851 


Homo sapiens 


PRO 1722 


107 


57 


13397 


G02538 


Homo sapiens 


Human secreted protein, SEQ JD NO: 
6619. 


165 


68 


13398 


AF1 30089 


Homo sapiens 


PRO2550 


145 


68 


13399 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


134 


54 


13400 


J03798 


Homo sapiens 


small nuclear riboprotein Sm-D 


451 


93 


13401 


D29833 


Homo sapiens 


proline rich peptide P-B 


64 


39 


13402 


R96800 


Homo sapiens 


Human histiocyte-secreted factor HSF. 


99 


76 


13403 


G03790 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
7871. 


159 


76 


13404 


AF090894 


Homo sapiens 


PRO0113 


152 


70 


13405 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


101 


45 


13406 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


172 


72 


13407 


G00407 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4488. 


135 


84 


13408 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


125 


63 


13409 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


138 


58 


13410 


AF130089 


Homo sapiens 


PRO2550 


101 


70 


13411 


AK024455 


Homo sapiens 


FLJ00047 protein 


112 


73 


13412 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


145 


48 


13413 


G00328 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4409. 


95 


50 


13414 


AF090942 


Homo sapiens 


PRO0657 


171 


72 


13415 


S58722 


Homo sapiens 


X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


120 


64 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 
v 


13416 


Ml 5530 


Homo sapiens 


B-cell growth factor 


121 


45 


13417 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


115 


58 


13418 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


146 


70 


13419 


Y01181 


Homo sapiens 


Polypeptide fragment encoded by gene 
12. 


85 


64 


13420 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


77 


73 


13421 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


149 


62 


13422 


AF130089 


Homo sapiens 


PRO2550 


111 


39 


13423 


G03411 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


106 


42 


13424 


AF 119882 


Homo sapiens 


PR02492 


110 


70 


13425 


Y14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


104 


59 


13426 


AF 118082 


Homo sapiens 


PRO 1902 


129 


48 


13427 


X70771 


Chironomus 
tentans 


Spl7 


95 


56 


13428 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


164 


66 


13429 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


149 


80 


13430 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


103 


63 


13431 


AF1 16661 


Homo sapiens 


PR01438 


128 


54 


13432 


AK024455 


Homo sapiens 


FLJ00047 protein 


117 


69 


13433 


Y13141 


Bromheadia 
finlaysoniana 


extensin 


91 


40 


13434 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


118 


64 


13435 


AF090944 


Homo sapiens 


PRO0663 


115 


50 


13436 


X55687 


Lycopersicon 
esculentum 


extensin (class II) 


73 


32 


13437 


AF090942 


Homo sapiens 


PRO0657 


77 


50 


13438 


AP000061 


Aeropyrum 
pernix 


104aa long hypothetical protein 


82 


41 


13439 


G00481 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4562. 


94 


51 


13440 


AF161356 


Homo sapiens 


HSPC093 


115 


53 


13441 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


125 


44 


13442 


Y59784 


Homo sapiens 


Human normal ovarian tissue derived 
protein 61. 


1096 


100 


13443 


U33547 


Homo sapiens 


MHC class II antigen 


120 


73 


13444 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ IDNO:163. 


106 


71 


13445 


W54966 


Homo sapiens 


Synthetic human type III collagen 
SYN-C3. 


115 


34 


13446 


G02256 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6337. 


486 


100 


13447 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


155 


60 


13448 


AF 130079 


Homo sapiens 


PR02852 


167 


56 


13449 


AB047890 


Macaca 
fascicularis 


hypothetical protein 


171 


62 


13450 


AK025326 


Homo sapiens 


unnamed protein product 


111 


67 


13451 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


93 


76 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smirb- 

Wattrroan 


% 

Identit 

y 


13452 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


109 


91 


13453 


U65650 


Arabidopsis 
thaliana 


blue-copper binging protein III 


103 


35 


13454 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


123 


69 


13455 


AF090894 


Homo sapiens 


PRO0113 


122 


56 


13456 


D38585 


Homo sapiens 


TSC-22 


710 


99 


13457 


Y02999 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 121 . 


1 13 


45 


13458 


X55686 


Lycopersicon 
esculentum 


extensin (class II) 


64 


51 


13459 


AF1 07406 


Homo sapiens 


GW128 


162 


54 


13460 


Y02671 


Homo saDiens 


Human secreted protein encoded by 
gene22cloneH!VISJ\V18. 


145 


65 


13461 


X6I045 


Hvdra sd 


mini -collagen 


107 


34 


13462 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


130 


46 


13463 


Y35970 


Homo saoiens 


Extended human secreted protein 
sequence, SEQ ID NO. 219. 


189 


80 


13464 


L47668 


Homo <iariien<i 


alnha-9 collagen tvnel 


64 


39 


13465 


G02490 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6571. 


155 


65 


13466 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No 1 07 


159 


76 


13467 


Y 14437 


Homo sapiens 


Human secreted protein encoded by 
<*ene 27 clone HSAWA27 


109 


70 


13468 


G0?538 


Homo saniens 


Human secreted nrotein SEO ID NO* 

A ltUUUll t^wwl v IwU r V/ 1 will j Ul^ V JiMmf X ™ V-/ * 

6619. 


144 


69 


13469 


G04072 


Homo saoiens 


Human secreted nrotein SEO ID NO* 
8153. 


121 


39 


33470 


M15530 


Homo sapiens 


B-cell growth factor 


344 


57 


13471 


G03800 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


116 


85 ! 


13472 


V00488 


Homo sapiens 


alpha globin 


704 


96 


13473 


AJ012166 


C*anis familiari*? 


hrain-sneriflc svnanse associated 
protein, Bassoon 


56 


45 


13474 


AF1 16661 


Homo sapiens 


PR01438 


128 


45 


13475 


GO 1828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


99 


78 


13476 


V00488 


Homo sapiens 


alpha globin 


278 


91 


13477 


W65762 


Homo sapiens 


Human HDCAP protein. 


490 


98 


13478 


AB033767 


Homo sapiens 


brain-selective and closely mapped on 

the counter allele of* (""Vf AP in cvstatin 
cluster 


2184 


97 


13479 


AB033767 


Homo saoiens 


brain-selective and closelv manned on 
the counter allele of CMAP in cystatin 
cluster 


2184 


97 


13480 


Y42382 


Homo sapiens 


Amino acid sequence of &3 17 11. 


613 


95 


13481 


D29833 


Homo sapiens 


proline rich peptide P-B 


61 


58 


13482 


AK0?3277 


Homo saoiens 


unnamed nrotein nroduct 


488 


98 


13483 


X67703 


Drosophila 
melan oc aster 


Mst84Da 


53 


60 


13484 


Y27907 


Homo saDiens 


Human seereterf nrotein encoded hv 

gene No. 119. 


135 


54 


13485 


AF210350 


Sceloporus 
siniferus 


NADH dehydrogenase subunit 4 


149 


79 


13486 


Y 14544 


Danio rerio 


Hoxc8 protein 


98 


36 


13487 


AP002032 


Arabidopsis 




111 


27 
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NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 






thaliana 








13488 


AB047846 


Homo sapiens 


gammal-COP 


4463 


100 


13489 


M37194 


Rattus 
norvegicus 


clathrin-associated protein 17 


739 


100 


13490 


Y59743 


Homo sapiens 


Human normal ovarian tissue derived 
protein 20. 


138 


96 


1 349 1 


U0I317 


Homo sapiens 


G-gamma globin 


198 


90 


13492 


W04180 


Homo sapiens 


Cellubrevin-1. 


459 


98 


13493 


AL121585 


Homo sapiens 


DA504H3.1 (SNX5 (sorting nexin 5)) 


2058 


100 


13494 


X53777 


Homo sapiens 


putative ribosomal protein (AA 1-184) 


970 


100 


13495 


AJ271881 


Homo sapiens 


bromodomain containing protein 


3378 


99 


13496 


AF1 32970 


Homo sapiens 


CGI-36 protein 


878 


100 


13497 


V73498_cdl 


Homo sapiens 


21-AUG-1997 Human S100P1 DNA, 


273 


100 


13498 


AL121585 


Homo sapiens 


bA504H3.I (SNX5 (sorting nexin 5)) 


2058 


100 


13499 


X82456 


Homo sapiens 


L1M and SH3 domain protein 


1420 


100 


13500 


AJ277932 


Homo saniens 


RPB1 la nrotein 


588 


98 


13501 


Y53569 


Homo sapiens 


Consensu 1 * seauence for human RAD1 
binding proteins. 


633 


84 


13502 


W73434 


Homo sapiens 


Human secreted protein encoded by 
Gene No. 2. 


1903 


100 


13503 


AJ005981 


Sus scrofa 


cAMP-reguIated phosphoprotein 


577 


100 


13504 


AF1 16715 


Homo sapiens 


PR02829 


143 


65 


13505 


U97553 


murid 

herpesvirus 4 


unknown 


84 


35 


13506 


X06323 


Homo sapiens 


put. ribosomal protein L3 (AA 1 - 348) 


1903 


100 


13507 


W82397 


Homo sapiens 


Human UBP protein #3. 


4264 


99 


13508 


MS6246 


Homo sapiens 


EHS-2 


HO 


71 


13509 


Y02671 


Homo sapiens 


Human secreted Drotein encoded bv 
gene 22 clone HMSJW18. 


121 


50 


13510 


AF073519 


Homo sapiens 


small EDRK-rich factor 1, long isoform 


91 


44 


13511 


G03812 


Homo saniens 


Human secreted nrotein SEO TO NO* 
7893. 


591 


100 


13512 


Y04369 


Homo saoiens 


Human HUCEP-14 nrotein 


1389 


100 


13513 


G03714 


Homo sapiens 


Human secreted nrotein SEO ID NO* 
7795. 


136 


60 


13514 


AE000232 


Escherichia coli 
K12 


orf hvnothetical nrotein 


1480 


100 


13515 


X76717 


Homo sapiens 


MT-11 protein 


382 


100 


13516 


Y00919 


Homo sapiens 


Human Rab nrotein RABP-2 nrotein 

1 AU1I1UIJ 1V(4V/ pivlvUJj 1 VTV V-J 1 J-. 5 UJViWlIl 

sequence. 


1039 


100 


13517 


G03714 


Homo saniens 


Human secreted nrotein SEO TO NO* 
7795. 


136 


67 


13518 


AF090895 


Homo saoiens 

-* IVillV kJ*-*U-/l \SJAkJ 


PRO0117 


109 


56 


13519 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


109 


65 


13520 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


145 


71 


13521 


G00577 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4658. 


93 


60 


13522 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


140 


72 


13523 


G04072 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8153. 


130 


73 


13524 


M15530 J 


Homo sapiens 


B-cell growth factor 


112 


67 


13525 


AF1 19851 


Homo sapiens 


PRO 1722 


135 


57 


13526 


G00541 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4622. 


98 


82 


13527 


W48351 


Homo sapiens 


Human breast cancer related protein 
BCRB2. 


117 


41 
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SEQID 
NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 


13528 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID NO- 163 


105 


100 


13529 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 1 07. 


79 


78 


13530 


AJ000536 


Arabidopsis 
thaliana 


COP1 protein 


98 


32 


13531 


U50403 


Homo sapiens 


breast cancer suppressor element 
Ishmael Upper RP2 


101 


62 


13532 ' 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


156 


56 


13533 


Z80779 


Homo sapiens 


histone H2B 


628 


100 


13534 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


151 


62 


13535 


Ml 1759 


Lycopersicon 
esculentum 


cell wall hydroxyproiine-rich 
fflvconrotein 


82 


63 


13536 


Y01158 


Homo sapiens 


Secreted protein encoded by gene 18 
clone HCACJ81. 


93 


56 


13537 


AP000616 


Oryza sativa 


similar to RTNG-H2 Finger protein 
RHAla(AF078683) 


139 


81 


13538 


AF130051 


Homo sapiens 


PRO0898 


90 


53 


13539 


XI 6832 


Homo saoiens 


nrenrocathensin H (*AA -22 to 3 14"l 


1835 


99 


13540 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
eene 22 clone HMSJW18 


100 


80 


13541 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


131 


82 


13542 


G00452 


Homo saniens 


Human secreted nrotein SFO ID NO* 
4533. 


94 


65 


13543 


W88627 


Homo sapiens 


Secreted protein encoded by gene 94 
clone HPMBQ32. 


141 


86 


13544 


AF130089 


Homo sapiens 


PRO2550 


107 


72 


13545 


M36647 


Homo sapiens 


mitochondrial hinge protein precursor 


435 


89 


13546 


U63810 


Homo sapiens 


WD40 protein Ciao 1 


505 


100 


13547 


AF090931 


Homo sapiens 


PRO0483 


126 


73 


13548 


Y 14482 


Hnmn ^anipn^. 

AJ.ULI1VJ OClL/lWID 


Fraompnt nf human ^prrptpH nrntpin 

encoded by gene 17. 


143 


65 


13549 


U28971 


Caenorhabditis 
elepans 


similar to RD tandem repeat region of 
RD nrotein (nuclear rna-hindino 
protein) 


82 


62 


13550 


AF113685 


Homo sapiens 


PRO0974 


126 


48 


13551 


G03793 


Homo saniens 


Human secreted nrotein SFO ID NO" 
7874. 


89 


53 


13552 


AF1 16661 


Homo sapiens 


PRO 143 8 


109 


69 


13553 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


101 


85 


13554 


X16832 


Homo saoiens 

A -Ivll&V L/ I V* 


preprocathepsin H (AA -22 to 3 1 4) 


1835 


99 


13555 


Y73435 


Homo sapiens 


Human secreted protein clone yd73_l 
protein sequence SEQ ID NO:92. 


528 


84 


13556 


G00352 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4433. 


126 


65 


13557 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 3. 


103 


67 


13558 


G03093 


Homo saoiens 


Human secreted nrotein SFO ID NO* 
7174. 


189 


75 


13559 


G02538 


Homo sanien*? 


Human ferreted nrotein ^FO ID "NO* 
6619. 


131 


53 


13560 


AF 11 8086 


Homo sapiens 


PRO 1992 


157 


71 


13561 


Y00320 


Homo sapiens 


Human secreted protein encoded by 
gene 64. 


101 


64 


13562 


AF 1 59055 


Homo sapiens 


leucine zipper-like protein 


119 


74 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith* 

Waterman 

Score 


% 

Identit 

y 


13563 


AF 11 8082 


Homo sapiens 


PRO 1902 


83 


86 


13564 


G0I246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


234 


97 


13565 


Y59778 


Homo sapiens 


Human normal ovarian tissue derived 
protein 55. 


66 


100 


13566 


GO] 828 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5909. 


103 


60 


13567 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


152 


96 


13568 


X83703 


Homo sapiens 


nuclear protein 


1633 


99 


13569 


G02473 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6554. 


242 


45 


13570 


G00521 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4602. 


105 


90 


13571 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


110 


80 


13572 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


114 


46 


13573 


X92744 


Homo sapiens 


hBD-1 


290 


83 


13574 


P70494 


Homo sapiens 


Sequence of human B-cell growth 
factor (BCGF). 


107 


68 


13575 


AF 1 07406 


Homo sapiens 


GW128 


356 


100 


13576 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


101 


48 


13577 


AF220264 


Homo sapiens 


MOST-1 


95 


73 


13578 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


129 


68 


13579 


AK024455 


Homo sapiens 


FLJ00047 protein 


81 


76 


13580 


AF1 30051 


Homo sapiens 


PRO0898 


128 


64 


13581 


AF084256 


Homo sapiens 


beta glucuronidase isoform d 


142 


58 


13582 


AF 118082 


Homo sapiens 


PRO 1902 


85 


51 


13583 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


114 


52 - 


13584 


G02455 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6536. 


66 


54 


13585 


X52164 


Mus musculus 


Q300protein(AA 1-77) 


309 


64 


13586 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


109 


77 


13587 


AF090901 


Homo sapiens 


PRO0195 


114 


53 


13588 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


95 


66 


13589 


G03356 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7437. 


137 


58 


13590 


AK000521 


Homo sapiens 


unnamed protein product 


1313 


100 


13591 


AL3 57374 


Homo sapiens 


bA353Cl 8.2 (novel protein) 


423 


100 


13592 


AL357374 


Homo sapiens 


bA353C18.2 (novel protein) 


421 


100 


13593 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


139 


62 


13594 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 100 clone HNFIU96. 


103 


56 ; 


13595 


U16359 


Rattus 
norvegicus 


nitric oxide synthase 


109 


76 


13596 


AP000616 


Oryza sativa 


similar to RJNG-H2 finger protein 
RHAla(AF078683) 


127 


88 


13597 


G00325 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4406. 


275 


100 


13598 


W03642 


Homo sapiens 


Human cannabinoid GPR N-terminal 
sequence. 


108 


63 


13599 


AF1 16661 


Homo sapiens 


PR01438 


128 


64 
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SEQJD 

NO: 


Accession No. 


Species 


Description 


Smilh- 

YYaterman 

Score 


% 

Identit 

y 


13600 


X55682 


Lycopersicon 
esculentum 


extensin (class 1) 


58 


43 


13601 


X52164 


Mus musculus 


Q300 protein (AA 1-77) 


106 


45 


13602 


U28971 


Caenorhabditis 
elegans . 


similar to RD tandem repeat region of 
RD protein (nuclear rna-binding 
protein) 


122 


92 


13603 


AF149419 


Oryctolagus 
cuniculus 


eye sodium bicarbonate cotransport 
protein NBC2 


126 


75 


13604 


AJ005567 


Mus musculus 


SPR2I protein 


63 


40 


13605 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


150 


96 


13606 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


121 


60 


13607 


G02867 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6948. 


85 


60 


13608 


G0341J 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7492. 


57 


35 


13609 


AF1 07406 


Homo sapiens 


GW128 


108 


42 


13610 


D82345 


Homo sapiens 


NB thymosin beta 


167 


100 


13611 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


161 


59 


13612 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


125 


50 


13613 


Y32193 


Homo sapiens 


Human receptor molecule (REC) 
encoded by Incyte clone 044 150. 


490 


80 


13614 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


115 


57 


13615 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


124 


58 


13616 


AF 119900 


Homo sapiens 


PR02822 


95 


53 


13617 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40_3. 


124 


58 


13618 


S79978 


Homo sapiens 


prion protein, PrP {octapeptide 
repeats} 


88 


42 


13619 


AF220264 


Homo sapiens 


MOST-l 


130 


81 


13620 


U 16359 


Rattus 
norvegicus 


nitric oxide synthase 


95 


65 


13621 


AL1 32841 


Caenorhabditis 
elegans 


Y15E3A.3 


168 


85 


13622 


KOI 664 


Drosophila 
melanogaster 


B km- like protein 


118 


65 


13623 


M86246 


Homo sapiens 


EHS-2 


100 


63 


13624 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


104 


46 


13625 


AF067205 


Homo sapiens 


vesicle transport related protein 


198 


69 


13626 


U39529 


Echinometra 
mathaei 


bindin 


72 


47 


13627 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


102 


52 


13628 


W80406 


Homo sapiens 


A secreted protein encoded by clone 
dh40 3. 


123 


54 


13629 


KOI 664 


Drosophila 
melanogaster 


Bkm-Iike protein 


113 


46 


13630 


AF161536 


Homo sapiens 


HSPC051 


582 


100 


13631 


Y27854 


Homo sapiens 


Human secreted protein encoded by 
gene No. 101. 


158 


87 


13632 


AF1 30089 


Homo sapiens 


PRO2550 


105 


66 


13633 


AF1 16661 


Homo sapiens 


PR01438 


116 


53 


13634 


AF1 16715 


Homo sapiens 


PR02829 


101 


60 
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SEQ ID 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


13635 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


139 


63 


13636 


U33547 


Homo sapiens 


MHC class 11 antigen 


154 


79 


13637 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW1S. 


107 


75 


13638 


AF090895 


Homo sapiens 


PRO0117 


87 


62 


13639 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


131 


69 


13640 


AF026689 


Homo sapiens 


prostate-specific transglutaminase 


128 


60 


13641 


S58722 


Homo sapiens 


X-] inked retinopathy protein {C- 
terminal, clone XEH.8c} 


128 


81 


13642 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


210 


67 


13643 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 4L 


287 


76 


13644 


Y73483 


Homo sapiens 


Human secreted protein clone yll 8_J 
protein sequence SEQ ID NO: 188. 


376 


88 


13645 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


130 


85 


13646 


Y87212 


Homo sapiens 


Human secreted protein sequence SEQ 
]DNO:251. 


423 


97 


13647 


U50403 


Homo sapiens 


breast cancer suppressor element 
Ishmael Upper RP2 


103 


86 


13648 


G0380O 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7881. 


128 


55 


13649 


X58521 


Homo sapiens 


nucleoporin p62 


2610 


98 


13650 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


141 


69 


13651 


G03172 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7253. 


111 


81 


13652 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


140 


60 


13653 


G03263 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7344. 


121 


46 


13654 


U 13066 


Nicotiana alata 


arabinogalactan -protein precursor 


92 


33 


13655 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


134 


50 


13656 


Y07766 


Homo sapiens 


Human secreted protein fragment 
encoded from gene 23. 


156 


100 


13657 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


124 


48 


13658 


G01246 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5327. 


171 


80 


13659 


AK000017 


Homo sapiens 


unnamed protein product 


611 


100 


13660 


U90446 


Mus musculus 


RNAse L inhibitor 


3100 


99 


13661 


AE000882 


Methanothermob 
acter 

thermoautotrophi 
cus 


phosphoenolpyruvate synthase 


88 


38 


13662 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 163. 


128 


65 


13663 


KOI 664 


Drosophila 
melanogaster 


Bkm-like protein 


97 


34 


13664 


G 04067 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
8148. 


77 


41 


13665 


Y94890 


Homo sapiens 


Human protein clone HP02798. 


325 


98 


13666 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


139 


65 


13667 


AF090930 


Homo sapiens 


PRO0478 


119 


88 


13668 


AF1 30089 


Homo sapiens 


PRO2550 


120 


77 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


13669 


AC006693 


Caenorhabditis 
ele^ans 


Hypothetical protein W02H5.e 


165 


85 


13670 


W80293 


Homo sapiens 


Human translocation associated protein 
designated Gp25L-H. 


1003 


95 


13671 


U23455 


Caenorhabditis 
elegans 


similar to D. melanogasterhomeotic 
protein BarH2 (P1R:A41726) 


113 


91 


13672 


G03714 


Homo saniens 


Human secreted orotein SEO ID NO* 
7795. 


160 


60 


13673 


AL 132841 


Caenorhabd itis 
elegans 


Y15E3A.3 


178 


75 


13674 


AF1 18086 


Homo sapiens 


PRO 1992 


85 


75 


13675 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


132 


55 


13676 


AF220264 


Homo sapiens 


MOST-1 


133 


85 


13677 


Y 19730 


Homo sapiens 


SEQ ID NO 448 from W09922243. 


122 


51 


13678 


Y65416 


Homo sapiens 


Human 5' EST related polypeptide SEQ 
ID NO: 1577. 


467 


98 


13679 


Y16589 


Homo sapiens 


A protein that interacts with 
presenilins. 


2286 


99 


13680 


AL1 60371 


Leishmania 
major 


orobable flihv-6^ u 1 1 02 variant a 
DNA, complete virion genome 


104 


52 


13681 


AF090931 


Homo sapiens 


PRO0483 


117 


67 


13682 


X55686 


Lycopersicon 
e^culentum 


extensin (class II) 


60 


56 


13683 


AF090944 


Homo aniens 


PRO0663 


93 


90 


13684 


AL096770 


Homo sapiens 


bA150A6.2 (novel 7 transmembrane 
recentor frhodonsin familv^ ^olfactorv 
receptor like) protein (hs6Ml-21)) 


178 


52 


13685 


AF1 16661 


Homo ^aniens 


PRO 143 8 


1 15 


60 


13686 


U62039 


Elephantulus 
edwardii 


reverse transcriptase 


86 


53, 


13687 


Y13141 


Bromheadia 
finlavsoniana 


extensin 


77 


36 


13688 


G03786 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7867. 


114 


60 


13689 


Y36366 


Homo sapiens 


Fragment of human secreted protein 
encoded bv ^ene 3 


103 


53 


13690 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


107 


51 


13691 


AC003058 


Arabidopsis 
thaliana 


unknown protein 


178 


85 


13692 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEO ID N0163 


94 


35 


13693 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


143 


78 


13694 


G00416 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4497. 


98 


50 


13695 


D63163 


Rattus sp. 


cyclin C 


111 


86 


13696 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJ Wl 8. 


118 


95 


13697 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHA I a (AF07S6S3) 


124 


80 


13698 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
pnrodpH hv pene 1 7 


129 


70 


33699 


G03787 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7868. 


93 


58 


13700 


W48353 


Homo sapiens 


Human breast cancer related protein 
BCFLT2. 


100 


73 


13701 


M76744 


Homo sapiens 


BGP 


112 


52 
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SEQ ID 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

ldentit 

y 


13702 


Y15155 


Homo sapiens 


phosphorylase kinase beta-subunit 


206 


100 


13703 


AF090901 . 


Homo sapiens 


PRO0195 


100 


70 


13704 


G02987 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7068. 


131 


79 


13705 


R95913 


Homo sapiens 


Neural thread protein. 


106 


36 


13706 


Ml 5073 


Homo sapiens 


MHC HLA-DR-beta-1 chain 


74 


77 


13707 


Y86248 


Homo sapiens 


Human secreted protein HCHPF6S, 
SEQ ID NO: 3 63. 


110 


35 


13708 


G03789 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7870. 


150 


56 


13709 


G02363 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6444. 


89 


77 


13710 


X70775 


Chironomus 
cingulatus 


Spl2 gene homologue 


85 


38 


13711 


X80265 


Hordeum 
vulgare 


structural protein 


96 


41 


13712 


AB007922 


Homo sapiens 


KIAA0453 protein 


147 


64 


13713 


G03043 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7124. 


124 


60 


13714 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNFIU96. 


108 


65 


13715 


AF1 16661 


Homo sapiens 


PR01438 


120 


77 


13716 


AF1 18086 


Homo sapiens 


PRO 1992 


127 


64 


13717 


AK024455 


Homo sapiens 


FLJ00047 protein 


93 


56 


13718 


AF1 16661 


Homo sapiens 


PR01438 


137 


55 


13719 


W48352 


Homo sapiens 


Human breast cancer related protein 
BCFLT1. 


93 


59 


13720 


AF1 19851 


Homo sapiens 


PRO 1722 


94 


58 


13721 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


124 


45 


13722 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


117 


58 


13723 


AF161361 


Homo sapiens 


HSPC098 


115 


50 


13724 


Y95829 


Homo sapiens 


Native human Tie receptor signal 
peptide. 


108 


100 


13725 


AF1 18086 


Homo sapiens 


PR01992 


166 


75 


13726 


AF 116636 


Homo sapiens 


PR01488 


95 


70 


13727 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


137 


70 


13728 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


149 


60 


13730 


G00673 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4754. 


118 


63 


13731 


U33547 


Homo sapiens 


MHC class II antigen 


123 


69 


13732 


R59843 


Homo sapiens 


ApoE4Lx2 protease. 


135 


88 


13733 


G00357 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4438. 


138 


75 


13734 


AF026204 


Caenorhabditis 
elegans 


C30E1.1 gene product 


102 


51 


13735 


Y12950 


Homo sapiens 


Amino acid sequence of a human 
secreted peptide. 


117 


63 


13736 


G03438 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7519. 


112 


87 


13737 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


115 


58 


13738 


AF1 30089 


Homo sapiens 


PRO2550 


122 


70 


13739 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


124 


74 


13740 


AF 130051 


Homo sapiens 


PRO0898 


85 


70 
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SEQIO 
NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

Identit 

y 


13741 


AF093748 


Homo sapiens 


KH type splicing regulatory protein; 
KSRP 


91 


51 


13742 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJWl 8. 


150 


77 


13743 


G02532 


Homo sapiens 


Human secreted protein. SEQ ID NO: 
6613. 


124 


82 


13744 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


91 


48 


13745 


G02538 


Homo sapiens 


Human secreted protein,. SEQ ID NO: 
6619. 


116 


64 


13746 


AB001684 


Chlorella 
vulgaris 


ORF54d 


70 


66 


13747 


Y02886 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 90. 


140 


60 


13748 


AF090901 


Homo sapiens 


PRO0195 


92 


39 


13749 


AF090895 


Homo sapiens 


PRO0117 


148 


67 


13750 


AF1 19882 


Homo saniens 


PR02492 


91 


45 


13751 


G02532 


Homo saoiens 


Human secreted Drotein SEO ID NO* 
6613. 


109 


60 


13752 


G00397 


Homo saoiens 


Human secreted orotein SFO ID NO* 
4478. 


129 


6S 


13753 


AF161356 


Homo saniens 


HSPC093 


99 

ss 


48 i 


13754 


Y02671 


Homo ^aniens 


Human secreted nrotein enondpH Kv 

1 JUlllUll J^ulVtwU Ul V LV^l 1 1 Vllv*UV-lW>U *Jj 

gene 22 clone HMSJWl 8. 


124 


70 


13755 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


120 


51 


13756 


AF 130089 


Homo sapiens 


PRO2550 


142 


96 


13757 


AF130089 


Homo sapiens 


PRO2550 


132 


86 


13758 


G02532 


Homo ^anierK 

X A\Jl 11 KJ OCipi^JJ J 


Human secreted nrotein SFO ID NO" 

J 1UJ11HU JwlulvU LFJ V/lVUIj kJJOV/ A AS 11V. 

6613. 


163 


50 


13759 


Y 19609 


Homo ^aniens 


SEO ID NO 327 from W09922243 


92 


60 


13760 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6913. 


154 


52 


13761 


U62040 


HlenhantiiliK 

LjIVUIiUIIIUIUJ 

edwardii 


reverse transrrinta^p 


134 


•J X 


13762 


AB001684 


Chlorella 
vulgaris 


ORF49b 


100 


45 


13763 


AF1 18082 


Homo sapiens 


PRO1902 


129 


50 


13764 


AF220264 


Homo sapiens 


MOST-1 


129 


66 


13765 


R59842 


Homo sapiens 


ApoE4Ll protease. 


135 


50 


13766 


AF220264 


Homo sapiens 


MOST-1 


115 


71 


13767 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


139 


73 


13768 


AF 130089 


Homo sapiens 


PRO2550 


97 


34 


13769 


U80739 


Homo sapiens 


CAGH26 


564 


100 


13770 


G01714 


Homo <^nieri^ 


Human RprrpteH nrotpin ID TsIO* 

JJLUJlUll jvwl blCU UlV/ldJl, Oi_> V/ A Is llU, 

7795. 


178 


J*/ 


13771 


R10755 


Homo ^anipn^i 


"Nnn-A nnn-R Hpnntttic irwifif 

X^iUll n llKJll is> UvrL/Ull ll> DLK^wliiw 

antigenic protein encoded by 
phageclone lambda HC2533. 


10? 


68 


13772 


AE004507 


Pseudomonas 
aeruginosa 


hypothetical protein of bacteriophage 

pn i 


93 


44 


13773 


AB044885 


Canis familiaris 


donamine recentnr D4 

w\jyj<x\\\ lllv» I bvv]/iui xs^i 


78 


52 


13774 


AF026246 


Homo sapiens 


HERV-E envelone plvronrotein 


108 


53 


13775 


S71805 


Homo sapiens 


RNA-binding protein=TLS/FUS-ERG 


126 


100 


13776 


Y86248 


Homo sapiens 


Human secreted protein HCHPF68, 
SEQ ID NO: 1 63. 


156 


82 


13777 


AB015727 


Mus musculus 


truncated granzyme M 


86 


37 


13778 


G02832 


Homo sapiens 


Human secreted protein, SEQ ID NO: 


74 


52 
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PCT/US01/04927 



SEQID 


Accession No. 


Species 


Description 


Smith- 
Water man 
Score 


% 

ldentit 

v 








6913. 






13779 


Y 14482 


Homo sapiens 


Fragment of human secreted protein 
encoded by gene 17. 


137 


61 


13780 


M14123 


Homo sapiens 


neutral protease large subunit 


246 


55 


13781 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


99 


67 


13782 


AF 132972 


Homo sapiens 


CGI-38 protein 


902 


99 


13783 


G02469 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6550. 


147 


63 


13784 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


128 


68 


13785 


AF1 30051 


Homo sapiens 


PRO0898 


138 


72 


13786 


AP000616 


Oryza sativa 


similar to RING-H2 finger protein 
RHAla(AF078683) 


123 


95 


13787 


Y64890 


Homo sapiens 


Human 5* EST related polypeptide SEQ 
ID NO:l 051. 


92 


53 


13788 


U 12206 


Homo sapiens 


unknown 


84 


42 


33789 


G03793 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7874. 


118 


58 


13790 


S79410 


Mus musculus 


nuclear localization signal binding 
protein 


102 


50 


13791 


G0221 1 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6292. 


137 


76 


13792 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


104 


72 


13793 


AB006006 


Bos taurus 


neurocalcin alpha 


1000 


100 


13794 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


183 


95 


13795 


W34499 


Homo sapiens 


Obesity receptor C protein. 


120 


85 


13796 


U28971 


Caenorhabditis 
elegans 


similar to RD tandem repeat region of 
RD protein (nuclear ma-binding 
protein) 


127 


67 


13797 


U4103S 


Caenorhabditis 
elegans 


Similar to cadherin-type repeat 


182 


83 


13798 


Y02671 


Homo sapiens 


Human secreted protein encoded by 
gene 22 clone HMSJW18. 


112 


71 


13799 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


91 


84 


13800 


G02902 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6983. 


105 


67 


13801 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


154 


72 


13802 


AF 119900 


Homo sapiens 


PR02822 


131 


50 


13803 


AK024435 


Homo sapiens 


FLJ00025 protein 


117 


95 


13804 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


142 


53 


13805 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613, 


109 


48 


13806 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: - 
4478. 


98 


66 


13807 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4478. 


98 


66 


13808 


AL359782 


Trypanosoma 
brucei 


possible (hhv-6) ul 102, variant a dna, 
complete virion genome. 


150 


54 


13809 


M37679 


Mus musculus 


Ig heavy chain precursor 


70 


100 


13810 


AL451015 


Neurospora 
crassa 


putative protein 


96 


55 


13811 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


88 


77 


13812 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


128 


71 



505 
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SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith* 

Watcrmnn 

Score 


% 

Identit 

y 


13813 


AF 1 30089 


Homo sapiens 


PRO2550 


93 


75 


13814 


K01664 


DrosophiJa 
melanogaster 


Bkm-like protein 


119 


60 


13815 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


64 


13816 


A JO 11435 


Biackstonia 
imperfoliata 


maturase 


93 


48 


13817 


S58722 


Homo sapiens 


X- Jinked retinopathy protein {C- 
terminal, clone XEH.8c} 


130 


76 


13818 


AF1 19851 


Homo sapiens 


PRO 1722 


141 


50 


13819 


G00985 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
5066. 


74 


60 


13820 


G02485 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6566. 


76 


72 


13821 


Y02749 


Homo sapiens 


Human secreted protein encoded by 
gene 1 00 clone HNF1U96. 


135 


50 


13822 


K01 664 


Drosophila 
melanogaster 


Bkm-like protein 


95 


52 


13823 


L10908 


Mus musculus 


Gcaol @ene Droduct 


103 


50 


13824 


G02538 


Homo sapiens 


Human secreted Drotein SEO ID NO* 
6619. 


146 


62 


13825 


G00376 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4457. 


125 


83 


13826 


L10908 


Mus musculus 


Gcapl gene product 


96 


43 


13827 


G02971 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7052. 


102 


64 


13828 


G02532 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6613. 


135 


53 


13829 


Y27868 


Homo sapiens 


Human secreted protein encoded by 
gene No. 107. 


142 


70 


13831 


AP000060 


Aeropyrum 
pemix 


101 aa long hypothetical protein 


79 


50 


13832 


API 19900 


Homo sapiens 


PR02822 


94 


46, 


13833 


Y 19767 


Homo sapiens 


SEQ ID NO 485 from W09922243. 


145 


40 


13834 


AF2 18028 


Homo sapiens 


unknown 


117 


57 


13835 


LI 0908 


Mus musculus 


Gcapl gene product 


79 


45 


13836 


Z26876 


Homo sapiens 


ribosomal protein 


129 


93 


13837 


Y36495 


Homo sapiens 


Fragment of human secr*»tpfi nrnfpin 
encoded by gene 27. 


124 


76 


13838 


AF044311 


Homo sapiens 


gamma-synuclein 


603 


99 


13839 


G03807 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7888. 


100 


82 


13840 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


154 


46 


13841 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


122 


64 


13842 


G00354 


Homo saoiens 


Human secreted Drotein SEO ID NO* 
4435. 


92 


62 


13843 


U28971 


Caenorhabditis 
elegans 


similar to RD tanripm reneat repinn of* 
RD protein (nuclear rna-binding 
Drotein} 


93 


60 


13844 


G03714 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7795. 


130 


63 


13845 


G00427 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4508. 


145 


79 


13846 


G03790 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7871. 


102 


50 


13847 


G03469 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7550. 


101 


68 



506 



SEQ ID 

NO: 


Accession No. 


Species 


Description 


Smith- 
Waterman 
Score 


% 

Identit 

y 


13848 


G03240 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
7321. 


107 


43 




I 105111 

vJvJ J 1 J 


I I ypdUUSOIIJd 
Ul u tvi 


PR1 


OR 


4A. 


13850 

1 J OJU 


IJ9R971 


9 *>n nrli a KH i ti c 

elegans 


dull Hal lU jvu laJiuciii jcpcal icgjuil Ol 

RD protein (nuclear rna-binding 

rirntpin^ 

pj Vf It 11 1 J 


i on 


6<; 

Oj 


13851 


AF1 59055 


Homo sapiens 


leucine zipper-like protein 


103 


55 


13852 


R 5984? 


1 LUllHJ dCipjGlfo 




00 

yy 


71 


13853 


Y01 15R 


x x \ji ii v aajjiCiiD 


^pprPt^H nTotpin pnr nrlpH Kv opnp 1 R 

OCvIClCU pjUlCill dlUVJUGU Ujf c^cuc IO 

clone HCACJ81. 




6S 
Oj 


13854 


vJ V J / I *T 


i X\jiii\j ^cijjicij j 


Hiinijin cprrptf»H nrotpin ^POTT^^rO' 

7795. 


1 10 


70 

fy 


n855 

1 JO J J 


R 5QR49 


liOIJlO 5a pi Clio 


/VpOJ-rtljl pIULcdbC. 


0^ 

yo 


60 
oy 


1 J OJU 


fiOll 79 


noiiio ddpiCUb 


riuiijdii bcoicicu pruiciii, ocy iij inv^. 
7253. 




76 
/o 


i J OJ / 


w to J J J 




T-Tiims*n Hnf>act' rnnppr r**lntAH ni-nt'fMn 
rlUlUall OJCabl UaliUCL ICJalCU piOlClll 


04 

yH 


S7 
J / 


13858 


U63332 


Homo sapiens 


super cysteine rich protein; SCRP 


105 


58 


11R5Q 

1 JOJ7 


AF9RQ079 


noiuo oapiCIla 


ionuiJuinoiranoicrabc lyiioucaminabc 
form C 


467 


inn 

lOV 


i 3R60 

J J OUV/ 


A F07RR44 

/t.jT V/ / 0044 


rx unit? 5apicii^> 


Jitjpuj /o pioicin 


4^R 
*f do 


i no 


1 1R61 

1 JOU 1 


AR019416 


iiuiiiu bdpieiis 


orain-bpecinc iNa-acpcnasni inorganic 
phosphate cotransporter 


706R 


i no 


11R69 


VJUZ.J 1*+ 


Unmn online 

nomo bap j en d 


nunian sccrcxeu proiem. ocy lU iskj. 
6595. 


01 

y 1 


79 


1 3R61 


AF110O7Q 


XI OHIO bapiCIlb 




l ^ i 
i j l 


OJ 


13864 


Z29701_cdl 


Homo sapiens 


29-MAY-1998 Wild-type human c-Src 
tyrosine Kinase cltna. 


2380 


100 


1 JOQ J 


T 77Q67 


\JVI5 allCd 


oiHaii proijiic-ncn protein wnn paireu 
repeat 


Rn 


11 
J J 


11R66 

1 JOOu 


AT 05011 R 

/TlJuOJOJ l o 


T-Tnmn con! pne 
noiiio oapiCIlo 


UJ7 / / DiJ vmyosin rcguidiory ugni 

/*liairi 7 cm r\r\tH mucr^Jf* icnfrirm^ 
viiain tL. 9\\\\jKj\.\\ iiiubwic ibUiuiiily 


0H4 


i on 
1 uu 


13867 


U37690 


Homo sapiens 


RNA polymerase II subunit 


358 


100 


1 1R6R 


^"1 1071 
w l j j 


noiiio bdpiciio 


tyiocnrojne c oxiuase suounit vio 
1-86) 


401 

*\y 1 


i on 


1 1R60 


7 11R4R 


XT. OHIO bapiCilb 


1?"\IA t» 1 iracf* A 
Xvi>/\ flCIICdoc /\ 


6660 

oooy 


oo 
yy 


11R70 


flOl 1 77 


riorno bapieiib 


nuiuan secrcieu protein, ocy Hj inw. 
7253. 


1 w 


46 
^0 


i JOf 1 




R/ic tannic 


oyiovitroiiic t» OAioase juounii i v 
precursor EC 1.9.3.1 


06 
yo 


79 


13872 


D3 1 763 


l-Trimn c$*nipn<i 


7*i$tOQli6 rM*rvf p ir» i c l^mnriAl-rflntpr? 
iiaVwr'rO piOLCiil lo xvruppci IClalCLi. 


4606 

4QUO 


06 

yo 


13873 


Z14014 


Nicoliana 

lal/aLUiJl 


Pistil extensin like protein, partial CDS 
only 


83 


43 


13874 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6610 


117 


70 


13875 


Z52203_cdl 


Homo sapiens 


17-SEP-1998 Human PR0217 protein 


2135 


99 


13876 


G00397 


Homo sapiens 


Human secreted protein, SEQ ID NO: 

*T*T / O. 


106 


64 


11R77 
I JO/ / 


H03R07 


XTOlilO odpivlla 


Unrnqn QprrF>if*r\ nrnfpin QPO 1F\ XIH- 
XlLLlildl] bCUI ClCU prOLCUl, OX-»V( XU VS\J. 

7888. 


141 


50 


1 1R7R 
i jo /o 


H006RQ 


XlUlllO oaplCllo 


Uiimon cor rotor! nrntain CCA 1 XIO • 

n u j 1 1 a n secreteu protein, or^vj; iu iskj. 
4770. 


1 04 
J U*f 


60 
OU 


13879 


L25404 


J— #1 UJtitvu hLIU l/uo 


cyclin 


174 


42 


13880 


AL390114 


Leishmania 
major 


extremely cysteine/valine rich protein 


139 


59 


13881 


AC003113 


Arabidopsis 
thaliana 


F2401.6 


70 


64 
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SEQID 

NO: 


Accession No. 


Species 


Description 


Smith- 

Waterman 

Score 


% 

idenrit 

y 


13882 


AB000098 


Rattus 
norvegicus 


MIPP65 


905 


50 


13883 


Z95114 


Homo sapiens 


bK212A2.1 (TNF-inducible protein 
CGI 2-1 (similar to apolipoprotein L)) 


1639 


100 


13884 


AF1 32984 


Homo sapiens 


Nuclear pore complex interacting 
protein NPIP 


551 


82 


13885 


AF121862 


Homo sapiens 


Sorting nexin 13 


1453 


99 


13886 


G02493 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6574. 


83 


69 


13887 


KOI 664 


Drosophila 
melanogaster 


Bkm-Iike protein 


109 


77 


13888 


AF217197 


Homo sapiens 


FBP interacting repressor 


2725 


99 


13889 


D38112 


Homo sapiens 


NADH dehydrogenase subunit 6 


187 


94 


13890 


AF1 18086 


Homo sapiens 


PRO 1992 


85 


62 


13891 


M58664 


Homo sapiens 


Signal transducer CD24 


371 


97 


13892 


AK023443 


Homo sapiens 


Unnamed protein product 


125 


45 


13893 


AB040972 


Homo sapiens 


KJAA 1539 protein 


2271 


99 


13894 


U03750 


Escherichia coli 


DeaD 


95 


48 


13895 


G02538 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
6619. 


73 


53 


13896 


AF078851 


Homo sapiens 


Secretogranin III 


2384 


99 


13897 


U62039 


Elephantulus 
edwardii 


Reverse transcriptase 


109 


48 


13898 


X07816 


Human 
herpesvirus 4 


Epitope C13 (57 AA) 


55 


53 


13899 


AF1 16661 


Homo sapiens 


PR01438 


146 


48 


13900 


G00354 


Homo sapiens 


Human secreted protein, SEQ ID NO: 
4435. 


77 


60 


13901 


Y28643 


Homo sapiens 


Human serine protease inhibitor from 
cDNA clone HETDK50. 


2191 


100 
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TABLE 3 



SEQ JD 
NO: of 
nucleotide 
sequence 


SEQU) 
NO: of 
peptide 
sequence 


M 

cth 

od 


SEQ ID 
NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F-Phenylalanine, 
G=Glycine, H=Histidine, 1=IsoIeucine, 
K=Lysine, L=Leuctne, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Clutamine, R=Arginine, S=Serine, 
T=Threonine, V^Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possib!e 
nucleotide deletion, \=possible 
nucleotide insertion 


1 


13902 


A 


1 


1J4 


434 


AIFKCVEGMFRIAMVNVCFVSSGSLLI * 
PLT Y/GVYDEWTHFAYMTIDLLEI PITG 
SHPWLNALFCLEAP \ WISPNTGS FAYP 
VYPKSLIAHDFAVEATMPYIRLSST 


2 


13903 


A 


2 


124 


466 


ksni pnlgdcgweslfnr\qswrs slav 
\ n dty s s kksnabt ft fhadl ctlsdkd 
rpitiqtalaelvkhkpkatyeqliavl 
def/anflkkwwkaydkenlfceeg* kl 

CAASN 


3 


13904 


A 


4 


1 


427 


egflellrtrnhsnsqlqlttgiglfln 
eglklvdkfledv* k* yhsetftvnfsd 
te * amkhind yvekgtqgkivdlvkeld 
rdtvfdlany i ff kg kwdr p fevndte e 

EDFHVDQVSTVNEPIMKLLS \MLNIHPC 
FKL 


4 


13905 


A 


5 


1 


464 


KIKSFYASKDTIKRMRVTDWKKI FAY * I 
SDKELIFTLRTLKT* *K*GKQPNLKNGQ 
EI*VPISPQDIQIAHK\HLEGWSTSLVS 
ELAPCEAPV/RHPLTGLTIAGLQGFGEA 
GRLVRGRWGC*W/VHPF*KYI/WQFLSK 
LHISLPYDPTTPLLGTCSR 


5 


13906 


A 


6 


308 


3 


HFVIHS KHDLAIAHLGI Y/ PREMKT* VK 
TKTCT* IFTVALSVIARAWNQPGRPLCS 
E WIj\ K YMVHTME * HS AI KRLNYRYKNNC 
VNLFLGITLSEKSQTQNVI 


6 


13907 


A 


7 


587 


2 


FLTRETGDPTGRSSSHAOTQSRFFPDDP 
PG\ PLNNLGNTHGCGRRAGRCPGTGPDG 
P\AGCGGPRCWPSGHLAATGD*GPSCGR 
LGANRGEAGPAGFTACSPLSGCRTPYTK 
HFPASRMS CHLNCAS PRTYRSQGNRGCE 
RVAQGSQGAGGERGAKSQVPVPAPARNK 
DPAKCRKPRNRRPGNSGPWRAYRRQR 


7 


13908 


A 


8 


1 


474 


R I LNEEHGKYEGLHE * EVKWHLY I KS PA 
FTDLHLCYQKDMNGI STSASSPAVGTVG 
MDMDEDDDFSKWNFYYSPHSYPDK*LTI 
FKTESRVRESDEVTQ I KVNWDEEVISGL 
LTS LKDNVLKATGVLYDYAYK\ YLCEHT 
RSTLKEESLKLERNLQNH 


8 


13909 


A 


9 


3 


539 


SQCSPFIS PACSLTALEE ETEALR VH PR 
LCLSPNLAPSSGPPRPPELAPCPPSSQA 
GLRTCHSWVKGLHQPLPVASGMKSTFCN 
KTYTCPYPPP/PPLCPMISPNAI/TLPDS 
VTHAVPFE/L*SPSAPPSSTA*ILGSPS 
\CGASPCNHPHSHPGICPTPPGLWPVCP 
CAPRAWQRDGTRQT 


9 


13910 


A 


10 


2 ! 


453 


RL*LGLEYALLVWGTPKV*H*GGFPIYY 
Y I VLLLS YALHQVTE YSM YVS I MAFNAK 
VSDPLIVGTYMTLLNTVSNLIGNWPSTV 
SLWLVNPLTVKECV*TSYQNCCTPDAAE 
LCKKLGGS CVTALDG YYVESI I CVS I AF 
V/W*VFLVHKFK 


10 


13911 


A 


11 


20 


475 


KMGVPPLLMSDPNRFLFPKNFLREKTIS 
PPKTF* PLKI WVKGQWVLNFLGFPGFKI 
FFPVFKFFFFFFFF/RDRVSLYHPGWSA 
VSQSELTAALTSPGSGDQVILPSQPPK* 
ENHLNLGGRGCSEPRLPRAEFLDLRSFS 
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SEQ IB 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 
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od 


SEQID 
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Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, LHLeucine, M=Methionine, 
N=Asparagine, P^Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T^Threonine, V=Valine, 
W=Tryptopbao, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, Impossible 
nucleotide insertion 














IIVIFP 


J] 


J39J2 


A 


12 


392 


63 


HIRADPGL.EPR PSARTGLGPELGCCTMW 
KLGDAGSATQSLGGSQLSWQLSRREQEL 
EQARWEAQ*QVBTLGRVAREKEALAKEH 
AGLAVQLAA\AEHEGRTVSEEATHLQ 


12 


13913 


A 


13 


18 


338 


APHPQYLQMPPMLLPPRTGPGQFSLPSS 
RHGGHLE / GKEHETS VTLCGGE P P PQT P 
PRDPDPGP*ARRAPCPRRPT*AHPRALS 
RAAPQEPRALAGPRARHP I CPGSL 


13 


13914 


A 


14 


2 


371 


TTKQ* KDNPIQTGAKDLKRHFCKEDMQM 
ASNHT\ KRSLTSLVSREMHI KTTRMAGI 
KKSDNNKHW*GRGEIRT/LLRCWWDCKV 
VQLLWKTVWQFL*GLYQYIPHDPVISRI> 
GISLILYIALRTF 


14 


13915 


A 


15 


443 


1 


SRTFLDTDMKSMRGFKAS*NRQTLLLGA 
NAAGD \ KLKAMLTNHS ENRKI LQNYVKC 
TLPMLYKWNNKAWMTAYLFTTQCTEYFK 
PTVETHCSEKKISF\KILLTIYNAPGHIj 
RALMQIYKEIHWFVPVNIPS ILQPIVQ 
NVISTFKS 


15 


13916 


A 


16 


375 


38 


HQQNGFLKKTDPTLIiCiiQETHFR/ CKDT 
KRLKVRRY/ QPNSNQKRAR/VPILIEDK 
IDFKTKKIFMMIKDLTIINI*ASNTRVP 
KSMKQKLAGLKEEMDNSVIMVGGFSYPV 
SIRK 


16 


13917 


A 


17 


448 


189 


NRDRVS LCCPG WS * T PGLKR S FHLGL P K 
C WD YRRD ZY*hL\ FARHTQM I STHS * QT 
TNTCSYPAF*KSRP*EPGYNTTHTPHSS 
DML 


37 


13918 


A 


18 


1 


426 


GMSKHARSLI INQLFKKCSTLFVL/REM 
QIKSLLASSSSSSSRNSVSGQGFETVGT 
HCGQKCKLVQPF\ WKAVW * YIiLKLNVFI 
LFLIYNRNAHLEDTCENVDRALFVIVKN 
WKLSKYPPGVKWRIKLWYSHSVESSTAV 
LPKV 


18 


13919 


A 


19 


2 


423 


YFETFQPLLRRLGYQGTFFFP \KPWSSC 
LGIEYNSGPDSCA* FFLQNQIRLVNSAN 
IRU4AMTLKTNQVAIAQFLECKESDQQF 
CIGVTHVKARTGWA* F* SAQGCDLLQNL 
QNVTQ/GAKI PLW+GDFNAEPTQEA* K 
HF 


19 


13920 


A 


20 


10 


443 


LKVDSGDSEVRYVFILQHITLLMCSAYM 
NQLLNIFVRPSLLAVALHMTPGFTKEDV 
YSCFRFLRDVFADEFIFLPGNTL+DFEE 
SCYLLCKSEAIQVTTKDILFTEKGNTVL 
* FLVGLFKPF/VESYHI ICKSLLDEK*A 
PFIEEP 


20 


13921 


A 


21 


11 


426 


VLVETNNLRMGQVTM* PELPDM/ SPDAW 
TLSDSPSQKIGHAQQ\KYSI IKWKWYTE 
DWAQACLEDTSKYEQVTQI PMAPNDATL 
/PSS/AHLAFTAS*GAPSDS*LRNTLjGIi 
ICDGST\KPSSTN* KQTVIAliQSHAGLN 
MSEC 


21 


13922 


A 


22 


1147 


1768 


QLGMSHGYSSKSMPQKLMCFLFNHHLQK 
GHECLPKVLNSNPPPI I KYLALQDLMLL 
SQYSPSRRQEVFSLSQPGGHPHNWTAIS 
RECLNLLNGMTQKLILYQEAAATNGRVS 
SSYPVEPKKLNSPEETAFQTPKSSQMPR 
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SEQID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQID 
NO: in 
VSSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
£=Glutnmic Acid, F=Phenylafanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K=Lysine, L^Leucine, M=Metbionine, 
N=Asparagine, P=Proline > 
Q=Glutam/ne, R=A rginine, S^Serine, 
T^Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop cod on, /-possible 
nucleotide deletion, V=possible 
nucleotide insertion 














PSVPPLVKTSLFSSKLSTPDWSPFGTP 
FGSSVMNRMAG I FDVNTCYGS * AT * HSE 
W\LIJVLSLLYHVWLCGWLLTTWYVSWI 
LFKI YATKAHVFPVQPPFAEGS * VPSKS 
VK*QSSP\LIKYLALQDLMLLSQYSPSR 
RQEVFSLSQPGGHPHNWTAISRECLNLL 
NGMTQKLI h YQEAAATNGRVSSS YPVEP 
KKLNSPEETAFQTPKSSQMPRPSVPPLV 
KTSLFSSKIiSTPDWSPFGTPFGSSVMN 
RMAG1FDVNTCYGSPQSPQLIRRGPRLW 
TSAS 


22 


13923 


A 


23 


421 


3 


KI I FRAFKG* KS PSMPGFKA* KDRLILL 
LGTNADNDFKRKPM / IaLYHS KNPRALKN 
Y I KS I QPLYE * KKA* MTAHLLKYWVTE Y 
FKPIVGTYC*KI/SFKILLLNDDAPG\H 
PKALIEMYREINI FMSANTLFILQPMEK 
GVI 


23 


13924 


A 


24 


226 


2 


THERTHSKI IHVI I IKITHPLNPS ILRP 
QTTA* I KWRDLGSLQPLP/ PG/LKRFS Y 
LILPSSWDYRCPPLRPANFCIF 


24 


13925 


A 


25 


2 


611 


FFFFLLLGLLHQ I PDVSPTGKYTTLLPL 
MIILMISGIKEVIY/DHK*HGRQNS/VR 
NT K1)L * QDS WDT FKW KE VNVGDT VKASN 
GELLPADTVPMC\ Y IAT3NPDRETN/VK 
TRQALPETASV 


25 


13926 


A 


26 


1 


443 


ATQWRPSLVPASAENVNKARSFAAGIHA 
LGGTNINDAMLMAVQLLDSINQDELVT* 
GSVLLI ILLTDGEPTAWETNLMS IQNNV 
REAVRGRYSLFCLGLGFDVCYAFLEKLA 
LDNGGLARRIHEDSDSALHMQDFY\QEV 
AH PL VTA V 


26 


13927 


A 


27 


2 


359 


KAQS KQWLP RGGSG P VK/ ARVDEESAKV 
IVRVYWEAQGILLIDFLKGQRRTIYAYS 
ENILRKPEL* *RNAWGSFSRVLHHDRAP 
AHFSHQ/ TRAIG/REF * *KTIRHPHY/S 
PNLNPLDAFCF 


27 


13928 


A 


28 


2 


427 


WRKTVKGHFTDQCRKHKAM/ LGN * IHFL 
EYHIHKHS I QYSGI QATQEKFGGLKTSY 
CSKD+YITVLDLTLKISNKDVSN*HENP 
I SMYKN/ I PTV I YGSKVI KDRKLKA* I * 
CP /HRNKKF * YFDYFYVZiliNTMTFLKLW 
RIITEI 


28 


13929 


A 


29 


47 


4)2 


HCDVLLASSRYTCILPYSDRDDGPQDQL 
wiovi;rK,oi\Kioo/ vir iryJNoWVjrIluvjVtAa 
WGGAGRTLDL I HLR I PMRGLRSGGFLCR 
RKLVSESYG*3PSPL*K*KGGWGSEPS/ 
LTTVPSQLi 


29 


13930 


A 


30 


336 


419 


RLECSGMISAYCNLSLPGLSDPSNSASR 


30 


13931 


A 


32 


1 


408 


KIALKLRSrJYSKISGY/MAWIQKLI I Fh 
YTSSFEQIEFEIKNTIPFTLAPPKIK*LG* 
TNLTKC\ VQEL YEKI YKSVMKN I KEIjNK 
WRSSYGKGKSKIKIIKXNK*MDIACSWL 
RRLKI VKI S VLHNLI YRFNI VP I E I P 


j 1 




M 


n 
5i 


41^ 


z 


RQDSLSCGGLHPF*ASGLLCLPTQASAM 
VGTPPPASLLLCSSILDCCASNERGSVG 
VEPPEPGTGHNLLVCRLLRPLEKRSIRW 
KSAVGVARFSRCRPS V7LPLARKKNS P 
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SEQJD 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQ ID 
NO: in 
USSN 
09/515,! 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=A Jan in e 
C=Cysteine, D=Aspartic Acid, 
E=GJutamic Acid, ^Phenylalanine, 
G=Glycine, H=Htstidine, I=lsoIeucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=ProIine, 
Q^GIutamine, R=Arginine, S^Serine, 
J— J nreonme, v=vahne, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 


32 


J 3933 


A 


35 


304 


33 


KVWGEKVWYWQKMTQ I VQWRTES PQI D 
N*SLTKEIQWRKDSLFNKW*GNNWTAPF 
SS/RSLNl^KDLTAVTKIKSK\MTDLNV 
KHKTIKLL 


33 


13934 


A 


36 


2 


424 


SKTYS IGHFTYEGKGTITSLWGKVNVED 
AVGE riiGRLiLVE Y P WTQR F F D S FG KL S S 
ASAI MGNPFVKAHGLKGLTS LGDALQHL 
DDLKG\TFAQLTELHCDKLHVDPENFFL 
LG*VLVTVIiAIiHF/SRRFTP/EI 1 QAS/W 
PKM 


.54 


1 "5 ft*? C 

J 3935 


A 


37 


2 


433 


NKKJjPGPGF* KRPNPPGEGGPAR YFNPL 
GGPNREI PLGPBV* THFGPQMRPPVFLK 
ILKISGAFWGPPVGPPTWGG*EGIiNPRG 
PGYN*P/R/PPAPPPWG*SQAPFPKPAP 
PP/TGIKPNP 


35 


13936 


A 


38 


3 


425 


GAAQLLPVSLP SAQRAIDLQ I LTTPWEN 
WTS I ASLQHKTTIGRS WL I TG P I SATS S 
TPTSCTVASP\TRGHV*RSASWKYDVLQ 
HSSHMWWHTAVYLGEAFHQVHATGSCH 
HRVLSCCPITGRSGRDAL*QLLPL/HAL 
TEA 


36 


13937 


A 


39 


2 


463 


LNEVRDIKLSSDHWPSKTNSFLHSPGFL 
SRFEPQPASVA/PRP*SQQQSLPGKAST 
SLWPPNPVPFVTSSLSLSALPGLFLWLP 
SIPPLPGSPFFSPE*PEVPLFPGPTYKN 
PSPPD/PTVLEAHPDQAPLP\PGVPTAE 
QRPTPAP*AHRPS/LPLPP 


37 


13938 


A 


40 


223 


408 


RNTV*NIGTDKDFMT*TPQAIATKAQID 
KWNLIEPMSFC/TYRETI IG VTDR YTRD 
KIFESGR 


38 


13939 


A 


41 


3 


427 


NLKMKSRTS KEN I GEH I YDFD I GR FVNT 
* SKPERKRLSFKTSVQEKTP * L* GKHK* 
MKLEP\LPYPKINSKWIKDNVRSKAIKIi 
LEENRSESSIWQRML/SIMPKAQAIKEK 
VDNLDFFKIKNCVSKDTIKKALDRPSER 
EKI 


39 


13940 


A 


42 


30 


448 


FEMREIIVAFHSILIRYHGLINLRKFQ* 
MDRRYSKEVQDLLETMKLFARIVGPL*H 
DKF I ESHALEFELLRE I KRLQE YRTAG I 
TNFCSARTYDHLKKTR* EERLKRTMLSE 
VJJJ Y IQDSNACQQWLRRETY \ I ESGPNP 


40 


13941 


A 


43 


1 


928 


LRQRMPPQGLQPCPWPPRYP/ PDSPLGC 
PGGLA\PPNSPSWPKLASLAGSRGSSAP 
PGVWGLVATGA*PLQRPSAPPPCPR/LC 
PGREPCMCP 


A 1 


13942 


A 


44 


2 


409 


SKSPDPTQQPLRGGSbTHSAPGPSLSQP 
LAQLTPPAFGPSTSSLFNLQKSSLSARH 
f yKKKKvJ\J»r'bb^ , I PGbRPUDATVHPACQ 
IFPHYTP\VWHILGPQRHTP*SVD/HPG ' 
LDKRLLPETPGPCYSNSQPVWLCLTP 


42 


13943 


A 


45 


3 


136 


LPMTLFTELE*ATLRFIWNHITIQIAKA 
ILTNQK\NKARGITNIC 


43 


13944 


A 


46 { 


365 


2 


AWGSLRAPRSAVPEPGTPPVMGNALAHR 
0 FS PCLDGLS CPS FLRG * NS PPHPGSPfi 
LPKHA *APAAVS P WVDPDRTVQ P PPPAP 
PST\D+PHCSPPCTPWCPRRLGSAPVMP 
GCPTASYPRR 


44 


13945 


A 


47 


1 


456 • 


AELSEIiYEESSDLQMDVMPGEGDLPXW\ 
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SEQ 10 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQID 
NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first • 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=A la nine 
C=Cysteine, D=Aspartic Acid, 
E=G)utamic Acid, F=Phenylalanine, 
G=G)ycine, H=Histidine, J=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P*=ProJine, 
Q=Glutamine > R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, ^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














eeatgtraai pwvppatgaqqleeegpm 
ee\eeaqpmaapegkrslangpnageqp 
gqps pgrrtsraedea\eefvdweddyd 
f\preepvkgarlrflpps*ktppsfwe 

NRNTPLWGGLKI FY" 


45 


13946 


A 


48 


116 


442 


PQNMGMERKPGPPKGLSWASGDLEDNLG 
VMSVG FIiLSSPDDAVT WRGPR KTGL I KQ 
FLRNGTGEKVDYFMGDTQLGTSDEHLSS 
VATWAKAHLGEPGAFTFPQRVSLRE 


46 


13947 


A 


49 


434 


3 


FTVPGPliLTVI P I F I SKVP FKFSLPQ I F 
NFTPFGFPFQIRV*TIIPISLRFFRKKP 
LFFFF+NKVPLCSPYWNSIARSWVPAAS 
VFQV\KESFYLNLLSVPPQVPLNVFLTF 
FFFFFIX3RDR/SLPLLPRMVWNSWAQAI 
LPLWL 


47 


13948 


A 


50 


1 


482 


EKPY QCSDFGKAFNMKTQ \ L WHQGVHT 
GNNPYQCRECGKAFGRKEQLTAHLIAHA 
R*KPYGCSECGKAFSSKSYLVIHRRTHT 
GERPYECSSCDRAFCGKSQLI IHQITKS 
TENHYECNECENTYPRKASLKIHQKIDL 
G KKP F / E CNE WG KALLK 


48 


13949 


A 


51 


1 


470 


REFLWQEGHRAFATVDEAGEEVLQILDL 
YADVYEELIAIPVANGTKTDKD KLAGGD 
YTATI EAFICASGRAIQGGTSHLLGQNF 
SAMSE I VLEDPEI PGENQFAYANSWGLT 
TRTTWVMTIGHGDNMGL/LLTPRVA*VQ 
/iWI I PGG IPKAFLKRQKT 


49 


13950 


A 


52 


26 


448 


SPGTEREYRIGQQSVTGVTSVDDSNSYW 
RIRGKSATVCERGTPIK*GQPIRLTHVN 
TGRNLHSHHFTSPLYGN/QVAL*GDIVI 
I L* RRKQRLKG FTEEG I KLRFKE VS AFG 
DEGEGDYLDDWTVLCNGPYWVRDGEVRF 
NT 


50 


13951 


A 


53 


3 


495 


AMEVKAFAETH I RGFTLNDAANSRLI I T 
QVRRHYLKEAATTLKTVLDHQHTPSRLA 
VTR V I QALAMKGDV \ DNI * VFHKMLNGL 
EDS I GLS KMDF I NW I ALAQ I *NSNLDAS 
V *H I ENMLTS *NNVI EPQ YFGSA YLFRQ 
VLEEQLEPTVEKI S IMAERLAKPLQ 


51 


13952 


A 


55 


1 


428 


QERGTKKEMEDRMTLEETK\EQILKLEE 
KL*ALQEEKHQIiFliQIjKKVLHEEERRRR 
KEQSDLTTLTSAAYQQSLTVHTGTHLLS 
VQGS PGGHNRPGTLMAADRAKQMYG PQV 
LTTRR YVG I AAAFAGTPEHGQFQGRPGG 
VYG 


52 


13953 


A 


56 


2 


453 


EDGDLDAFSSDEGLTMAMSYLKDDI FRI 
YI TETQECRRYHRPPCAQEAPCNMVHP I 
VICYGCYGPEVGTRYTCSVCPDYDLSSS 
CKGKGLHRGHTKLA FPS PFG HhS EG FSH 
S RWLRNVKHGLLRWS * WEMGPPGNW S PR 
TSCA/GEARLGP 


53 


13954 


A 


57 


3 


435 


ELOTSIFRSRPIEGLGLNTVLTTDNSNL 
VI\NRIGIV\PSVTEKEYTDPSSDGTYA 
WKIFSHET ITKAQiLKLrLSYDYAVNNP 
WLAY PHYKS PEKCPS 1 1 LHDRL Y YLNGL 
* CAASAMVMI AI VTYNVALIAYHRWNGL 
TYMID 


54 


13955 


A 


59 


409 


1 


LCCEHRGKTVCVPRGKFTTLNAS INKER 
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M 
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26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A~Alanine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Vsoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V= Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














SKISVLSFRLMKLKKEYVK* K* \EKEKI 
NNRIRIEKINKAKS/WFL*HNKIE*TIR 
M INHQKREN I QITDFRNERTELPPDSTD 
IKKAIRKY*X*FYPNIFYNPEEMNKF 


55 


13956 


A 


60 


1 


393 


GIWSSCGDHPCEG*LCP\PDKVMS*GI* 
VPEEACTQCIGBDGVHHQFhESWVPDHQ 
PCHICTSLNGRKDNCTTQTCPTGKASTC 
GLCEIiARLRQNADQCCPENECVCDPES C 
DLPPVPN* ERGLQSTLTNP 


56 


13957 


A 


61 


250 


I 


REDCKRVLYKDKVSLCCAGPCSVA*SCL 
KAASTFQ\VKHFSLQSSWVYRHAPPGLA 
NFFHFLQRQVLTTPPGLVLNSWVHAI 


57 


13958 


A 


62 


365 


3 


IKKKLIWRLFTFPKPSWGKKTKKGIPFP 
+ G P KK I PG I KFPQG I KKAFKGNR * TTjGK 
GN* KKKKKKKECGPGGDIPCS * IG/RNI 
VKI LI I P KAI YSFNTIHI KI PKTFFTE I 
ETTILKFL*NH 


58 


13959 


A 


63 


245 


558 


FLPTQVI S YVKRALAEGAQI * CGEGVDK 
LSLPARNQAGYFMLPTEITDIKDESCCM 
TEEIFGPMTCDVPFDSEEDVIERANNVK 
YGLAATVW/SSNVARV 


59 


13960 


A 


64 


106 


532 


ERACQSGTSGQGGVPRRAIGAPR / E /DA 
FTGAVYI YHGDAGGI VPQYSMHPFA*SL 
YPSGQ/SVAARGNLSGDSFNCHN*GLQG 
LLLASS V * R P VMLLND P 1 1 YTTKN / 1 SG 
PKCHE 


60 


13961 


A 


65 


2 


548 


VQKYPQQNRSCVPPVAEWAVPQSSRLKY 
RQLFNSHDKTMSGHLTGPQARTILMQSS 
LPOAQLAS I WNLSDI DQDGKLTAEEFI L 
AMHLIDVAMSGQPLPPVLPPEYIPPSF/ 
RRVRSCSGISVISSTSVDQRLPEEPVFR 
DEQQQLEKKLPGTFEDKKRENS * RGNLE 
LEKRRQALLEQQRQG 


61 


13962 


A 


66 


72 


952 


SSRTYTTSLPLLKKEVTRKIRKYF ILNN 
N*NTTYHNLWDI»TKWFSGKLLF*RSR* 
EYRKDKISDLCFYIQML2/QRQVIKPKV 
STRKEINKSRTQ*SGKETMERPKLEDKF 
LVN INNINNP * *LNL* RKKEGHHCI FYR 
H * KDNKG Y I YANNFNI LDQMDKF FER YV 
TKMD\QEQI VSLN I P I ADKSNA* LNNFP 

ssssssssssss 


62 


13963 


A 


67 


139 


422 


VNGNEFEPL*KGISRHEHRRQPHNGFRP 
KNKGGAKNQ*ASLGMKTPEAPAHSDKPR 
RRQHAAYSS*AMPFLGICISFSQCNL/C 


63 


13964 


A 


68 


274 


1 


NLKN KAVI TKTA*H * QKNTDQWNR I KNP 
EIN\HPFYGQLIFDKDAKNTM/WKR/DS 
NFNK*CWEN* ILTCKKMQtiHP/ SLTTNT 
KLNSQWIKDL 


64 


13965 


A 


69 


22 


419 


KI IGEDGDT/PLSEMAKSQRQI FSKDLV 
KLDSTINQVDI IDI YKLHHP\KWTVYTF 
FSSH*GTFSKIDHILLDKTYPNNL*RTG 
IMQHMLS D I KVFKLE I STRKVTE KS * HT 

MOT PMVTT 1?UDcr , MTrWkCftVT V 


65 


13966 


A 


70 


57 


423 


KDKNSQVTSEEEEQEGKIKENLNSWRDT 
R/CR/mGR\NlVRhSFLPKLIFIFmv 
PIKIRTQFFMKLNKPVLKFIY*TKRTRI 
AKSLLK1CK/RQEGKISPTNRRTYYEAYS 
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nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 
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nucleotide 

location 

correspond 
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peptide 
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Predict- 
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nucle- 
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location 
correspon 
ding to 
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acid 

residue of 

peptide 

sequence 


Amino acid sequence (A^AInnine 
OCysteine, D=Aspartic Acid, 
E=G!utamic Acid, F=Phenytalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, iW=iMethionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T-Threonine, V=Valine, 
VY=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














TLES IGASMPSLDLG 


66 


13967 


A 


71 


394 


1 


KHFRCMLQEDCRILLLWFFSETGSPCAV 
SPRIECSSKIIVHSLKLLGSSDPRASLS 
*VAGTIGVHHHTQP*GI/ CNI*GSGRRR 
SEKQWIKEKNVSSEAKRRRTF*NE*SV* 
KGDYNKDQGLRLGTVAHAYN 


67 


13968 


A 


72 


485 


1707 


SALGLSQPRPPGASDAAPDSTPAGV*TA 
SSSAPAGEKDANQMEWARRDPGPLHQAA 
PAPH* SHLVRDKRAQERLRKTSRGPPHS 
HRSGPVDLSPRSSHSRDSTPVHGPYFRS 
APDPRGSAPAFRGP IATRGR/RPRAPRA 
TASHVPLSSSSWKEPEEATAPRF*ASAC 
MKWRLEAGCPGHRGVWPGPPSRRLFMWA 
TATGE RSTPSP FTGVWRFGVEACT* AGS 
PTAHIQHSQRTWQPVPPCTNGSRSPWTS 
S YPKNQSKVGT VPKRG WACQ PIP ETAVR 
QATI SQ* ARKGAARPHHQARQVEHSTQ/ 
QRPSGDSGKFDQRSLCEASTLLQPERPE 
VQGKI CKFRV/GERRRTAS PNSAVPEKR 
TRTQTMVGTAFIGCSGKWRRVYSVRR/R 
SSPRIPPPGVGSS\PLKTPPPP 


68 


13969 


A 


73 


1 


462 


QDHRSKSSHSNKRPSLASSLSENFFQRA 
AKPLQVNKWKKLYSTPLLAI PTCMGFGV 
HQDKYRFLVLPS LGRS LQS ALDVS PKKV 
LTKRS VLKVACRLLNALKS SLKMS WVYG 
RVT* KYLL* F/ YRTTNRGLL* SMGFAFR 
YLPHGDNPAHLERGN 


69 


13970 


A 


74 


307 


436 


LP * VGCI TEGI PEQDMVRGKHKLLRQE K 
TRLIGPNCPGVINPGECKIGIMPGHIHK 
KGRIGIASRSGTLTYEAVHQTTQVGLGQ 
SLCVGIGGDPFNGTEFIDCLEIFVNDSA 
TEG I I L I GENGA/NAEDNAAE CL 


70 


13971 


A 


75 


1 


435 


BISDSKAQLAAMALIIDTmRMNCFSE* 
NHE PLRTHCALAAS KLLKK PD \ QAE \ RE 
HLCTS L\ WSGTNTDKNGEELHGG KRVME 
RLKKALI IAHQGMDPSLQVRVFIEILNR 
YI YF YEKENDAVT I QVLNQL IQK I LEDL 
PNLESWK 


71 


13972 


A 


76 


58 


366 


EFPDLVKDMNLH I QEAQCI PNKI NLNKL 
MNRHRII /RLLNTTTKKRILKAAKQK*N 
I /T/IRGSS ICMMMDFSSEITEDRRKWH 
SI*KILK/EKTQNCLPRVFCPVKI 


72 


13973 


A 


77 


1 


445 


YHETGCFLMGAIVDITLTFNTYVHFQGK 
MKGFSLLADPQEFWVDNSTSMSAPMLSG 
MGTFQHWSDIH\DNLSVTHVPFTDSACL 
LLIQPHYAFDLDKVEGLTFHQNSLNWMK 
KLSSRTIHLTMPQLALQGSYDL*DLLDQ 
A*LSDILTP 


73 


13974 


A 


78 


53 


444 


ERGG YGAGPVAWQFLVPSTAPMLQS PPL 
GFAIDHTPPVPAPAW*APCPLPYAA*RT 
TGPHHIAHLDTTFGTGDTPHPSSPASPP 
STPWLPDAFPCPLPTWD/RPPCLQPLLS 
SLPTPRLPFLCFLLLAPYAP 


74 


13975 


A 


79 


1 


353 


H I R 1 huuz i Gu TV v X 1 Y£> UT * EAYN YX Y 
IMVT*NVYKPQLWN I FDRATMHSQDVRK 
HLLCIRLMLKNPKHHAV* /VLNGHYAFV 
SR/SFKHALVQYVQAFRTHPDEPLYSFC 
IGLTFIHM 
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SEQID 
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SJEQJO 
NO: of 
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M 
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od 
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USSN 
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26 
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beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A-Alanine 
C=Cysteine, D=Aspartie Acid, 
E>=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, 1=1 soleu cine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutaroine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possib!e 
nucleotide deletion, \=possible 
nucleotide insertion 


75 


13976 


A 


80 


1 


350 


LY FYALLFLSSG / C VAYVATRDNCC I LD 
ERFGSYCPTTCGIAYFLSTYHIKVDKDL 
QTLEDILHQVEDKTS * FKQLI KAIQLTY 
NPDDS LKPNM I DAATLKSM KML * * I MT Y 
EASILT 


76 


13977 


A 


81 


76 


386 


PAYPQVRGPAS TPAS CIRPTNAR VLSTT 
PRGKSVAEAHSVSPSAHRGVTSVIKLWS 
AKRLH* YGA\KVRPNS \GCTP 


77 


13978 


A 


82 


1 


360 


ES I LQED ITVLNVGAPNNRAS K YMRQ / M 
LVELQRQIDES I I I CEDFNTLISEMDST 
RPKISKDIVGLNGTIN*LDI IDIYRLL* 
PTTAEKTFFSSSRGAFT*MDHILCYETH 
IYKFKLHE 


78 


13979 


A 


83 


39 


344 


WGILEGGEYIWHVGGGKSLRASGGLWSQ 
PPRQPDDSRPLVLVPVCHLLPHWIGPTD 
LGHKRQW/MGPGAVAHVCNPSTIjGG*GE 
WIT*GREFETSLANMVKPC 


79 


13980 


A 


84 


1 


427 


qqahlaghhrihtgekp+kceacdkvyr 
gkssl/mk/hrrihtgekaykceechkv 
ysr/n/sqtvkdrrihtgekp*kcks\c 
dkafghdshlaqharihtgekpyqcngc 

GKAFSRQSTLVYRQAI HGVGKLY* GNDC 
HKVFSNAT 


80 


13981 


A 


85 


88 


307 


TWTQRRAKLVRRIGWALLPFPRPSGSKP 
PP*TPPALPPCVP/PQSSPWTPPQPPAP 
DSRE VSKDWTQMRS FKEN 


81 


13982 


A 


86 


5 


375 


NSLLNTHSRGPGASHCTFWLHERASSRD 
LTGAES YGICRLRRLI ShS I VFSKS IHG 
JjACI S I LFLFLFLFLFFVKTGS WLCCPG 
WPQAPELRQSSLLSLLSSWNYRR* PPHQ 
LIF\DFFCRN 


82 


13983 


A 


87 


2 


342 


VI KNEDHY I M I KCL I * QEDQT I LNLHS F 
NKTNINIYKPHMTNLQKAVDKITrrV*T 
CGTSLS I I AVCRLKLVKL/ VEDLSNI IN 
KLDLM/ DNI YKTLHLNIRD YTFLKHTWN 
IYKN 


83 


13984 


A 


88 


1 


338 


CNEPRSHHCTPAWRQS KTPS KKKKQKKK 
LTTS /CI KASMKSRVQG* LR/ CWAQVMG 
* *GGVLWLFVK/REFFTLSINLSKEGHS 
RRVPCLGCLKKKKKKKKKKKKKKKKKKK 
KKFF 


84 


13985 


A 


89 


931 


2 


VAS PNAL P E * LL P VS GHTHDLER VG VAR 
LGQPHHTELTACRARME3RDTCPGVTLH 
P*PPSFPSSSSPSPGGPRTRLTHQGAGL 
EGSQGPLQSQNPS AA/ PLGACRGGWEWP 
QGPGSGS*GG*LMLREIiRE/WQEAAVQL 
PTPG*PS*ESGRPLPSSASGPTPPGSP/ 
SP* PGTQGLCX3CHPSGLCATAAGPQDGS 
GPTPTPH \ PVQPS CRDSGPGQRLS PTPS 
LTSWPNTRPSPPTGPGPGPGGRATW/PG 
S/PSPQRESPSPQLPCCTPGSFAGHPCP 
AP\AAPSSVACPLP/PDGFPRAPASSGI 
TTAPSPGPDP 


85 


13986 


*\ 


on 


zz 

66 


AC A 

404 


LiWV ioof rKLik'Litt&sjAEi £> tr aGDiurl Polj 
TLFLSPSPSPLS\CHSHLSPTCRRPRES 
PRFSLCWRPHPPSKPPPG*VKRI>CCPSP 
DPVRLSVSENPSAGPR/VFLRPP 


86 


13987 


A 


91 


197 


2 . 


NAEIIPAPQKVGPFIKIWVINFFFPFFF 
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26 
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beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 
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peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E?=Glutamic Acid, F=PbenyIalanine, 
G=Glycine, H=Histidine, I=Iso!eucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P-Proline, 
Q=GIutamine, R^Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 

■»/■ lift A f> A 1 / * > a 

X=Unknovvn, *=Stop codon,/=possible 
nucleotide deletion, \- possible 
nucleotide insertion 














FFF*DRVLLCHPGWSAWQS *LTVASNF 
*F\K"*SSCLT 


87 


13988 


A 


92 


317 


2 


SRTPDFR*STRLGLPKCWDYRCEPPCPA 
TSSF* *HLSLC*QGNL/WGPPDSIRMG 
AG \ TRKTKCWEGCHFLFFLRRSL/NSVA 
QAGVQWRDLCPLQSLTFRFKRLS 


88 


13989 


A 


93 


1163 


0 


FAFGFEM * YCS VAQAS \ VQW YDLTLLQP 
PLPGVQSDSPASSLPNKLGLQGTSHHAW 
LNFL 


on 

89 


13990 


A 


94 


3 


363 


VLW P CRPAGPS LGLNFP LYS WLRLQTFA 
AIRPGSTGRRLCLPNWVFTRNSLPFH* L 
VC/ CS SRHNT YLQECTGHREPTYQLNIH 
DIKLLFLRFAMEQSFSADTGGGGRESNI 
HLIPYIIHT 


90 


13991 


A 


95 


17 


353 


P E PR YVGF I SGGKVDI KKTWKTQGRLER 
TVY YTGM Y F INCH \ VLKNTDS S WGT S P * 

* iqqhagkrdnnyqll\klqg \QFSEAY 

TKCYSNPDSTHDVRKVYQDCPLLAPLND 
TS 


91 


13992 


A 


96 


3 


355 


ANYPRDLCKVTDEGGYTKQQ I FNADQTA 
L YWKKMP \ SRTLMEREEKS VSGVQAS KD 
R LTLLLGGS VAGDVK/LK PMLI YHSENP 
RIC*SYSLPVLCKWN/NKTWMTAHLFTT 
WFTECLNPL 


92 


13993 


A 


97 


367 


2 


SLHRARRGKGVGVRMGERLPSFQSWRLR 
L/RRRKLCRRWGQGPRGN*Q*QKPDGGA 
RASQTDGGGERRRGVQTGSQAERDTSRE 
TYSPRGIQREIVRVSKGGKTGRQWQSQR 
QIQREKRVGR 


93 


13994 


A 


98 


115 


359 


LNFFFYLLNFMLLFHR YYALKVS YFKS S 
LDRKLLELLWNKYWVNTLSSSSLLTVS / 
DYTCKECI * ILSKLHSRLI SETLFHRK 


94 


13995 


A 


99 


1 


490 


CVDPRVRT I FKKDKVGGLPLLNIjCI Y YK 
ATVT * TVWYWHKD / RTDQWDRI KS LE IN 
PCI YGQLI FFNYYFFSQ*CQDSSMEGNS 
LFNKWC/ CRPLTLYTRIGSKWIKYLM*E 
liKLYRLSLHDPEFGNGFLE I TSEVEI TK 
EEIGKLD\LAKLKTFC 


95 


13996 


A 


100 


195 


3 


SRCCKQRHIiVQWNRTEKPE/YGRLIFNK 
GVKTN*WGKNNLFNKWYWDN* ISTCKRM 
NLVPYLSPYT 


yb 


13997 


A 


101 


1 


371 


FSLIKISMMLLMKMEK*NLQFIWN/HRR 
LQIAKARLNKKNKTEGITLPDFKIYYKA 
VVWYWHKKRHIDHWNRLENSNINRHICS 
QL I LTKVPG ANTKDHP FNEWSWEN \ VCT 
KMKPDP/YLSSYTK 


97 


13998 


A 


102 


6 


370 


KKGT I PNY F * R E * TDRS KPN * N YATKEN 
Y I / PI S *NKKIL* KLANKIQQHI KKKPD 
NSLFYKIQFGSILETFITINQISKPKEK 
NHIII STDAENA\ FDKIQH 


98 


13999 


A 


103 


298 


24 


KCWTS I YLLLFFRDEVSLCCPGCAQTPR 
LK * SFCLS FPKCWDYRREPLVPGLDQ/L 
FLESNRSVSVLKKNVP*WFSNSSGSKSG 


99 


14000 


A 


104 


2 


352 


GTIADFTQCCQAADKAACLLPKLDELP\ 
QNGRLRS AKHRLKCASLQKSGKRTFRAW 
T * AGL I HRFPIAE FAEVSNLPTELTTVH 
TECCHGDLLECADHRADLAKS ICENHDS 
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Predict- 
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nucle- 
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location 
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last amino 
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peptide 

sequence 


Amino acid sequence (A=AIanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P^Proline, 
Q=Glu famine, R=Arginine, S=Serine, 
T— Threonine, V=Valine, 
W=Tryptopban, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














ISSKL 


100 


14001 


A 


105 


139 


361 


KHTEAF*MPCAKYY\LFGGLNQICALPE 
KTPVSDRKTKCCTESLVNRRPCFSALEV 
DETYVPKELNAETFTFHAK 


101 


14002 


A 


106 


3 


350 


ELEMIMLSEEVMLKAKIRQKLGLL/QPV 
S * WNAKEKFLKE I KSATPVNTQM I \ KN 
SLIAD/MEWWIDDQTSHNVPLSQSLIQ 
S/K/ALTLFSSMKAERGEEAREEKLEGS 
RGWFTRFKER 


102 


14003 


A 


107 


225 


1 


QGIMMDTVEYVGKGEPVRCWWKCKLVAL 
L*KTTWKLLRKLKI *\YDPAVPLLDIHP 
KEIKSIYQRDSCISMFTA 


103 


14004 


A 


108 


390 


2 


LGYSGVRAPLEEAVCRFSDLKLRAGRTT 
TLFKADRQGHLSLQRFLLTFDSLCP/AP 
RGGVYRGRQASLSCSGLKPV GAS WPR CL 
PTQAS AMAGAPAAAS LPPCS L I SDCCAS 
NE*GSVSVGPSEPGTGHN 


104 


14005 


A 


109 


304 


33 


KWJGE KVW YWQKMTQ I VQ WDRTES PQ I D 
N*SLTKEIQWRKDSLFNKW*GNNtfTAPF 
SS /RSLNLNKDLTAVTKI KS KWVTDLNV 
KHKTIKLL 


105 


14006 


A 


110 


135 


1 


KQAILWPGAVAHA/WSCNPSTLGGPGGQ 
IT*GQEFSKSLTNMVKP 


106 


14007 


A 


111 


140 


338 


I MS 1 1 LYYGS I C YC Y YWL I D * L I LRWTL 
ALVAQAGVQWRELGSLQPLP/PCLSLSS 
SWDYRPP 


107 


14008 


A 


112 


26 


361 


RSFPWVFFFEKKSLLGIPGGKKGPPLN* 
LEPLAPGPKGFSGLNPLENGNWGPGPPC 
RGDFGFF* KKTPFPF\GPGGVKTPNPGE 
TF/EPKPPKGVGFPGETPGPGPGENLYQ 
WK 


108 


14009 


A 


113 


11 


330 


AS I WLHI FLFLS YFLEKGPRYVAQAGLN 
LLGSTGPLSASRAAGTTGALHCTQL*TY 
LLLPKHGKAVFF\QETLLLRSTHPFPLK 
HVYTPTYELLLVWDRDSLSRPR 


109 


14010 


A 


114 


350 


2 


GCC P CLLF PGS PTV FGSLYS I RLVAFVR 
AVPPVWKAVPG* PPVKM*FFHLFI YLFL 
KQ/VSLWHPGWS*LAQSQVSRFFPRSLP 
SNWDYRGAPPRLTLFFFFFKQSQGIEAM 
VIAL 


no 


14011 


A 


115 


3 


341 


RMVSIS* PRDPPAFASQRAGITGVSHRA 
RPVYSFLIiLSNVPVMDVPQDIYPFLVDG 
YLSLPLVCCV*V*VliLCYPTWPPGLFCRS 
SCLSLPSSWDYRHEPLKPA/SCCVLLSS 
G 


111 


14012 


A 


116 


1 


384 


PSYPGDLTEIMDEGGYPNQQI FSIDDTT 
FYWKKMPSRTFLTTEKSIS/GF*ASKNK 
LTFLLEANVAGDFIOjKPVFTYHALRNPR 
TLKKYATSTLPVLCKWNNKA*VT/AHVF 
TrWFTEYFKLS VETCCS E 


112 


14013 


A 


117 


43 


347 


CAAGFGLL * TPPRT * TRKPRRNGT Y KP I 
SLMNINAKILKK/lIiANRIQQHIKTK\L 
LQSDQVGFI 


113 


14014 


A 


118 


351 


23 


FNK* CWHNWI FTCKGMNLEP Y FTPNTK I 
NAIKAIQLLEENKEVNLC*LGLGNGF/S 
RLPKAQMAKETIDKLDFI KLKALCSK\N 
TIKKVKKSEELEKIFANHIHGTSIQNI 


114 


14015 


A 


119 


123 


340 


AADSSTHSLTKPAYLEKQNFFFFQMEYC 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
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location 
correspon 
ding to 
last amino 
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residue of 

peptide 

sequence 


Amino acid sequence (A=Atanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, Y=possible 
nucleotide insertion 














LIPLAEGPWPNLA*MQPPPTGFKQSSCL 
SLPSTWD*R/HWSPRLAN 


315 


14016 


A 


120 


1 


371 


PS YP * DI/TEI MDEGGYPNQQI FSIHDTT 
FYWKKMPSTTFLTTEKSIS/GF*ASKNK 
LTFLL*ANVAGDFKLKFVFTYHALRNPR 
TLTKYATSTLPVLCKWNNKA* VT/ AHVF 
TTWLTEYFKLSVET 1 


1 16 


14017 


A 


121 


82 


367 


YSKRSNTIVAGD/FTPLSALDSSSRHRI 
NKKTSNCTIDPMDVIGIYTVFHTVSTEY 
TFFSSANGPFSKTDHLLGYKTSLKTF* T 
KLK*HQ/CIFSDHN 


117 


14018 


A 


122 


27 


253 


MKTENILGENIGEVFGVGKDSLDMSPKA 
*TIKEKNDKLFFIKVKNFSYSKHTI*KI 
KNQATVWQ/KLLTVHKSDR 


118 


14019 


A 


123 


3 


305 


GTRQGCPLSPL* FNTVLEILVR* ISQNK 
*INKT/SLTADP/MVXjHIENPKGSIK*V 
LELINEFSQVAGYKINM/QKTVAFLYTN 
N*LSKKEI KKTIQFI IASKRT 


119 


14020 


A 


124 


1 


327 


QVI FCLGLP KCWDYRHEP / RM PGLRGAD 
FFSLI *ILWEHMF* VMCILPHPCGDFWA 
MLNF*EREGMFF/ CLKRWKSHNVSQA/G 
PQTPRFKRFSRLTLLSSWDHRHAPPHLA 

K [ 


120 


14021 


A 


125 


74 


334 


I FEFGVLKVITCLSVSSHEVGKLCPFFF 
FFKKGV* FCCPGLQG YNGS *L\ TLELLK 
QSSCLSL * CTQDHRCLPPCLANFNLINS 
SIH 


121 


14022 


A 


126 


381 


60 


TVSQVLAHTCSPSYLKAKAGGSLEPGSC 
YPGCSEL*SCHCTPAWIT\SQTPSL*KI 
H*KKI IVKRAIVECVCVYVYTYI WLLIL 
KFSDS IPFAQI WGFHEEFPYWNQC 


122 


14023 


A 


127 


323 


2 


RGFLGLSDEVSGQQLFSILSEIENQFKN 
NLEGCGGSCL/S I PKCWDYRCQPSRLAY 
A*LIFVFLVE\TKNTGFRHVGQAGLELL 
TSSDLP\ALASQNAWLTGISHHAEPY 


123 


14024 


A 


128 


2 


354 


ENCQINNLRFHLRKPKKEEYTKPTASRR 
K*IVNIRIERNGIEQK\TIEKINELKSW 
LFENINK I DSHSGKWMVGEE * CVFVCVC 
VRERQSDRERETRLIKI*NERGDITADL 
TE I K* LL I LQKLNNY 


124 


14025 


A 


129 


74 


327 


GELAMLPRIilLNS* \PCNPPA\SASLVT 
GTTDTPLYPAHYY Y\ I I I I I I I IEMEFE 
S\VAQAAMQWCDLGSLEPL\PPGFRRFS 
CLSL 


125 


14026 


A 


130 


83 


382 


YEFHAS DGGS RLS S QHr GRPRWKD YLSL 
EVEGQPGQHSETPSLSLSLSF/CFLEME 
SCSIAQAGWQWPYLGSLQPLPPRFRRF 
* CliSLPKCWNYGHEPQL 


126 


14027 


A 


131 


749 


2 


RQS LALS PRLECS ST I SAHHNFCLQGSS 
DS PASASR VAGITG VHCHAKLI FVFLVE 
TRF\THVGQ\AGLELLTSSDLPALASQS 
SG I TCMSHHVQARCV I F/CGPTFKNQDM 
KY * NKKEKNQSTFLEHLQNQQENRHAAH 
TLRHHTAS/LKSSEFLFAIRTSFLIS*K 
RSGTTGMF*YN/WTIGNGVEDRFVLGPP 
FGLGVQWYHHSLLQPQS PGLKQSSLFSL 
PSS * DYRHVPTPS FLKFLRRWGLAI LLR 
L 
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beginning 

nucleotide 
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correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A-Alaninc 
C^Cysteine, D=*Aspartic Acid, 
E=G!utamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isofeucine, 
K=Lysine, D=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serinc, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possib!e 
nucleotide deletion, \=possible 
nucleotide insertion 


127 


14028 


A 


132 


371 


1 


KKNLNLNLTL * VKI NTNW I MDLTI KYKI 
IT * KKQSKVGNLEQGKE FSDLT PKV+ S I 
KGNTDK*DV*KPFSL*KPM*GNYRQATD 
*KKMSAKHVSNKYP\LSRIYKFNDKAKN 
KPIRKWAKQMN 


128 


14029 


A 


133 


2 


318 


NHKI ILKDAKKAFDKM*HPFTMKILNK* 
GIEQYAT/DI IKAMCDRPTADI ILNGEK 
LKAFPLRSGRRPLL\ FH * I W * VLARTVR 
PRKRNKGSQEWWLMALIPSTLGG 


J 29 


14030 


A 


134 


3 


362 


WSELLGS SDP PALASQ IAG I IDMKHYAQ 
PGTDF/STSVYFTliPTQIRI^ALKRKFL 
L/EFK* I FAS I *QFAKCSCMSRNFLPAQ 
PYHHWHFPNEETEAQGNFSLLWAC/LRE 
DWIPTD 


130 


14031 


A 


135 


12 


398 


KCSTS I VIRE IQVKTREI YHYTPTKMAK 
I KKP DNAKC/ W S GCGAT KTL I H CW* NN \ 
SLEIWLFLMKFNICLPCDPEIVPLDLYL 
REMKTYIHENTYTKVS1APLFK\QPKSP 
STGES INCSI I I PRMECI I 


131 


14032 


A 


136 


309 


1 


QSEAPSQKOTKKQKTKVGGLTS*FQTYH 
NATVIKTVWH/W/YIGIDIDQWNSIQSP 
EINFHIHGK/LISNKAAKTNEWGKNSLF 
NK* HKDNR I FTCKRMKVDSQ PH I 


132 


14033 


A 


137 


2 


251 


Q CG KAFRAAS VLRMHGRTHP E D KP Y E CK 
Q*GKAFRSASHL* MHGRTHNQEK/P/HE 
CKECGKPFRSAQNLRIQ*RTQAHIRMHS 
G 


133 


14034 


A 


138 


396 


3 


LELLTS * S ACIjGLPKCWDYRRE P PH P AK 
MIL*SKSS\LPFLCSKCLNTIWAIiLLLL 
CSLVPLLTLPLKEFYAAH*SPDSLKYPV 
LQKLSKLEMLVLHETVQRKEQLTYSLYK 
PIFGFLVGYSFPLFCSYKTS 


134 


14035 


A 


139 


3 


384 


LDFIKMKNCCSSKELCGKYEKP*T/MEK 
MFAKHISNK* FIFRI * K*LSKLTKKK* A 
KDLNRYSLKEDIQMANKCM/KKCSI*LV 
IREKQTKNTMR YY* NGLS * RS /GQTK* * 
QGWGGTGPLIHCWWEYPMI 


135 


14036 


A 


140 


63 


388 


FMYLFIY*LER/CLTLAQTKVQWCDHSS 
LQPQTPGLKH\ PPASASGVATTTIMPG+ 
FLFFF* KRGPCWVAHARTT/WLNLGSF 


136 


14037 


A 


141 


370 


3 


GPGHFPALFFKGPGLGP WVPP 1 1 PALLE 
G*GGGFPGP/RGSGPPGQPCFFLKFQNF 
PGFV\GAPWPGFPGNLGRGTALNPEAE 
• GSINLKGPPGLQPGGKTKLFFQKXKKKY 
QHFQKTQLILCF 


137 


14038 


A 


142 


363 


2 


REKATEENFATS * DWLMMFKEGSHFHS I 
KVLGETPSADVETWSCPEDLAKIMDED 
GYTKQIFNVGET\PSRTLITRKEXSVPG 
FKASKLQRIG*LLLGVNAAGDFKLQSVL 
MDYSENHA5 


138 


14039 


A 


143 


99 


375 


KNKNQNISPPLVRYTLLSPLLLPFIINS 
FFFFFFSF/ CFF+KKSRFEPKVAFQGGN 
LS*LNPRPKGSKEFSCLSLQSTWITGGP 
PPHWADFDF 


139 


14040 


A 


144 


39 


399 


LQ 1 1 YNY I WL Y I WLY I F WLVS KI Y KELL 
QINNKETNKNGQKT* I DVS SNNM YMNG * 
*XjHEKIHDIVIR*MRIKTTVTYHVMSTR 
MVIIKETENKYW*GYGS\KILIYCWWEN 
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Predict- 
ed end 
nucle- 
otide 
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correspon 
ding to 
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residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=Clutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=GIutamine, R=Arginine, S=Se rine, 
T=Threonine, V=Valine, 
VV=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop cod on, /=possible 
nucleotide deletion, \=possibie 
nucleotide insertion 














FEK/SVWPFL 


140 


14041 


A 


145 


358 


3 


REHTAEDKYEASRSWFPRFKEK\SPLRN 
I I VQGEAATTNGEVAVS Y/ PEDLAKNI D 
EGGYTQQIF\NADETF*YWKMLFRTFIA 
REKS \RLPSRDRLTLLLGANAAGDFKLK 
PMFIYHSDSC 


141 


14042 


A 


146 


3 


376 


AVMGM YKI NWF VPTNTS ILQP I D*GVI 
LTFRSY* LINT \ FCNTIGAIGSDSSDGS 
GQS KLKTFWKGFT I PKS \ I KNTCDLWEE 
VKI STLMGVWKNVI PALIDLFERLKTLL 
EEVTAYWVNIGRRL 


142 


14043 


A 


147 


374 


161 


EFHRVSQDGLDLLTS* STCLSLPKCWDY 
SKWQRRI *TQ/DLCDSED * SS I KPIQLC 
QELMS * MAEMAHGQP 


143 


14044 


A 


148 


373 


2 


FFFFFFFCDLLLFPKQPRSHASFSLFSV 
VPFPEMPSSSLTLFYLFVYNLLR*YL/N 
SVTQAGVQWHDKGSLQPRP\SLLSSmH 
WCTTPCPAN* IFFL*RVGLAMLPRLLLN 
SWAQAILPLWSPK 


144 


14045 


A 


149 


3 


282 


ILKRI IHPDQVFFIPAMQGWFNI *K*IN 
TV\NHIIRIKGK\NRMIISLDTVKAFGK 
I QQPFMI \ * KLGI KGNFLNLI KGTYENP 
QLAGHSGLCL 


145 


14046 


A 


150 

• 


3 


360 


D 1 1 * E S KFQGHHTTG VQKGLQYG 1 1 LF I 
I * EVFFFAGFFWAFYHSSLAPMPELGGH 
\YPPTGIFPLKRLEVP/LLNTSVLFASG 
VSVTSAHHSLIEGNRXQI ILALS I TI TL 
GIYFTLLQI 


146 


14047 


A 


15! 


349 


3 


KKSSGSHLETKSNRLPGPSQGPWCKEIR 
KGSLAWQEKSWPFYKPFLLEVGGGRVIR 
GSRMTRHGHLIRSSKTIiIKHHVPX*TVQ 
FNFCLFI F3jEMESRS\VAQAGVQWCNIG 
SLQP 


147 


14048 


A 


152 


500 


0 


MPSRLECSGA/ISDAQCNLQNSGAPSEP 
SSALSNPCG*DYRDTLPLPGYFLKFFVK 
TRSRYVTPAGL*LLASS\IPPTSA/FSK 
HWDYRHE 


148 


14049 


A 


153 


373 


2 


QAGFTLLTSSDPPASAS\QSAGITGMNH 
RTWPGNF * PQKS CDS FVTKLMCTCHKNH 
I YAQSLVT* LGHSYIFF* DSLQPSPPRF 
KQFSCHSLPSSWDHRHTPPCPARTQLHF 
GYEYFSRHFLRRR 


149 


14050 


A 


154 


332 


3 


THKFQRLTS KSKKLKRKLI FHQGAQKSN 
SLNPD I KKNLKRSQRNME* EKI FTDHLS 
SRIYREIiLKLKAK/INLIKKGKGYFYEG 
DT*MADKHIKRCSISPIIREMQIKTTIR 


150 


14051 


A 


155 


337 


21 


LGLLPFFQRCPAKRGGI * RGSLAAVALL 
NCGELHPV*ASWWLCL\PVRGKLPTEAS 
VMGDAPPPTKLECPRSTSDCCDGSKNFB 
SVDLSLLGSVGVGSVDLDPVAP 


151 


14052 


A 


156 


21 


491 


HPGSRGCSEPRSGHCTPAWGTKVKTPAS 
TKTKQNKKKK* RTVCLTP WHTLL / RVWC 
DGGDYSSSLL 


152 


14053 


A 


157 


3 


394 


REDLLS PG FQGCCEL * LCHC I PAWVT / S 
ETLSQKKKK 


153 


14054 


A 


158 


36 


354 


LSAAFTSQLLGRLRQENGVN\CSEPRLH 
HCTPAWATE * DSVSKKKKGKPFWI PNPL 
SSLSPAFISGQGPWESHLKNPGRALQGG 
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peptide 

sequence 


Amino acid sequence (A-Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=lsoIeucine, 
K=Lysine, L=Leucine, M=iVIethionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
\V=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, Y=possible 
nucleotide insertion 














GFQPLICPRPGRTHMSLKSPWRP 


154 


14055 


A 


159 


78 


340 


WFHKAQRGlhhABLYPSGSAGHSIEPK 
TITLFFLGNKVLLCCPGWSAVA*S*STV 
ASN\FGPK*LLCLSPPSSSDSRYARPHM 
ANFK 


155 


14056 


A 


160. 


2 


362 


HLSPLSIPQNRHCHHGPFSVSCWAHLPD 
GWAGQRGSSLP/M *GR PGRGAPSPPRR 
GGWPGGGLTPHLPSGRGGWPGRGTP\PS 
Q*GRPGRGAPS PPGRGG WPGGGLTPPPP 
SQTGRLAGRR 


156 


14057 


A 


161 


293 


2 


PHLAI RP PTT VDKSALYWKKMPSRTYKV 
RQKSMPGFKSSKDRLTLFLGAK\AAANF 
KLKPMLI D\HS KNTKALKNYAKS ILPVL 
CKWR\HKA*MSPHLF 


157 


14058 


A 


162 


2 


136 


L I VP I L I AMAFLRLTERK I LG Y I QLRTG 
PNVWTPPTGATYRIiLS/P*QP* * LFTKE 
P \ LEPVTCT I TLY I TDPTLALT I ALVL * 
TPLP I PNP VGNLNLGLLF I LATCSLAVY 
S I L* SNRNGI PKTYRTKNSRL YTTTHRP 
QRLDAAYWCYVQTP I A 


158 


14059 


A 


163 


i 


464 


RQGL/DS VTQAGVQGRNLSS \ LQPL/ PP 
GLK*SSRFSVSNSWDYRCAPPHLANFFN 
LFFVQRG\ FTMLPKL* TRS \GPGD 


159 


14060 


A 


164 


1 


353 


FNYSSSLGNKSETPPQKKKKKKKGRGPG 
ENPGTPTFGGAKGGGNPGIKILKTTGPK 
GGNPCFKKKPK*PHRGGRP/HGNPVYRG 
GPGKKNFWPPGGGGS KG* KS P I KPPPGG 
KKGDFF 


160 


14061 


A 


165 


45 


389 


FFVCTFCRERSLLCCRSWSGTPGLR* PS 
CLSLPKFSDYRHKWPCSARNFLPACLPA 
CLPPSLPSFFPPS/SPSSSPRQGVTVIQ 
VRVQ WRD YGSLQP * PPKTKRSFTLAFQD 
LGPQ 


161 


14062 


A 


166 


330 


2 


WDYRCAP PHPVLYLKM/ STFNI FFL * RG 
VTMLSRLVSSDPPI SASQVARI IDVSHW 
AQL* RSV/CYVFETGSGSLTQAGVQRYN 
HGSVQPQHSRLS *SSHPSLWNYRYPPPC 


162 


14063 


A 


167 


2 


396 


YSNVIJjGIYPKELKTIjVHWMFICV*NTC 
IWMFITALFLA\ES*CSSVGE*IGKTWY 
I PTMKYYS VMKRNAI S SHE KTWTRLKCI 
LPSERSRCDRLQTV 


163 


14064 


A 


168 


486 


2 


LIFGKIYKINNSSKTDNKRGKTQIQILG 
MKTGD IMTY \QQTS KE YYAHE FNNLEEM 
DQLFKKHKRP/RIHQYEKHHLTGPMTIN 
EFEFINVKTPKNQSPGWDDFIGKFYQMF 
EEFLSENKTGELIL* S * YYSLTNSFYEA 
S IT Y * PKPDRQ * KKQSCGP I S FM 


164 


14065 


A 


169 


200 


3 


GRVDLPPTQESRPPGPPPSDPGVQAPRP 
SIVRNCGILTRGSPGPD\PSPI*SS*AQL 
CGSPPPPSFS 


165 


14066 


A 


170 


2 


327 


PGGIGCGELR*H}iCTPTCArERDSV/m 
KIIHYIIMLASPNELILPLLNICLEIL* 
AGPLTAICISMFMATL\FTIAQMGKQPK 
CPSTKE W I R KMW Y I H I ME YYLH F KMK 


166 


14067 


A 


171 


2 


343 


PGWSQTPDFR* STCLGLPKCWD YRR/ AA 
TVPGLFLFLTALC 


167 


14068 


A 


172 


367 


3 


FI RDVQF I S ALRYLLTPSRMA7 MI KKSK 
NNRYRCGCGK/RG/7LLHCW* KCKLVQP 
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Amino acid sequence (A-Alanine 
C=Cysteine, D=Aspartic Acid, 
E^GIutamic Acid, F«Phenylalanine, 
G=Glycine, H=Histidine, J=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
iN-Asparagine, P=Pro/ine, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














L* * S WRFLKELPLNSVI PLLG IYPK/D 
KEVIYEKDSCILVFIAVQFAIA/RNIHP 
TYCPINE*IKKMWYIY 


168 


14069 


A 


173 


102 


345 


YQLQN I PRWVYSKLQNLS FAFVLL* RDR 
VFLCHLGWSSLL/ QLKRSFHLYLASSWD 
YRQVTPRPAN* ILFRD/RGLALLPR 


169 


14070 


A 


174 


22 


401 


STRLGLPECWDYRCSSSCPATYLPF*HS 
IPFLSQLKVQVHHRRYFHLFPELSNLPL 
LSKNVS *TY+KSFLS/WPSLRVLFCFVL 
FCFVTGFHSVQARVQWGNHGSLQPQPPS 
LK*SIHLSLPSS*DCR 


170 


14071 


A 


175 


2 


388 


SDLQLRAGRTTALFKAVRQGHLTLQRFIi 
LS F \ V * LC PAPRGGAYRGRQASLSCGGL 
HPGRAYRLSCLPKQAWAMVGAPTPASLS 
SCSLISDCCASNHRDSVGVGPFEPCAGC 
NLTEHRFLSPSGAWSC 


171 


14072 


A 


176 


334 


1 


KLLELIN* FNKVAVYKINTQNQLHCYTL 
IRTTQKGSLKTILLTIAPKRIKYLGI/O 
/LTKEVKDLHSES YTLLKE I K* DINK* K 
DI PCS * MGMVFFGVCLFVYFCFEMAFRS 


172 


14073 


A 


177 


339 


2 


KNSPYNFPKGKNPGNL*SLKSRIF/CWG 
STFAHIGELFFFKMGKKFPAI /RPFFFF 
SDRVLLCRPGCSGWRSWLIAAST/CLG 
WDYRCTPPCLANFL*RQGLTMLPRLLSN 
SGLQ 


173 


14074 


A 


178 


3 


303 


DLRRAACLILPKCWDYRHVPPRPADNSG 
FLHLI 1 1 * VCLPLLCHAQLVFI FFIETG 
FCHVAWAGLKFLGSSSPLTIiA/ FSKCWD 
YR 


174 


14075 


A 


179 


342 




INRIiNIFTMAIFSTLIYRFKTIPIKIPA 
GFVEMDKLILKLVWKFKAHGIGKTTLKK 
NRVPNSKAYYNATVSKT\YWNEDRNINQ 
WN*IDNLKINPCVCGQLIFNKDAKTNEE 
R 


175 


14076 


A 


180 


2 


323 


s ts y p i tgshafl * pqnwdaetns *h i 
nnvnlrlki iklleenteknchdlglat 
dyy/svtpka * atttkidkleli ki knf 
ctskdit*kvkrqligenscksfm 


176 


14077 


A 


181 


326 


3 


RKRKKKRREREPKKDEERKRL YGKDI I K 
KRRKDTM/DWEKI LQKGVRQRMCI * KI * 
RGVTQELKANPIRKGGNNLNKVHQRI *M 
ANKHMKRCPKS*VIRSI*IPTIMRYH 


177 


14078 


A 


182 


5 


326 


TKTIEKAAN*IRRSRRKKIKFKPEIKNR 
KTTT KINESKSCFY KKTNKTD KLLVKL I 
RKKKTKKI ITKDEKNHTI \ *DCTEVKGM 
TECYEQVYANKFDNS \EKMDNFLER 


178 


14079 


A 


183 


3 


378 


TVLCSFIVWGLDFFG+ IHTI YS*VFCYK 
WNCVHNFLFRFFSAYI * YLLIFVY*S*I 
MHLCLICY*LLL/CSCIFFWIFYMLYFS 
FWL/ CFL Y FYFY I LCP FI FF/CI FI CLL 
FFVYLFLLFIFFFIFLF 


179 


14080 


A 


184 


365 


3 


MQLKCIMKS IS VQAG VQWHNFGSMQGPP 
P W\LHHFPASASLVTGTTWARHQGRVI F 
/ I FFFFLMRRSL/DS VDQAGAQWHDPGS 
LQPLLPGFK*FA/CPCWDDRRAPQCPAN 
FVFLA\RHGFTILAR 


180 


14081 


A 


185 


51 


293 


P YVNQEAS VLTNS FYQAS /I * KKSNYR P 
ISLMNIDAKILNKTQQIXLNKVNDSRQT 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Gtutamic Acid, F=Pheny (alanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, Lr=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutnmine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stopcodon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














GEDQI PKYCTVSDGRMMRDYFPLFSS 


181 


14082 


A 


186 


326 


3 


TKICQWILNLGKKREFGFKKKKKIKCPN 
KRHRLANGIKK*DPTTGCLQDICFRSKD 
AQRLQI KGWKKI FQKTGI * R/GVAVLTS 
DN I EFKI KTVTRDRVANYI I KGS IHQ 


182 


14083 


A 


187 


17 


330 


KDNEM* IKRTMRCYYTSFTMAKINLKIN 
NIKC*QG*GTTGT/L/LYC*WKHKIVQP 
FSKTV+QFLMRSNKYLRYNPAILLLGIY 
SN*VKI/C*KTYMRMFIVFLITKDWKQP 
NYSS 


183 


14084 


A 


188 


124 


357 


SLWGGDLEGGGEKKERGENPGGPKKPGK 
KKKKGGNLGARG/VFKKRGRPQKEKPGK 
KGE KGGP *GAG I * GGGGNGVKJCK 


184 


14085 ' 


A 


189 


333 


124 


RLRQENRLNP/GSRGCREPRSRHCTPGW 
ATE *DS VSKTNKKMYKSIIARDCHAENS 
IVSFLSKRGCVFLF 


185 


14086 


A 


190 


1 


327 


KSWLIGDNI PSSQSLIQKKGVNPSFKSM 
KADRGKEAAEEKSEASRSWFMREKERSH 
LHN/ 1 K* VQGKAAS YPEDLAS I IDEGGY 
TKQ* I FNEDY / MWKKM* FRS FLTREKL 


186 


14087 


A 


191 


53 


400 


VNI LGPFHLFFT FVQNALS PN I YMTHML 
TSLGPLHMSSLQTGFPKPSYLKFQPSPH 
SVPVGF/IPGMOR* FSIHKSVNVIYHVI 
RMNDISHMIISKDT*KAFDKIQHIGSLF 
PALSL 


187 


14088 


A 


192 


65 


321 


RARTE I YLI HTLLGVYAGETKTGP YTDC 
M*MFTTAPTTLVKTWI+PKSLSIGERIN 
KL/WILICTYMEYYSAIKSVLTHLTTWV 
NPH 


188 


14089 


A 


193 


127 


241 


IIKNDSRRICNLTEKLPLRKINS/WPGA 
VAHA CNPS TLGG * GGESR I TYHESRNKG 
EQTQNNK 


189 


14090 


A 


194 


1 


337 


t dlpasasqsagiig+esirn+nklvkkt 
lkcsqkdpkedlnk/wkdivcswlgrls 
ltkvsilpkliykfa:<iptklyyd*kkn 
rpgavaqaynss tlggrggqi 


190 


14091 


A 


195 


2 


333 


NFNSLFFFVEIEKLILKFILNCK\VARR 
I LQRKNKVGRLTLPNFNTDYKATVI KTA 
WH* HKDTHMDQRNRTESTK INTYKGAKT 
I * WRKNSLFNK* CWDK/ WI TTCKRKKVD 
P 


19! 


14092 


A 


196 


299 


2 


PH PQRDWQ PSP PS I CRI FSPSSIPGIQ 
SWFTslIQKSINVFYHIVILNTQHRSSSSS 
SSSSSSSSSSY*LMIKF/LNKLGIEGNF 
LILIKAIHGKPTVNH 


192 


14093 


A 


197 


2 


199 


LALSPKLECTGAITAYCSLELLGSNDPP 
TIiASKVF/G I TGMSH * AQPQWFLLLY Y 
FIFFFSSSSVL 


193 


14094 


A 


198 


226 


2 


KKFFFPNPNLKNFPLGRVFF/CSPG*KF 
FAPLGFFLVSFLRQKVPHLGSPGKTFFF 
FFFPGDRVWTCHPCWSAVA 


194 


14095 


A 


199 


338 


93 


PQHNGSClj* SQLFERLRAEDPLNLRVQG 
CNEL*LYLCTPSWVNPVSEKKSIQEKNA 
NLDFREY/RDKRRENWTCV*NSIERSSE 


195 


14096 


A 


200 

I 


1 


361 


PRSHLSQLRVRLSQ/ I KKNQKTIGKGFR 
AIG/MGKKF*GKTLKVPFTRGKVNQWKF 
LKLKSFLPRKKKTEI TI>* TLGKHFRKWE 
KFFATYPSTRE* ISKICRDLNHFTGKKI 
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NO: of 
nucleotide 
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NO: of 
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sequence 
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od 
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NO: in 
USSN 
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Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutnmic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=IsoIeucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine t 
T=Threonine, V=Valine, 
W=Tryptophan, Y-Tyrosine, 
X=Unkno\vn, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














IIPIFQRAKGL 


196 


14097 


A 


201 


2 


358 


ENKTTMR YH* I P I RMAEN * VLAVGTL/ L 
QPWWEYKRV*PLWKTNSLAVTLIjNINIjP 
CNPTILLVGIYPRERKTYVYTVACTQMF 
LTVLFTVAPNWKQSQGPSTGE*KNK*WH 
IHIMGHYS 


197 


14098 


A 


202 


no 


357 


IWVFIWCHFLLPEKTSFFPGFPQCLDIS 
* KTLFVHS VLFFFKDRVLLCHPGWSAVA 
Q**FTAASD/FQESSCFSLPGSWDYKRM 


198 


14099 


A 


203 


2 


374 


I LKLHAFFMAETPGACKTPCDLRQVFI F 
I FI YLF/MRLSLTLVAQAGVQWRNLGSL 
QPPPPGFKRF*GRCLFYPKDGIjVCPGIiA 
GS*TGQIGKGIRTLSPDLCLSDGFCGSK 
PKS/ASASQGHVG 


199 


14100 


A 


204 


375 


3 


LSSILIRGSFNLiSTLITTQEHIj*LLLPS 
W\PLAII*FISPIiAETNRTPFDHTEGES 
ELVSGFNIEYAAGPFAILFIAEYTNIII 
INTLTTTI FLGTTYDALSHELYTT YFVT 
KTIPLTSPALMNS 


200 


14101 


A 


205 


393 


3 


S ARLG LP KCWD YRR / ASTV PG L \ S LMLL 
LKS YVSKMKKCE * LVKPLKAKL *DSCKE 
L+VGNNLIMPSTYDQENDRVDSSLTWLC 
VLLLLLLLLLLLFWRQSFALVARAGKRW 
RDLSSL* PLPPGFRQFSCI 


201 


14 102 


A 


206 


2 


377 


FRAVLQGRWSLQKFLLPFVQLCPAPKGG 
VYM*RQRS/SLSCGGLRPVRASWLLCLP 
TQASAMVNAPPPARLLPPRSISDCYTSS 
EQGSVSMGPAEPGVGYDLLVCCLLRPLE 
KHSIWVRVSCFSRY 


202 


14103 


A 


207 


327 


1 


ILTGNFKQIRMLIYHSVNPRALKNYAKS 
TLPVNYKWNNKA*MTAHLFIAWPTGCFK 
PTVEPYCSKKKK\ I PFKVLLLIDNAPGH 
PRALMKMPEE I S I VFMPANPAS I L 


203 


UW4 


A 


208 


310 


2 


FCWWAPGMGFPLGEWGLILGPGSPFFLK 
EGFPGVGQPGPPKRWGLKG*PPGAHWKG 
F/ 1 FFFADRVSLCHPCWSAVAQSQLTAN 
PASQVQAILLPQPPDYRIR 


204 


14105 


A 


209 


374 


3 


GVRDP/LEEWCPF*DLKLVARRT/SLF 
FKAVRQGHLSLQRFLLPFVWLCPAPRGG 
VCRGTQASLSCSGLHPVRASWPLCLPTQ 
ASAMVGAPSPASLPPCS3ISDCCASNER 
GSVGMGHSETDVGY 


205 


14106 


A 


210 


3 


196 


LENLKF/LDKFLETYWIjTRLNQEETEIL 
WRPMTSSKI * SVI KNLARAMAHAYNPST 
LGGKGRRIA 


206 


14107 


A 


211 


34 


339 


IIKSKRINYMSCELYFNINIDNFFFFET 
VFRSVI \K2jKCYGAFMVHCTIiNLPGSTN 
LSTSASQVSGAINRGYPGQF/IGLSK*F 
LVKTGFCHVA*AGLEPIjGSG 


207 


14108 


A 


212 


200 


312 


hygqfkvlfcslf*meshsvt/qag/vq 
wp/slalqtpppgfkqfscfclvsswdy 


208 


14109 


A 


213 


300 


124 


nhi ffyfqihrvcvcvcvcvcvclcvcv 

YRYIYCVSPW/RN**SL*KECLSLVLiLT 
PTC 


209 


14110 


A 


214 


1 


357 


QVDHTSDRKANLNMF* KIKVIQTMFSDY 
NGVKSENNRRKTGKLTWIQKLNST/L* I 
SNETNEKPQE I RKYFE VNINENTTYQDL 
WDEVSIVAQAHNPSTLEAEAGRLLEPRS 
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nucleotide 


Predict- 
ed end 
nucle- 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 


sequence 


sequence 




09/515,1 
26 


location 
correspond 
ing to first 
amino acid 
residue of 
peptide 
sequence 


otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


G=Glycine, H=Histidine, ]=1soleucine, 
K=Lysine, L=Leucine,M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y^Tyros/ne, 
X=Un known, *==Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














LRSAWTTE 


210 


14111 


A 


215 


360 


1 


LTIETYCSE\KKTPFKILLFIDNLAGHP 
RALMEM* KEMNVFMPAKTTS I MLPL I \S 
SFNSYYLRTRIHRTFVVVAQSWLQCPTT 
AI SDI QI GPVAMGLLLI PSAFVLCWLS I 
QQVSKLKH 


211 


14112 


A 


216 


3 


347 


SSRSRADGLFF YQCK* QTLYW * HLWYKT 
QKEKKKTQMKEKKQRINKAR\GDKLPEC 
EAVCGKPKNPANPVQRILVGHLDAKGS F 
PWQAKMGSHHNLTTGATLINEQWLLTTG 
KNLL 


212 


14113 


A 


217 


75 


347 


PPIFKRTARGKVTPGWEYPAKG/CGGTF 
LGNRGLFPNPGFSGPFPKKQVWEGALCA 
PG*KVCTLKF*FI\SLAIPGNGSKNFFT 
LFEGPSPIL 


213 


14114 


A 


218 


3 


397 


GGQGYSGTGHHGGIWHKMEH*R* PLPPK 
KKKKKKKKKKKKKKKKKKKGGPPKKKPR 
GGQNLKGGGKEKPPPQKGVKKKTLSGRI 
I KKDGREKHTRGELWKKTFI W/EGEKIG 
EKPPKKI*DHEGKKKVLRGKG 


214 


14115 


A 


219 


3 


401 


DSWATLHGNIKK*SAAVL*ALGLV\FGF 
TVSGPTG IVLSNS * LDIELHDTYYWAH 
FHYVLSIGAVFAIIGGLIH* IPLFSGYT 
LiDQTYAKIHFTI I FIGVNLTFFPQHFLD 
LSGMPRRYSDYPDAYTT*NIL 


215 


14116 


A 


220 


162 


3 


KPAQRNL* SNPEKEDINILKRNQS /WPG 
TVAHACNPSTLGGQGKQI I RSGV* EQP 


216 


14117 


A 


221 


374 


2 


WCRDRERERERATERERERERERQTDRQ 
TDRRREEA / EGWAAWA IN *GRAPGTSLE 
AALECSCPRRPPQPAPPEQGPFPRTTAR 
GQPRPPKLLQPEAPSQTRPHGYPWPLRV . 
LPQSGPEVRPRE 


217 


14118 


A 


222 


3 


264 


DHMRPKVRGCSEL * S CHCTPAWAT\SES 
LSQKKKKKXKKRKKIGEKI * GAFFKVAP 
PFFFFKKKMNLKS P VGI AGVAKNTRWI L 
KHRG 


21$ 


14119 


A 


223 


2 


410 


ATSPI IEEhl T*HDHAIiINI LLM * FLGL 
HALF VALTTTLTNTN I * HAEETQT * *TI 
LPAIILVLIRLPSLR\ILYISDEVNDPS 
ITIESMGHQWY*TYEY\TDYSGLILNCY 
I L PPL FLE PGDLRLLDGDDQVAL P I 


219 


14120 


A 


224 


399 


3 


GVGKPGFPWAKKWAL?PYSKGYPK*VQN 
LIIiKVKLLIiLKKNPGENSLEATGTWGLP 
PKARAP KLXPNW / DSP KRKN PGAFKKKK 
KRQPTEWEKIFANHASDKRLTSRIYKEL 
QQ * KSKQP I FLI P I YHLNHFKG 


220 


14121 


A 


225 


360 


71 


NRTTWVPFKTPPLLYHINTKKK*HTGNK 
KHKTKRAKXRKKTKNAKK/EKEKNPHPQ 
RPQKRKK/EEQKPKRGXKKRGKKKKPFK 
EYSYL*K\YIHTNLQ 


221 


14J22 


A 


226 


3 


386 


PSTHVSINLAMGIPL+ADAVIIGFHSKI 
KDALAHFLPQGTPTPLIPILAIIETISL 
LIQPIAIiSVRLTANITAGHLLMHLIGST 
TLTVSTINLSSTIiIIFTILILLTIL*IA 
VALIQAY/ VCPLLVGAY 


222 


14123 


A 


227 


3 


372 


YSLDSPSLTRFFTFHFMLPFISAALAAL 
HLLFLHETGSNNPLG I TSHSDKS TFHPY 
YTIRCALGLLLFLLSLMTLTLFSPDLLG 



526 



WO 01/64835 



PCTAJS01/04927 



SEQ ID 
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nucleotide 
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eth 
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SEQ ID 
NO: in 
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Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alaninc 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=lsoIeucine, 
K=Lysine, L=Leucine, M=Metbionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valinc, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














DPDNYTGSRNAPVKQPRPHI \KPE* YFL 
FA/YTILDPPYKL 


223 


14124 


A 


228 


2 


263 


PRVRSRWEDCLRPGA*DQ/LCAP*RDCF 
FKKKKKKKKKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKGGPFKKJCPR 
GGQNLKGGKKKKFFPKRGE 


224 


14125 


A 


229 


314 


1 


LIKTIFLYQVSLCCPG*SQTPGLKQSSC 
LSLPKCWDHRHKPPCPAQSFYFTFTERA 
LRVI Y* FI *RQS / LRSVAQAGVRWCGPG 
SLHPPPPRFKQLSCLSLLSSW 


225 


14126 


A 


230 


86 


405 


VSYMS IQDHENGHVSGYFELVGQFCLRV 
GIVGGSTFESSNSHSYIYFFSFYLFIFF 
EMGLSVTQAGVQWHKHGLLQPQPPG\LT 
* SSHLS FPRSWDHRPVS P WPA 


226 


I4I27 


A 


231 


386 


98 


FFPQRR*FPFGNFPPFFPPPKLG\PSQK 
SPIGDFPPPPFFNPGPGPPFFFPPPFGK 
GFSFPPPL*FGPPQGFF*RAPPFFFFFF 
FFFFFFFPIRLLV 


227 


14128 


A 


232 


2 


362 


TYVLFVI PYVETDLVQ *AG* SYSMDYSN 
LTRLQTLNLNVPFN I AALATLRLLYLHE 
TGSNNPIRITCHSDEVTFHPYYTIKDAL 
G*L\LFLLSLMTLTLFSPDLLRDPDNYT 
LANPLNTPG 


22S 


14129 


A 


233 


5 


365 


KNVTPPVNSSQHDLTDIYRNLYLMATEY 
TFFSN/AHGTYTKIDHNLSHKRNLNKF* 
RLKF * RLKLNSKGVLWPKWNQTTNQ* QK 
DNRKLSKHLKTKNTLLNNP* IKEEVSWE 
ILKMYLREG 


229 


14)30 


A 


234 


3 


367 


NRI VPNHDIPYFSLCVCVLFFFDRVS \T 
LSL*GWSAGAGSLLTAAPTSCVQAILCL 
SLLS TWNYRRNPLR PAYL / SYFKSSKS F 
TL/LPKGIL 


230 


14131 


A 


235 


107 


2 


QEAYE* DKERSSRI YMELK/S IQPKPPN 
NRVKKWTKEINR/HFSKEDTQTDKRHMK 
KC*SLICISLVISD*QRNAN*TPNEIRL 
IP 


231 


14132 


A 


236 


349 


0 


NNL* I FLI FLFTSVFLSLI S YLFYYI FI 
RSLPI CGLFTYFFS FS YI FLKYLMTLAI 
YYS F * \ FFSLI QVI LFAL I FI 


232 


14133 


A 


237 


3 


317 


TRMHISDKKTYNTNIKRIFRIHLMRQTT 
QLKIGKRYEQTLYKS I FEWTINT YKEVK 
QLNSKRKPTNTVIKK*SKDLYKHFSEED 
IQITTRY\LKKC*ASLIIKEM 


233 


14134 


A 


238 


346 


I 


AAAQMPAYQELVEEAIAYGRKLGGSQED 
QTMNANDQRFVMSAADILS * I PDWSTE 
VHARLS FDKYAMSARA\RRLI ELSKEYG 
LSKGRIVI \KLSSTWEGLOAAKEIiDEQR 
GIGC 


234 


14135 


A 


239 


1 


279 


LLLPPLPSLLLPPSPSSCLPPSPSS/SP 
PSP/S/PPPSLLHPPPPSLLLPHLPSLL 
DPPPTSHLLPSIP+LDIPNAPT\NSSNP 
SCPCRPRSTEYFK 


235 


.14136 


A 


240 


98 


2 


RPRRPRLVLNS* \LKLSAHISLPKCWDY 
RREPP 


236 


14)37 


A 


241 


342 


1 


DTASLLQPMDQGAI S TFNVYYL/ RNI FH 
EAIAAIDSDSFDGTGHSKLKTF*KGFTI 
LDAI KN I CDSW / EEGVKI STLTGVWKKL 
I LTLMDD FEGFKT I VGG VT AD WETARE 
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peptide 
sequence 


M 

eth 
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SEQID 
NO: in 
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26 . 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine , 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l~Isoleucine, 
K=Lysine, L= Leu cine, M=Methtonine, 
N=As para gin e, P=Proline, 
Q=Glutamine, R=Arginine, S=Scrine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X= Unknown, *=Stop codon,/=possible 
nucleotide deletion, ^possible 
nucleotide insertion 














LEL 


237 


14138 


A 


242 


3 


339 


RKDSRKRERKNKEKRKGRKEGRKKPIRM 
TVHFSSKTMVAK/ARRQ*NPVFRMLEE* 
KN\FPPRILYSEIIFFGSESQIKKFSGD 
GNPKGS FPELFFLRIPMEVFNLKEAYLR 
KS 


238 


14139 


A 


243 


216 


3 


NSTGTQTQSQKFMLSLVKKLISFIYL*D 
GVLLFAQDGVKWRDLGSLQPPPP/GPTL 
FKQFSCLSLPSS*GSRI 


239 


14140 


A 


244 


408 


2 


VLTS * SNI AS T \ W YGL YQ/ TQLR/ K I LA 
YSS I /THIG /WNNPVLQYNHNITILNLT 
IYI ILTLNA/FLVLNFNSSIGTILLSRT 
*NB I T * LPSLI PSTLLSLGGLPPLTGFL 
PKWAI IEEFTKINSLIIPTI IATITLLN 
LY 


240 


14141 


A 


245 


3 


243 


I IMLKAGQMTVFPNEDVWMAYKHTDRYS 
TSLVMNEM\Q I KTTMG YH Y AP I TV AKLL 
N/SNTR YWP * RG / CSRVI HCWRKCR 


241 


14142 


A 


246 


2 


337 


FLIMDLQKYINPKIKEFQGETNHKTVSF 
MNIN7UCI LNKI LVI QI * * FPKKNNVS KF 
G/FI P VSQGCFNINQCYSLDERRKYMI 
ISKN I EKAFNKIQHSSFMI KTKNRKKLP 
EL 


242 


14143 


A 


247 


347 


I 


HYTPIRMTKIQNTDNIKCW*GCGNP/GT 
LLHCW*ECKMVQAL/WL*TVWQLFTKLN 
LLLPYNP I TFFG I YPNEGRTHVHTKTCT 
LIFI IAALFI IARTQKQ/PRCSSVDEWI 
NKLWYIQ 


243 


14144 


A 


248 


319 


2 


KKI ILFI ICTERVFLCCPGWSQTPRLKQ 
SSSLGLPKC*DYRRESS\PGLNVIL*CL 
KFHLR VAMLFYVFEV* \ I VI FFFLRQSL 
/DSVTRAGVQWYNLSSLQLPPPGFK 


244 


14145 


A 


249 


329 


3 


KFPFFHTGEAKNYAVFVINKRIKKKQHI 
HI I YNYGGHQKAECKEIEAHVHCWWE YK 
MMQ/SL* KTAW * FLKK*TMELP YDPVI L 
LLRIYSKELKAGTRTDVCTSMCSFLFL 


245 


14146 


A 


250 


316 


3 


KTHKTIMGTNHIPNEKIDST*LKNLNIR 
AITIKLL\KNNRVSLHDLRIGHGLLDMT 
PRAQAAKKKIKR* IDBFIETKNFCASKD 
NIKRV/NRQHKE*DTMFANHIS 


246 


14147 


A 


251 


152 


364 


QLTLSNHINNQI KYK* TRHS \NHHHHHH 
HHHHHHHHQ* KRLPE* SYKSKSQEHYTY 
GMDITGPKNLRTIPL 


247 


14148 


A 


252 


230 


I 


PCWICEFIVSSNFCWFVLETGSCYVAHA 
RVQWCDNRSL+ PQTPGLKRYS CLS FRSG 
WD*RH/VPIANF*T3jPRGGVL 


248 


14149 


A 


253 


3 


345 


DVGLAGLELLTSGDPPALASQIAGITGV 
SHHSWPLLFFFFFFF/CFFEGGFFFFLP 
V*SQGGDLGSRBPWPYGFKGISRLRFPN 
EGKIGPQPLAPDMFCFFDKTWLSTWPG 
WFH 


249 


14150 


A 


254 


194 


1 


GRVDTKWANTHERFSKC3/TTVD*WIFK 
SWYLCTMEYYSTINKKEILSFVTTWMHL 
EDIMLSEVS 


250 


14151 


A 


255. 


327 


3 


VKTAEFVNKWQKNSTKLWNSQAQIDKKK 
IVNQINDLRQTEIWMGDRIMNLESRIQM 
QCDWNTSDFCVTPQ\YNETEH*WKKVKR 
HLEGREENLTL* IVKLKEQDFEASQ 
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od 


SEQ ID 
NO: in 
USSN 
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nucleotide 

location 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspnrtic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=lsoleucine, 
K=Lysine, L=Leucine, M^Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 


251 


14152 


A 


256 


314 


3 


KNF PS LINFLRQS FAFNGQGGVQRVDLG 
S PQP LDSRVSDR I RLCFKTQKKKRFS P * 
QT I LKLSKV/ E /MTER VLKTAREKHLVT 
YK/GKPIRLTMDFSAETLQARRE 


252 


HJ53 


A 


257 


2 


308 


RM1WV3\EEEEEEVDCGGEV*FFFFCFFF 
FFFCFYVFFFYLFFFCFFFFI FFYFLFF 
LFLFIFFFFFFVFFIFFFFFDCFFFFFF 
FFFFFFFFFFFFFFFFVFF 


253 


14154 


A 


258 


52 


186 


CFGKLGWDDCIiRSGVQGCSET*ACHCTP 
AWAT\NETLSLKKRRRG 


254 


14155 


A 


259 


1 


269 


LKRSSHLSLPRSWNYRCMPPCPANF*TF 
FVETGSHHIAQAHLKL\PPASA/FPKCW 
DYRHESLCPALDSPFTNINSATIITILQ 
GKCWHYC 


255 


14156 


A 


260 


387 


3 


PIjLQVAKINPKR I LDLNVKPKTI KCLQE 
NTGENCWDFGSGKDFLDMTPKMQSTK*Q 
ISKLIKIYNFSSKTQ/SFCTTDHENFLE 
D I VKR I KIQSHKLEKRFVNH I PDKRL I S 
RIYQELFRTQHE KPHT I K 


256 


14157 


A 


261 


62 


72 


LR 1 1 KFS EES MLKAEMG * KLGLFHQAVN 
KCNSLTVNEWNAKKRFLKKMKSATPVK 
THM IRK \ DMEKVLE VWIDQI SHNISLSQ 
SLIQRKVLILFSSMKPARGEEAV* * KNY 


257 


14158 


A 


262 


2 


193 


GGRG CS E LR S CH C I P AWVTRAKLSL KKK 
KKKNS KF/RELGNKGQFMGP * LRKGFTC 
YKKRSPLIF 


258 


14159 


A 


263 


3 


330 


QLKKKYYEELYANKLGNPDEMDKFLEIC 
ILQKLTQHKN*KFFKDSRRKSKMNRPIT 
NRLIQ* PKELPKRKTLRPDGFTGELYHK 
HFFFKLTKPLHKFF/AKIKEEEPFPNS 


259 


14160 


A 


264 . 


326 


43 


TQETEAGESL\DPGGRGCN*LGSCPCTP 
AWATGMKLPFKKXKKKITSLPELRFLSY 
TCS SSQNFLYLNBDTI IHPVAQAKNLGD 
LDSSPTDPIQ 


260 


14161 


A 


265 


311 


1 


FPPFP/ S FPLERKEKFKGRKKRGGTKRG 
PFPPFFPFSSLPLGFP/ SPQRA* FLLFR 
FREFLKFFFPFYLPPKPGLGKFFFFFFF 
FWDGVSLCRPGWSAVARSRLTV 


261 


J4J62 


A 


266 


5 


323 


DSTKAQKNTWS IEPGEVGTLIHC/ WVQ 
PL*KTVWWFLK/DVK/LELRYDPAIAHIi 
GI/YPKKNKT*TCTQVNITALFIMTKM* 
K* PKD/ P I NNEWVT/ KLWYMHTME Y * ST 
IN 


262 


14163 


A 


267 


3 


293 


GSLQPLAPRFK* FSCLSLL/ S AGEWHEP 
WRRSLQRSCHCTPSSLGYRAGLHLKKNN 
NNNNKSEVSRI CTI GI FLLFI Y/ CI YET 
ESHSVT * AGVHWLDF 


263 


14164 


A 


268 


3 


332 


HLS I INLNVNQLNS PLKAYTLPVW I * KK 
KWPNY\CCLQEIHFASKNTYKLKVKELK 
KKFQANE KEKHADKTG FKS KTV K \ KKNG 
HYIMIKRSVQKENIYIYMFLIADPDIC 


264 


14165 


A 


269 


3 


326 


KVLERHDVLKLTQ/DKICNLNM / PYTKE 
MES IVNNLPKKKTPGLHSFTGEFYQTFK 
NEMI LTS YNFSQKFEAEE ILNS FYEAS I 
LL\IPKLDKDIIRKEN*R/PNAKILNKI 
L 


265 


14166 


A 


270 


1 


318 


PYPAKLSSLSKGEIGTF^LDKQMIjKEFV 
TTRPALQEI LKGALNVLI * /LERKDHYQ 
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nucleotide 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=C/utamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, Wsoleucine, 
K-Lysine, L= Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /-possible 
nucleotide deletion, \=possible 
nucleotide insertion 














QMQKH 


266 


14167 


A 


271 


1 


318 


LKLLTSGNLPASASQTAGITGINHRAQP 
HLSFSL*LWNET/CVPG 


267 


14168 


A 


272 


108 


322 


DSKVI FLLCGNLTVFVCLFLRWGL/DS I 
THPGVQ WHHHNSL * P * T PGLK * S YHIiS L 
SS I WN YRRTPL RIiAFFL 


268 


14169 


A 


273 


341 


3 


GFFFPFPFFRQGFPLLAQVK/VPWGNFR 
SLQPLPPGVKQFSCLNLPKN/WGFSLKG 
FFKKGCHFPF* Y * I FFNGVKKPDI KFS I 
FTNPFFFFFETESCSWQAGVQ*HDLGS 
TRP 


269 


14170 


A 


274 


41 


328 


FWLLTPGQETERERESETERESEREREA 
GEAERGRETDGIDSLIYSKLYSKTIHLK 
ILEYI \ATYFKRIiFYNWEL*T*AK/TRI 
IEKPSVRHQCQQRS 


270 


14171 


A 


275 


3 


322 


EAQELL\DPGSGGCSELRSHHCTSAWAT 
KAKLRFKKKKKKKCPGRYLGN IVLQ* FN 
IIAKCDKYHIVKLIr/CFSSAYTASIQK 
L I QVS RT VTHRKNKKTRQ YVYI LD 


271 


14172 


A 


276 


175 


313 


STLI S YFRDRVLLCYPGWSAVGQSQFTA 
A*NFW\VK*SSSLSS\PSSW 


272 


14173 


A 


277 


254 


3 


RPRRQFGI EGS FLNQIKNI YKKS TANVI 
LYVDRLNAFSLISGTRQGCPLSRLPFNI 
VL*LPVNIIRQ/EKVI*GMQIVKEELNL 
SL 


273 


14174 


A 


278 


186 


1 


PETMQARRQ* S E I FKVLKEKN/ LQHR I L 
YPEKLSFQSEREIKTF\QRLKKFITSRP 
ALQRMLKE 


274 


14175 


A 


279 


288 


3 


GRLRGKKGFNPEGENSKEFFKPLPSGLG 
AKTQPVFKKKKKKKKTRNPIKK/WAKDP 
NRYLTKEAI *MASRHMKRCSTSCVIREL 
*IKTTMRYDYVLI 


275 


14176 


A 


280 


3 


329 


LKESSRLSLLCSWDHRFALPPMLSGLVW 
NSCPQ/CDPSASASLSIGITGMSHHTWL 
* WLF / C * ETGS HP VTQAGMQWYDP SPLH 
PTKKGVYLT/RRFWRLGSPSAW 


276 


14177 


A 


281 


233 


3 


IITKDKEEHFIMIKRSIHQQGITZTNIC 
VPYNRGSK*MK*KLTKLMGENR* /HSI I 
I AGDFNTT FS I MDRAI RKSAKNG 


277 


14178 


A 


282 


32 


309 


LPD I TPRDHLS PGTMDFIQETG CS KCWR 
GCGTPVCC*WECKL/VIVQSLSRTVWRF 
hKKLK IGQ VRWLMP VI S ALWD VEVGGS P 
EARSSRPAWP 


278 


14179 


A 


283 


1 


302 


CKRNNKAWMTVKLFTAWLSEYFTPTVET 
YCS * KTI P FTI L/ LLDDNAPGQPGVLVE 
MHKDMNVAFRPANTASILQPMNQGGIST 
FNS YYLRNTFP KAI VAI E 


279 


14180 


A 


284 


155 


1 


PRRFFFFFF* DRVLLCHPG* STAT * SCL 
TTKSASQV\RQFSCLEPPSSWDY 


280 


14181 


A 


285 


J31 


15 


DRSNPGRFLWTSNSSLYERPREIRPSSQ 
APPPVNDPI*T 


281 


14182 


A 


286 


1 


359 


FFFFFFSWFWCFSFFFFKKKGGAPGGG 
GPPPPKKTPLFSPQKKNFFLQKKPPGKG 
FKGPGLPPPNFGPG/RNGGPLKPGDPHP 
PDFTPPRWLFKPPF*KRGEPFFPPPGFP 
KNLFLKKVP 


282 


14183 


A 


287 ■ 


52 


419 


LEERAGTSWPKKENKKQHFCMKKKKKKK 
KKKKKKKKKKKKKFFKKGAQI FS F*GGV 
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residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alonine 
C=Cysteine, D=Aspartic Acid, 
B>=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Iso!eucine, 
K=Lysine, L=Leucine, M=Methionine t 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serinc, 
T=Threonine, V^Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, V=possible 
nucleotide insertion 














NL/H/SGPGPVLKTGGGGRHSPPPPPSP 
PSSLFFPSSSLPSLPFLSLPLPSFLPSS 
PPLLSS/CPPPLFSS 


283 


14184 


A 


288 


236 


325 


LNIRTPGSWLXAVAHACNPSTLGGRGRR 
IT 


284 


14185 


A 


289 


218 


409 


KVKGNKADLI RSANGS *N / VKG VLCHQY 
LEKSFCL3TEFHSCLPQLVHWPDLGLLQ 
PMPPGIARF 


285 


14186 


A 


290 


3 


426 


HEETGSPRLECSGMITAHCSLDLPKLK* 
SSHLSLGS / RHVPPCLAHFL Y 


286 


14187 


A 


291 


382 


1 


ANFYVTLVQ\QGFTMLRSWRPA+ PCDPP 
TWASQSAG ITGVSHHAWPKMSTI TLGVY 
S FGESEVFSI FKFYFLETGS S FLPQAGA 
* *CNHSSLYP*TPGLKQSFHLSLLSTSV 
YRYLPPCPLCPVLV 


287 


14188 


A 


292 . 


3 


309 


HE VP YFTLNQQLEM I KLSKGGLVXAKMG 
\ ISQ I VNAKEKFLKE I KS VI P VNTRMI K 
QNSLIA\ETQEVSLVWIEDQTSHNIPLS 
*YLIQSKFLTLFNSPKADM 


288 


J4189 


A 


293 


2 


415 


ARDQYK3CSTKK*AKDLYRHFKNEAI/HM 
ASNYK/KRCSIS*VIRKIEIKSSMTSCY 
THLQN/ALKLKSDNFKC*QKCTAMGIIL 
S WWECNLVQSLWTW \ QNLLMLNTH KPY * 
SAI /PTSGLYPTEMYRNIEQASLRMFWA 
WRGG 


289 


14190 


A 


294 


335 


108 


I PTPK* PLSSPP IHTP YTTI PKP /RPPP 
P *HPPHIHPPPPPLTP\PLPTHTLPTPT 
PTNLPH I PPLYS IPPSSPKIS 


290 


14191 


A 


295 


266 


2 


GFPKKVFSFPIGPPKLGFPNSVFS/LFT 
FFNPGLCLKFFQFFPFSAFLPLGFSFPF 
FFFFFFFF*DRAVLCHPGWSAWRSWLT 
ATLV 


291 


14192 


A 


296 


347 


1 


DSLQP * TRGLN * F FHLS FLTRWE YRCAP 
QCPAN ? FC/VFL*RWGFAMLPKLVSSDIiP 
ALASQSAGITGVSHCAWLVFLLFSLYFI 
HFSKASETPWAQNQSQTPSEYPATYNFK 
IYSC 


292 


14193 


A 


297 


284 


2 


CRQGFVLCRLVSNSCDQVLCVRLCV*VL 
GLQACAT * LGAEGVS I EFSC FHKGRGCL 
CRHRSS/HSMFSAWC* PHTHTHTHTHTH 
THTPSPMQLV 


293 


14194 


A 


298 


1 


96 


GTRLCIiGA I TTL FAAVCALTQKDLTKI V 
DFST*SQLGLILVTIGINQPHLSFLHIC 
THALFKAI LSMCY I TI IHILNNDQDSQT 
I RRLLNTMHINSTS \LTIDSLS * L/GKP 
FLN/GYY*QKDLTKIVDFST 


294 


14195 


A 


299 


3 


134 


HEGRD* PGNHGDTLSLLKIQKLAGSGGV 
CL\ KLRKLMCENHLNP 


295 


14196 


A 


300 


2 


333 


GVGREGGSREGGEEESGWNGGI RERRSG 
KREEEGKEYRDEVDRKERGEEGGRERER 
GRGWEEEQKGAS*C/EEGRVK 


296 


14197 


A 


301 


354 


I 


TENELLSRIYKNFYQIN/RYKQKNSIKK 
*RK*QAI/TrETIQTVNKHLKKCSISIiI 
IRELQTKTR* ILYT*LVEKKLKTNGI YC 
WECCRELGSC 


297 


14198 


A 


302 


1 


282 


GTRGMVAGAYNLGLPSSWDYR/ *CLPPC 
LANFFVSLVERGFTRLTTLVLLS * LYDS 
PASRSETAGI PLIHTSCIVYWSLRNNAD 
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NO: of 

nucleotide 
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sequence 
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NO: in 
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26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A»Alanine 
C=Cystelne y D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=G lycine, H=Histidine, l=Iso leucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutaminc > R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, \=possib!e 
nucleotide insertion 














IAILCKAQAV 


298 


14199 


A 


303 


361 


3 


LPKWWDYRHEPLCLATFFFF*AFPPVPL 
CMYVPPN/ RYVAFFFSLSS F * I CCTFTL 
Y I FPQLMDG* AVSS FLFLQ P VGVKFKKK 
FFLSFFK\ KRRSLGMhPRLILNS WAQVI 
HPPWPRPRA 


299 


14200 


A 


304 


2 


352 


ARMVSVS + PCD P PA* ASQS AE I TGMSHH 
AQPI 1 1 S * T IAYVS FSLSSLGT * I SSVR 
SFTKSMSQLLYFYYFVSL/PSFW 


300 


14201 


A 


305 


334 


1 


KNSFFFFFKRSIiGbLAQI* /VQWGDFKT 
LQPL P PG VKQ I SRLNLLKKWD Y * RGPSG 
LGKFW/IFL*KQGFPQLFQVVLNFFFF/ 
CFFETESRSVAQAGVQWHDLCSLQAPPP 
SSC 


301 


14202 


A 


306 


270 


2 


DWCAGGGGDGVPRRQVIFVILVETGFWR 
VGQAGFQLLASS YLPALA/ FPKCLDFRH 
*PPHSALKALFFF*DGVSLLLPRLECNG 
ASSPRA 


302 


14203 


A 


307 


306 


2 


HIFQCVCVCVCVCCWCVCWWCVCVCV 
KLVISQT*LSPLCSGP*A/CTFFSVCVC 
VCVCCWCV\CVCVCVCVCKVSDLTNLS 
TLCSGP*A*HFFSVCVCSC 


303 


14204 


A 


308 


117 


332 


S P PVLLRCSLSLS VQLNGKTIRFLK* LK 
MEL* FHSAI PLLG I Y PKGKKFLYQKDT/ 
CHSIFITALFIIAK 


304 


14205 


A 


309 


1 


351 


GTRKTNN* KWAKDLSRHFSKEDIRNGQ* 
V*/HMKRCSASLIIRIM*ISITV\RYNL 
TCIIM 


305 


14206 


A 


310 


1 


352 


PSPPNSPPSPLPSRPPQPPPYPPPPPRP 
PRSPL*YTPPAPPYW/PSPILTPSP/PS 
DPPEPRSSRP 


306 


14207 


A 


311 


1 


405 


FKPSP * PLTGALLGLLMTSGLAM* FHLH 
SIT\LLILC\LLTNT\LTIYQ*WRDVTR 
ERTYQGHHTPPDQKGLRYG I ILF I TS EV 
FFFAG YF * AFYHS S LAPTPQLGGH W P PT 
GMTPLNPLEVLLLNTSVI LAS * VS I 


307 


14208 


A 


312 


3 


176 


HE I LGSNF / CGETQVS IHCPG * S * TREL 
KQSSHLNLPKCWHLRA*TTVPGLTTI FH 
XiGKPKHKRVR 


308 


14209 


A 


313 


298 


327 


SLTLSPRL*KIKK*RKK*NKCWQGCKEI 
GAFTHCWWGCKMVQPLWKS\W*LPKKVK 
*KLSYDPAIPLV 


309 


14210 


A 


314 


344 


3 


HSTSLVIREM* IKTRMTYPFTTTKMAII 
* KNRS * \ WLGCGKTGSLIHSW * KC* MVQ 
SLWNTFGQFFI KLI * ELTI PLLDLYLRE 
MKTYDKTKTCI *MFI VALFI IAQNVKMS 
LV 


310 


I42II 


A 


315 


18 


321 


WALFVYCLEKKEFGQPPRLACFFFWDRV 
S LCLPG WRAVMGS WVT / VR PKLLAFN * S 
SHLSLPSSWDYRLIPPCSAKDSICEKNR 
VSTVDGADKKVRRGKEGD 


311 


14212 


A 


316 


289 


52 


ETSCDVPSKGILHFGKRNTHIMPEKWAK 
GMR*YFH\KEDK*MAHIHVKRC*TSLVt 
MKMQIKSSTPYHFIPPRLTKPLKSANTK 
CW*TCIWAIYLSSSMKILSHALCPFFWH 
DVCISLTEVKNAFTGHITRRFS 


312 


14213 


A 


317 


57 


324 


YCVTFFFFGKQSFVIiSPRIiNCMGPFVTVN 
CSLSLLST WNYGLVPGTQP FF\EFLVQR 
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nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 
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Amino acid sequence (A*=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, l=lso!eucine, 
K=Lysine, L=Leucine, ^Methionine, 
N=Asparagine, P=Proline, 
Q^GIutamine, R^Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop cod on, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














G FH YVAQVGLKLLTSGDLLP * GS KGAG F 
TGLTHC 


313 


14214 


A 


318 


65 


341 


Q WLLKSRS CY FF FL * DRSWAVAQA* VQW 
R/NPPPPGFKQF/SCVSLLSSWDYRCLP 
PHLADFW I FSRDQPDQHSGTS SLLKKKK 
KREIPNLPGLG 


3)4 


14215 


A 


319 


2 


182 


ARGDYRHMPPYT\H*LETGSCFVIQAGL 
ELLDSSHPPALTSQCWDCTCEPQSWSAP 
CVS I 


315 


14216 


A 


320 


345 


3 


MPPRQAHF\VFFI EMGFHHVARAGLELL 
GSINPPTSASQSSWDHR*SQSAWITGVS 
HHAQLGTITSYHILLFLKKGRAHAC*SQ 
HDPTTCLHVNLCCSLLLAISRPPTTTNIi 
PRA 


316 


14217 


A 


321 


122 


466 


QSFSTYC*KNWVTI/CFLKSIDSYLVPY 
TKIDSKWI IDLNVKPKTI KLLGGNMGEN 
LCHLMLSKDSSDVTQKA*SIEKQINKFN 
SHGGTRLRSQPLKRAEVGRVRLSPGGRS 
YSDL 


317 


14218 


A 


322 


3 


345 


HEDAVSAPCNLHLPGS SNCPASASRVAE 
MTVPA\PCPANFFFFFFLEREFGFCCPG 
/CK*K*VFQKKPKGKKKGRIEGKKGVWG 
PKLKERERKKRKKERRKRGKERKEVRTE 
MNGG 


318 


14219 


A 


323 


206 


446 


GNLHQCPYKWTKLAKYMCEKQDSIC* IL 
KECYQKPLLEKSHLIAQVENDEKPADW/ 
PLLRGEYVEWND 


319 


14220 


A 


324 


62 


327 


VERLLRDLRENFCRNPDGSEAPWCFTLR 
PGMRAAFCY QIRRCTDDVRPQGEAQAWG 
LQSRAGSLE PEGRGEVSA* W/ S ARTRHR 


320 


14221 


A 


325 


441 


1 


RKKK* ILQGL/EFRLEHWASPHRDHRV 
WPRQEGKLFSEGKNKATRMTVLYPEE/S 
S KKLGS RS * GSE / CTS VFRITLSVGYVA 
YTGAPVS I SERPSAAI YHRMNKV7* HQHR 
RHLLGFSEQEPVQGVEPLQGSSQGPKEP 
QPSPSNPAPRA 


321 


14222 


A 


326 


2 


358 


ARARTLR I MVNLNYAKSTLP VLCKGKNK 
VWVTAHLFTASFAEYFKPAVETYCLEKI 
FFKILQLIGDAPCHPRPLMDMHKEVNVF 
VPAKTS IQQPMD\ISPFKSYY*EITFQA 
GCCGSCL 


322 


14223 


A 


327 


1 


430 


ARENMPGHLHRC I I EQDWRIHMLI PKLN 
TQMIKI V* YW YKDRYVDTE/ YNNI ESTE 
VNLYICGELIFSRSAKIIQWWGKRIVLN 
KWOTDD/WNL/SCKSM*MDSYLTLCr\K 
ITPWIINPTGRAKTMRLLP/EKTGVSFC 
DFG 


323 


14224 


A 


328 


146 


374 


KCbMLTKPYNIMRLT*PYEIR*/CGDTF 
P * S YYA* TGTAVRTWGLTP VI PALWEAE 
AGGSRGQEMETILANTEKPRL 


324 


14225 


A 


329 


2 


322 


ARASRTFI VRKTQCIiASKDKLTLVRG* C 
S CDFQLKSMLI DYS ENPRALK/NMLYXR 
NNKAWMTLGLFTAWSTE\KPTVETYCSQ 
*\KITLKIWL 


325 


14226 


A 


330 


350 


47 


EMGFLHAGQAGLELLTSGDPPASAFQSA 
GTTGVSHRARPAN* KKKF/CLKT/RVFL 
CCPGWS * TPGLK* SS CFGLSSHWNYRHE 
PPRPAQFLLIDFYIiRHYRES 
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beginning 

nucleotide 
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correspond 

ing to first 
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residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino, 
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residue of 

peptide 

sequence 


Amino acid sequence (A=A)anine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K=Lysine, L^Leucine, M=Methionine, 
N=Asparagine, P=Proiine, 
Q==Glutamine, R— Arginine, S=Serine, 
T=Threonine, V^Va/ine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 


326 


14227 


A 


331 


753 


458 


FFFVE*GVL\HVAQAGLKLLTSRDLPTS 
AS* VAETTSTHHHA* LHLFNFEKYFCKE 
QILLCCPGWSRTPALKRYSHLCLPNSWD 
YRHBHCNEPEBISLI 


327 


14228 


A 


332 


256 


3 


TLVLMQSCLSLLSSWDYRHKPP/*LSNI 
FNLPMGLS GHNP I INGGISVSLDRWVL 
FLFC/LCFETGSHSVAQAGVQWHDHGSL 
HSC 


328 


14229 


A 


333 


25 


358 


TPDLR*STCLSLPKCWDYKHVPPHPANI 
FI * QKL FF I S DGQ YANVLT WFEGGTFHT 
*A*RPNHHSYKLRKDQTI I FI YLFF/LR 
WSL/NSVAQAGVQ/WHNLGSLQSLPPEF 
K 


329 


14230 


A 


334 


3 


329 


HEDWSPFWPGWSQTPDLR* SACLGLPK 
CWDYRREPPHLALNAFLT*NIFNL*W/C 
LSGSNPIIRSICIRFLGKGG*LLFIFIF 
VWFLTQSLTHSVTQAAMQWHDLGSLQ 


330 


1 423 1 


A 


335 


26 


330 


SQLLGRPRQENHLNTGGEGCSL/CKIIL 
VCFWLGHLLPVWFRC/ ILYLF/CWSLG 
FNFCFSLVL/CWFLLCFFCAFMFCLFY* 
WFVI CHFLFFFFLFYFFVMFLFF 


331 


14232 


A 


336 


3 


348 


DEVFKS/YH*HPMLKC*GDYSLIiFHGES 
DLDTTQ I LTHPSTTAM YFVH YCQS P * I L 
YGTIDT* PPVIHRNPIHIRTPYPCLQAS 
TAINLQLSHMNCNS KATPHSLGYHQTYP 
PLTV 


332 


14233 


A 


337 


2 


329 


ARAARAARVTGIAWAYHIjIGKGLEPFFF 
MALLFLR*GL/NSVTLARVHWYNHGSM* 
A*PPGLRCMSLCPA/NFLYFLVE/IGFA 
TLPRLQAICLGSSDLPTSTSGSAEITGV 
S 


333 J 


14234 


A 


338 


60 


354 


NGKECKKLiIYLSIYLSIYLSIYLSIYHL 
C* YL/SCLS I *LSN*LAVYYLS VCLSVS 
VCL\VAS Ch* I S I YLS IHLS FYS I DRIL 
AHHCVP PTCS LPHATH 


334 


14235 


A 


339 


] 


351 


RDADVMLLQI LVI FQAIALGVQTEGMAG 
VTHHDRVLVNWVRFPQCL/HRV* SNGT\ 
P*VGTSASERPGLKQSSHPSLPSSWDYR 
CEPPCPVNF/CFFV 


335 


14236 


A 


340 


190 


358 


FGSWLVFFF/CFLETDSRFAP*AEMQGP 
NFG*LNPPPPGLRGFFGLSLPGTGDYGP 
V 


336 


14237 


A 


341 


306 


119 


LRWENHLSLGN*GCSEP*FRHCTPTWTT . 
E * DSVS KQKQKQNNLELKKPGS S \ CWF 
LPETLFT 


337 


14238 


A 


342 


1 


122 


GTRGCGEPRSRHCTliA\W*QSKTPSKKK 
KKKKKKKTGPFFF 


338 


14239 


A 


343 


92 


316 


VCWDIPHRKSRTICILFYPhVIFLFETK 
ICSSFSF* KGCM/WLGAVAHACNPSTLG 
GQSGWIT+GHE/FKTSLA 


339 


14240 


A 


344 


83 


329 


ATAPAPCYFLI LCI CMCVCVCMHTS VCT 
/CVILCMCMGLCHIL*TCVA/CTCIiGMR 
FLLPAHI I ICVKRFCLMCGSGNSGSLCL 


340 


14241 


A 


345 


127 


357 


VGVLSRGRVLPCWPG*SRTSGF/SSPEA 
NSWPPCLANILYLVETGFCHVAQAGLEL 
LDSSHPPTSASQSAEITSMN/HRA 


341 


14242 


A 


346 


312 




LMNLNRSVGALLTRGVKCH KAFR STISL 
LIGALK* *QSKSDLGISLSKWKDLNND 
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beginning 

nucleotide 

location 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L=Leucine, !M=IVlethionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














I YRSLLRQSEEDTS \KWKDI PCS * TGTP 
NIVKMSILTKAIYRFNASC 


342 


14243 


A 


347 


350 


243 


FHHVGQDGLNLLTL* ST/PCLGLPKCWD 
YRCEPPRLAY 


343 


14244 


A 


348 


165 


338 


HTLDPASHEGPTFLFSL/PVEQCLK*LT 
LKVATI VLFCFCF * DRVTLCH PG WS AVM 
QSQ 


344 


14245 


A 


349 


328 


2 


S VCPHGS I NLS PAETTGACH / RRLA*N I 
DSRV*AKTFKGK*TNCSYNNNNNNNNNN 
NNNKPFLLLRLAGDRHPDQLCPPPRRCH 
FNGATPAG PPSCLRRSHHSSAVCS C 


345 


14246 


A 


350 


3 


338 


HEIEELITFHDRALIGNILICSLVLYAL 
FLTLTTKLTNTN I LHAKE I DTVRT I LPA 
I ILILIA\LPSLRILYITDEGNDPSLTI 
KSIGKQWY*TYEYTDYG3LIFNSYILPP 


346 


14247 


A 


351 


124 


382 


NTFKS * MSNKTKNAI RT* AKDTKQHFTG 
ED IQ IANKHMKRCL I PLGKR \ SLNQEI S 
PRVRINKIRPGMVAHTCNPNTLGGWGRQ 
IT 


347 


14248 


A 


352 


3 


368 


RDRASLFCPGWS*HPELK*SSCLGLPKC 
WDYRR/AATAPGLLCL 


348 


14249 


A 


353 


390 


161 


FSRDRIS PRWSGWS P / DLRLSP/ CLSLP 
KCWDYR/R*ATMPGTFFHFNLKNQDARN 
QIITCPNLTNKYIYMTSSFILVHS 


349 


14250 


A 


354 


123 


345 


LAPQH FAS LRiiARP/PAGPPCDRP LAPP 
RPS*FSPAPLPPGADRSVPLSPSVPP*S 
LPPPAGAPPR/PPPPRDSPRR 


350 


14251 


A 


355 


37 


393 


TKHFVSTCYVPEFIAGTNQRKRNRISVL 
ANVKDKQI I LLRVRTAI TEGYRNYHVLF 
LVFVCFFS P PKQGL / DS AFQAGVWWHNH 
NSL*P*TPGLKLSSHLDLQSSWDYRRVP 
/RMSSYF 


351 


14252 


A 


356 


2 


335 


ARETSKDRLTLLLGANAGGDF\KLKPVL 
LYHSENPRPLKNYAWST/LPVL* KWNKA 
*MT\HVFTEWLAEYFK?TVQTYCLEN\K 
FS I LLINNPLSH PRALMDRFKET I GVLM 
PA 


352 


14253 


A 


357 


199 


377 


VGSSCFLKVCQ/C*AVCVCVCVCVCVCV 
CVCLRCV/CVCL/CV\CVGFFFFLVLCG 
CGCVCVC 


353 


14254 


A 


358 


1 


335 


GTRTTCM YH VPPRSANF* LVLERWGLPM 
LPRLVANS PPQT I LLLQPPTVLPNPERT 
SALY/YRPLLDLSPTSLSPRIPSSPLTS 
SLSIPAPPRSHLAPPPPRPPPHPPIRPS 
A 


354 


14255 


A 


359 


3 


369 


KPS P * PLTGALSALLMTSGLA\M* FG FH 
S ITLLILGLLTNTLTI YQ* WRDVTREST 
YQGHHTPPVQKGLRYGI ILFITSEVFFF 
AGFF*AFYHSSLAPTPQL*GHLPLIVII 
LLNSL*FPTLY 


355 


14256 


A 


361 


337 


121 


L WSQLLGRLRQEDCLS PRSQGQNKP * CH 
CT?AWVTE*DSVSKKGKWYIHNKKSSL 
KKK\NSCNMQQFGGT 


356 


14257 


A 


362 


256 


375 


EKKTIVQYPHTYGINV* KNLPAKKTPGP 
DGFIDKLYWTFRGEITTSPHILFH*FXE 
VAVLLNSFSKXAASITLTPKPNKDIMRK 
ENYSPISSYIWNQCSFFLEQIFPIiSFKL 
NCPGLIIPH 
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SEQID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M | 

eth 

od 


SEQID 

NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C-Cyste ine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Iso leucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Th reon i n e, V=V al i n e, 
W-Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /-possible 
nucleotide deletion, \=possible 
nucleotide insertion 


357 


14258 


A 


363 


no 


1 


SQLLRRLRSQGACHHAWLI FVFS VDTGS 
HHIGQAGLKLLS \ * AIHPPCPPKILARA 


358 


14259 


A 


364 


330 


3 


RIMSASASQSAVISDMSHDVRLIDI*HE 
P * FYQALYS FRQ * ITSSPSYR*SYLLSY 
KWQDEARC/ AJFVTAW QAEAGGMIiEPSRIi 
VLDS * PRDLPTSASQSAGITDMSHHSC 


359 


14260 


A 


365 - 


1 


341 


SQYGLDFHDLSDLPTMASQSAGISGVSH 
RAWPASG*FYVSREVICSYRL*GYTPSL 
LVLE SGS SSVTQAGAQWHNHS I LYPHTH 
GLK*SSCLSITTR/WDYRHESP 


360 


14261 


A 


366 


2 


338 


ARMVS IS* PRELPTMASQSAG ITGVSHR 
AWPATGKF YVSRGVI CFI I * KDTHLFF/ 
CFLETGSSS VTQAGAQWHNHSLL* PQTP 
GLK* SSChS I PKC / WD YRHES P 


361 


14262 


A 


367 


2 


337 


ARAGILKH*QRKCKSIR\PLWNNVGYYI 
liKLNIGITHDPAIPFLVLYPSEMHTHAY 
*KTSMRMCITTLFIMAIN*KFKCS*SEE 
E / IGKFWYFT* *LLYSNENEHLQLHTTW 
IN 


362 


14263 


A 


368 


59 


348 


SAFGIQENEMPAGRGGSHL*SQHFGRPR 
RVDHLRSGVPD*LGDR/GETPSKKKKKK 


363 


14264 


A 


369 


350 


3 


GWSQIPDLRWSTHLSLPKC*DYRRGPHA 
QL* TLMYKYLFEHLLS VLLG I CPEVEWC 
/DHMAILCLISLGTVILSSKALHHYTFS 
P VT C KCSN F S I S LSTL VTFH C F LNAC Y F 
PLFSRA 


364 


14265 


A 


370 


908 


30 


ECSGTILAHCKLPLPGSCHSPASAS*VA 
GTTGVCHRARLIFLYFLVBTGFHRGLNL 
LTS * ST/SASASQSAE ITS VGHHAQL/ C 
LELELK* STCLNLPKCWDYPA* ATVPSQ 
FGSVFLRI F * PMFISNIGQLFS CSAFVW 
P * HQGNAGL I E* VRKYFLLFKFLKEFA\ 
RTGINFR*MSGRTDW*NHPVRGISLLKG 
F*LVI*CSY*L*VYPYFLLF*EVSLLSP 
RLECNGVHSESAGITGGSHHAQLVYPYF 
FF VCDS VLVGFVFLE I CHFI WLFNLIiVY 
LCLWYYLI ITLIAVKSQ 


365 


14266 


A 


371 


164 


I 


SCRQVESYGIKRITCISLASSWNYRHAP 
PRPANF\ * FPAEMG \ FLHVDQAS LDS C 


366 


14267 


A 


372 


3 


383 


MVS T P AEDAVNI VDMTTN/ D * E Y S LNL V 
DKAVAGLER IDSNFEI SSTVGKMLPNSI 
ICYKEI FHERKNQLMQQKSLLPYFNKLP 
QSIQHSAITTLISRQLSTIWQS/PPPTK 
/RFQLTEGSDD 


367 


14268 


A 


373 


1 


349 


TLLGNDH I YNVI VTAHAFW IFWIVTPI 
1 1 GGSGN * L I PL 1 1 GAP VMAFAR INKLR 
LRLLPTS \ I LLL\LAYAI LEAGARTG*T 
V* PALTRNY*NPEAYGHIiSMFSLHIiTGV 
SSISR 


368 


14269 


A 


374 


443 


2 


SSGSRS ECRFLPLLFNWLEI LAGAI RQ 
/EKE/IKGIHIGKVKVSIKLTEVINKFI 
KVA* YKIM\QKSWCLYTNNEQLEKKFK 
IPFKIAS KR I KYLBINH* GKDLYNENLK 
TLLKEMKENKWIN I PCSW I RRLNNVNI S 
ILSKVTYKF 


369 


14270 


A 


375 


3 


201 


LW I KKLDI I PI I PS *LFFNTELDKLI LK 
L I W KFRG PR / 1 TQNS FE KP I VGGL I LS D 
FKTYYKATVLX 
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SEQ ID 
NO: in 
USSN 


Predicted 
beginning 
nucleotide 


Predict- 
ed end 
nucle- 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 


sequence 


sequence 




09/515,1 
26 


location 
correspond 
ing to first 
amino acid 
residue of 
peptide 
sequence 


otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


G=G!ycine, H=Histidine, l=lsoleucine, 
K=Lysine, D=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=GIutnmine, R=Arginine, S=Serine, 
T=Threonine, V— Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 


370 


14271 


A 


376 


11 


324 


DKFLEHPPLLVLQAVAGKGSPLHCLSTL 
PTSLFI * DRVLLCSPAWSAVAQTWFTAT 
ASWAQ* SSNHSPSD* R/PHTTTGHFFCR 
DKVL/TMLPRLVSNSWTQAI 


371 


14272 


A 


377 


85 


364 


YQHNYSFCFISQYVYRLFFFF*TFFKKK 
G FWF *RLNFQGGNMG /SMEP * PP * I RQF 
FCLNPLN/SPDYRGPPRGANF* IFLKKK 
GFQVFPSLSKIP 


372 


14273 


A 


378 


1 


382 


GTSGTSYSTIFAGTLITALSSH*FFT*V 
GLE INMLAFI PVLHQKYT\ P * YTHAAI M 
HFLTDSGA/SVLLIEILLLYSNSLGE*S 
S I IELQLI S I FLSMMLVI PNKFGAAYYS 
I HAL CLDR PQLLH I LL I 


373 


14274 


A 


379 


24 


323 


IPGLKRSSRLGLLKCWDYR+DNFQHMCL 
KNFNNWAAY YFVCKI CCAVDPHGCS IKV 
SFFLSF/CFFFTKSRTVPQAEVQGGDLG 
*LEPLPPGLMPFSGLSL 


374 


14275 


A 


380 


2 


317 


AGWFQTPDLR*SPCLSLPKC*DFRG*FP 
CQKLFLCPIKIF*TRLK/CYLNTL*QSL 
PLMHFKKNVIYFILYKAALFFFFLRRSL 
/HSVAQAGVQWHDLG/S/LQTPSPGFK 


375 


J 4276 


A 


381 


1 


323 


VKRQPTEWEKIFA/TLYPSGKGLrTRIY 
KGLKQLEGKN/KSNNLILKWAKEDIQTA 
NRYMKRCSTSLI IRE I \MQIKTTTRYHL 
TPVKMAFIKR*/GNNEC**GYSEKRTLI 


376 


14277 


A 


382 


2 


248 


TQPL I LRCLPPRS IYRFNSIPIKI QVNF 
F\*EKEKSLLKFIQNLXGP*ITKTILRK 
KKVDGKTFPDFTMYYKATVIKTVSWYQ 


377 


14278 


A 


383 


178 


1 


HNPPLAI S FCFFPFFFFLRQGL/NSFAQ 
AIVKWYDHDLLQP* PLGLKRFSHLSLLS 
SWDH 


378 


14279 


A 


384 


312 


26 


FLRGVFFFFFLRRSL/DSVAQAGVQWPS 
FGSLQAPPPGFMPFSCFSLL/SFFFFFL 
VE/MGFTMLARKVSIS*PFGPPASASMP 
VEITGMSHCLANMFF 


379 


14280 


A 


385 


1 


849 


FFFFKQTKFI KLSKYKNI I KKS / SAFLY 
ISNYLKMKFKKI PST* L* FEVNLTKKLK 
HLTFYSKEHYTN*VTHKWNNITHS *TGI 
FNS * I FVLHKMI CRYNATS IKI PVTYFI 
DI F/BKAYLKFI WYHKT? * IAKAIKTKE 
GI / LPDFE IHYKTWTKTVWHLNKNRDI 
GQWSRRKREQKYISVFTAN*F* IQVTFF 
FKGNNSIFNK*CLENFMSTCR\KKK*DP 
HLTPYVKI NS K* I SHLNVRPKTLKLL\H 
QKIE*KPHWIGLGSKFFDLT*ISQDTKG 
RTSQSDHF 


380 


14281 


A 


386 


3 


318 


LREMCNALESLSNRTEQVEETTSELXDK 
AFE*TQLNKDK\KKRI *KNE*RLQEVWD 
CVK* PDLR I IG VPEEEGKS KYLENMFEE 
IIEQNFPGliARDLDIQIQVAQR 


381 


14282 


A 


387 


1 


382 


FTPTRTAWKK/SNDWCWRGCGSIGTLR 
HCSWECKMAQLLW*TV/WTFPRKIRQPS 
DVCCDMVIGLPYDPAVLLLGICPREMKT 
YVHTADMSVITSVSLVI I \ ADSENWLNV 
PSADEW INEMW YIKTVDY 


382 


14283 


A 


388 




341 


hxlenlenivkfl*th/tlprlnqekiq 
tlnrs i tsskiksli knt?trkekkk\n 
pg?kgfpreffpra\kkqgvptlgwpfq 
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od 


SEQID 
NO: in 
USSN 
09/515,1 
26 
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beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E>Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=lso leucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Ty rosin e, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possib!e 
nucleotide insertion j 














KFRERGSLLNYFYKPGLPRI PKLGKNPR 
GKKK 


383 


14284 


A 


389 


168 


1 


XKFFFFSFFF* GDRVLLCHPGWNAVMQT 
RLTAAS \TPGLKQS SHFTLPSTAGYTG 


384 


14285 


A 


390 


337 


I 


TGITPLWPLEV\PLINTSVLLASGVSIT 
*AHHSVISSIGNLI IQALLITItiLGLYF 
TLVQASE*FESPFTISDGIYGST*LVAT 
GFHGLRVIIGSTFLTICSIRQLIFHFT 


385 


14286 


A 


391 


1 


235 


LNFSYESSMYFALFTIVF\WVFLNF*KF 
FMN* I YHLCYVL * Y FLL V \ FVCLLTW FM 
VFCFFFFFFFFFFFFFFFCFFFS 


386 


14287 


A 


392 


1 


258 


S CDRLFANHLSNKELVSRKY I Y I F* KSQ 
DSTI RKQTDKK+ AQSLNRRFSTKDLQMG 
NKHMKRCSTPLAI /REMQIKTMLRYHCI 
PIG 


387 


14288 


A 


393 


2 


317 


LAYCNLCLPGSSDPPTSSSRVAGNYRGX 
HHDS VF* RAED INMHE IQ F I S FLFLNRD 
EVSLCCTGWS * TPGLKRASCLDLPKCWN 
YRHEPLCLAFFFNGSWFQCQI 


388 


14289 


A 


394 


91 


408 


LGAEFDVRAYLTSGRLTGPGVPFLTGFY 
S KDK 1 1 \ ETAN I S YTNA* ALS I TLIATS 
LTSAYS TR I XhhThTGQPRFPThTNINE 
DNPTLLNPIKRLAAGSLFAGFL 


389 


14290 


A 


395 


3 


165 


RNKKLKNNRHWRGC*EKGTLIHCCWWCK 
LVQPLWKAVW*VLR* /LKTELPFDPAIP 


390 


14291 


A 


396 


661 




LCPLSSFYRKCALLGFWFVCLFVFQIRV 
SLCCPRWIiQTPGLKGSSHLSLPISWDYR 
HLPPRLAIGAVFLI FVLMRTCLR* FADP 
ISLSFE*QQRN*LHILISLL*MVDICLT 
QFTKWIFL*PKNS* *LKRQCKLPKITEL 
/PKNRIQIYPTD*MSSIPHSLSFYLVCL 
FVCLF*MESCFVT/TMAAVQWHDLGS\L 
QPLPPGFKRFSCLSLLRSWDYRRPSPC 


391 


14292 


A 


397 


320 


I 


PDSKQQIFNVDETVFC/WKKMPSRTFLA 
REEKSMPGLKASKDRLILLVQANPAGGF 
KLKPVLTYH/SENPRAIKNYAKS\TVL* 
KWNSKVWMTGHLFTALNVLSPRRAL 


392 


14293 


A 


398 


1 


158 


C I G P MWENR L I LGGRGCSEL * S CHCTPA 
WAT \ S KTLSQKEKKK *NMRK VM I QC 


393 


14294 


A 


399 


264 


1 


LINEFSQVAGYKINKQKSLVFLYTKY\Y 
SKLSEK*IKKAIPFTIPAKKKEIKYLGI 
NLTKDVKDLYNENYKILKKI EDT\KKWA 
DTPC 


394 


14295 


A 


400 


3 


343 


HEQKRQSKVREVRELSQGLNNDR3CRWSQ 
DLNPGCRTVALSPYHHTRLALNCPGRQW 
FVGVNFF* RKKIFFFFKFWDRVLLCHLG 
WSAWPSWI,TAALISW\VK*SFRLGLLS 
SW 


395 


14296 


A 


401 


1 


345 


GTRKKTDNTKCR*VCESTGYFIHCWWGY 
KMVYPLGKLVWHFLKKV3IHLPYGTSAL 
LSLMIEKhTFT/CHTKTCTQM/FHVVhF 
PIVKKWKQPKCLPVGELLNKLWYISIHT 
IYSAI 


396 


14297 


A 


402 


102 


355 


DRVIRLANFCIFGRDRVSPCCPSWARTP 
GLKRSTSLSLPKCWDHT*ATAPG/LRAI 
LLYFWDYR CLSPDLVNFACEKFS VELVA 
FF 


397 


14298 


A 


403 


156 


3 


NNXNGFP*SMl»FQPSNGIiVSI *NI \PLK 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A= Ala nine 
C=Cysteine, 0=Aspartic Acid, 
E=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, I=Jsoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine ; P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Tbreonine, V- Valine, 
W-Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, ^possible 
nucleotide insertion 














*QKWFSFFFEERVSLFHPGWSAW*SWL 
TACSLDLPAQVILPPLSLPNSSC 


398 


14299 


A 


404 


I 


364 


GTRSEVIYKLLLQTPWVI*HMRTRLLLQ 
ACGAR * MWM I L \M 1 1 LGLVTCRLT I YQ * 
WRDVTR EST YQGHHTP P VQKGLRYG I ML 
/FITS* WFLSCVI \WVFF 


399 


14300 


A 


405 


3 


365 


HEQTSHNI PLSQS P I * S KI LM LLNS MKA 
ERGEEAAEEKLEASRGWFMRFKKRSHVH 
S \ KVQGEAANADVE ATAS Y P EDLVRT I D 
EDGDTNKQI F\NVNKTAFCWKNMPSRTS 
TAREEKQCLP 


400 


14301 


A 


406 


3 


356 


HERSDQLYAN/ KLDNLDKRSKFL\EGYK 
LQKLTQKEIQNTNRPTTRI /E I SKKKKX 
KKKKKKKNFSPGGFTGEIPPTFKGQFKK 
IFKKFFKNLGGEKTLPI * I YGAG/IKLL 
PKIKK/DPSKKK 


40) 


14302 


A 


407 


116 


362 


YKYSLTPQKLYNHSYIKKNHNKQNNRNH 
STTTTTKQPPPPGFKRYSCLSFPLS*DY 
RC7PSCPVNLF/CVFLVETGFHHVG 


402 


14303 


A 


408 


3 


360 


HEVRLWDFAFERNEGGGENEEKVDWLNY 
RMWFHLI F*AEC YS ICRLHAYYSCILGP 
VLLLLFVLI ILLFCCL/SFFDYF/VFMF 
FIFFYSFFFLLFSLFFSLFL/ CFIFLYF 
FIF/CFFLYFFFF 


403 


14304 


A 


409 


388 


1 


ALLKFPFPKVLKKPP*GSFFP*GF*LLS 
/LIFPPYFGRETLFFFF*NKVPLCPPDW 
SSMARSRVPAGSVFPVK\ESLSLSLLSV 
PPQVQVNGFLTFFFFFFSW*RQGLPLLP 
RMVWNS WAQAI LPLWPHAS 


404 


14305 


A 


410 


1 


386 


VFNAEESAY/ YWE I MPQRKFI R / EEKQA 
P*FRQERIS*YCANAWFTIRTTHICKP 
ANPQALKKKKKKKHQLTVFWL YTKKS * T 
MRTLFLDWFCQCFVPKVRKYLASKTLPL 
KVLLILDNAPGHLKPHIFK 


405 


14306 


A 


411 


2 


417 


AHHIFTARIDVDALAYFTYVTI I IDIPT 
GDEPFS * LATLR * INMK*SGAVL*ALRL 
I FLFT VRGLTG I AL PDL* LD I VLHDT Y Y 
VGAHFHYGLSVGAVFAILGGFID* WPLF 
\SCYTLDRPYAKIHFTIIFIG/VDLAFF 
P 


406 


14307 


A 


412 


295 


397 


WQW PGT VAHACNPRTLGS * GGRV/ TLRS 
GVRDQP 


407 


14308 


A 


413 


437 


3 


PGFGSLIGNLIPASGNGRKSKSCVCVCV 
CVSVCFKSCT*SLCEHLFTCLCPQICVR 
LQLKV/CPQNCVCWCPESGLFLDSSVCV 
RLCVCAWMAVWMGGSGSG*VCGCGC\KC 
I CVGPLLDS ELCliC VC / LLGQS KCDCGL 
RCRLPAWCV 


408 


14309 


A 


414 


2 


392 


HLQFIFFWILKIFHYL/FLWFWFYLTSM 
ALFYLQ^QKRNCMYEVFMRGLFF/SCGE 
GVSGSPASSSSSPSCSSSTRGGGAVGGG 
GLGFVCFLLLFWGFWFVFLFCWFLVCVG 
WVWCVWWVFFLLGV/CCWCFFF 


409 


14310 


A 


415 


376 


1 


GFQASKDRL/LLLG/ATAAGDLKLKPML 
I YNSKNPRVLKNFAKCTLPVIiYRLYR* K 
NYAWMTAHLLKSWFTEDVKSTIQ* XISF 
EMLLI INNVPGHPRTPMEMYKELNFF\M 
PANTS I P * PMDQG I VL 
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ing to first 
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Predict- 
ed end 
nucle- 
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location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alonine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, Lr=Leucine, M=Methionine ; 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T«=Threonine, V^Valine, 
W=Tryptophan, Y=Ty rosin e, 
X=Unkno\vn, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 


410 


14311 


A 


416 


409 


2 


FF P I KKKKFAG Ali VFF FFFRKIFFFFPK 
GEGKRGVLVSLNLLPLC* KDFFSPPPPG 
EGVLWPPPPGPIFFFFFLKKGFCLFCQG 
GFYNPSLYLI PLSPFKI WG* TRGFT/LP 
PPALFFYFFFF*DRVSLCHPGWNA 


41] 


14312 


A 


417 


425 


3 


RELLAFWQNFKLRPQGPFFSP\GPGGEK 
KR*SLPKTPPKGGPPGP/SPNGRLPSGG 
QLPPPRGG/SPQGPPPLPKGPQGWGPPF 
P*RSPPCPPHRIGVPQVSSSPTPGLVFP 
RGPLNPGNLGGTKKKKKI SSKAARDLEL 
VRTRG 


412 


14313 


A 


418 


1 


346 


LLPDRNLNTTFFD\PAGGGDLILYRHLF 
* I FGHPEGYMLMLPGFGI ILHI VTYYSG 
KKEPFGYIGMV* AMIS IGFLGFIV*AHH 
IFTV* I DVYTRAYFTSATI I IAXPTGVK 
VFS 


413 


14314 


A 


419 


2 


382 


LFSTNHTDIGTLYLLFGA*AGVLGAALS 
LL I RAE LGQ PGNLLGNDK I YNV I GTAHA 
FVINFFI VIPI 1 I \GGSGN* LLPLI IGA 
PDMAIARINNISFRLLPPSLLLLLASAI 
VEV*SRTG*IIYSSL 


414 


14315 


A 


420 


261 


378 


KKNFFFF * KLMFF* KFFL J FFPPKKKI F 
FKKKKKFFFYKI FF/l * KNI FFSPQKNI 
* PFLFFFI * YPFFFFFFFFFFFFFFFFF 
FFFFFFFFFFFFFFFFFFFFFFFFFTLN 
SliYFSGRVGGRV 


415 


14316 


A 


421 


124 


428 


KPAATHACAT I FMCLDQEAI I SN* H * AT 
TQTTEVSL\SFKLDYFSI IFIPVALFVT 
WSIIEFSL*YINSDPNINQFFKYLLIFL 
ITILILVTANNLFQLFIG 


4J6 


J43I7 


A 


422 


S 


355 


PVFS YNHS TLL TFSLS LS FFFFFFA PGK 
KGEKNGKPGPFRGGFFPKKI KKPFPPP / 
GGPKKPPGPGFPQKPHFPFKGGPWPSKT 
LFGRGGKPNFGGPQKPPLV *NP PSQGP / 
HGPSGGG 


417 


14318 


A 


423 


356 


3 


KPLGIDLTKKVKKLSKKNYKTLMKKIED 
DSN*KDNSCL*IR/MTILPKAIYRFNTI 
SVNI PMRFLPDAWADAW 


418 


14319 


A 


424 


2 


338 


PSVRLGGHWPRSGITPLNPVE/VGLLNT 
IRIiIxASGVSITGAHHRLIECNRHQI IQA 
LL I T I LLGL Y \ LTLLQAS * Y FQ AP FT I S 
DGIYG*TFFGSTGFQGLHVI IGSTFLTI 
CF 


419 


14320 


A 


425 


55 


342 


GPFTPWSLC*GDLQR* P/RAVKFFLKKK 
KKKKKGNP I RN * RDI S S * FLKNLETAVR 
NFWTFFSYFKSKKLIQKSDHPLKNVKKI 
LQNDKRYLKLDWG 


420 


14321 


A 


426 


2 


367 


DRRRFCTYHKDIGALYLLLGA*AGWCT 
AVSLLIRAELGQPGN\LLGNDHVYNVIV 
SAHAFVIMFF\MEYPIINGGFGN*LVPL 
ISGAPDMECSGINNISFWLLPPYVLLLL 
ASAIVEAGSRT 


421 


14322 


A 


427 


359 


74 


I CADYTRKPP YMGAP I EFSCATCVL* LT 
STQRECVCVCVCVCVCVCVSM* VALIPD 
SN/CIPLSAYVCVCVCVCVCVCVCVSI * 
VALLLDSNSYH 


422 


14323 


A 


428 


52 


361 


NYPQLSEI * * * VS*LHY/ LFSFLFFYFF 
* LVSR FVARLECS GAWH \ I IAHCSLDLL 
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C=Cysteine, D=Aspartic Acid, 
E^GIutamic Acid, F=Phenylalanine, 
G^GIycine, H=Histidine, I=lsoleucine, 
K=Lysine, L^Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *==Stop codon, /=possible 
nucleotide deletion, ^possible 
nucleotide insertion 














GSS / DSS PASASLVAGTTGMCHQNQI I F 
LFKKVFVGRVQWLTSVIPATWE 


423 


J 4324 


A 


429 


105 


361 


SRLFFFFFFFKTNFGFVPKVGVK/WAFF 
GLMEPFAFRVK* FSGLTHPRTWNYRNVP 
HCP VNLE F* VKTG FNLVDKAG PKLLT* K 
DFP 


424 


14325 


A 


430 


1 


379 


HAYHIVKPSP* PLTGALSALLMTCGLAM 
* * RLH S I TLL I LCLLTNTL \ S I YQ * WRD 
VSRESTYQGHHTPPVQKGL* YWI VLFI T 
SEGVFFAGIF*AFYHSSLAPTPQLGGHW 
PTTGITPLNALEGPL 


425 


14326 


A 


431 


1 


390 


KKVKKWKNLIFWIGRLNNVNMSVLHKVI 
YKFRAICLR/TFHFHRKKKNLTWA*KHK 
KALI PKTILKKNGKSGGITLSDYKM* YK 
TT I TTTI R FWWKF/ D INKYNKI TTHE I Y 
FHI YGQMYFFKIAKTFQGI K 


426 


14327 


A 


432 


1 


392 


TRTRGRTQ WD * T * LRP I / WT KKKKKKKK 
GKKRKKKKGVFFFYFFLGF* FFLWVFFF 
FFFFLGFFFFFWFFFFFFFFFFFWGIFF 
FFFLLI I YNFFCKF* FFFFFFGFPNFFF 
FFFWFFFFLDFFFYFFFPRV 


427 


14328 


A 


433 


382 


1 


RGGKFQNQKQKRKVSPPPPKKGFFPPAA 
PKNI KGGGKK* TPPKKGGVS \ P PPPKKR 
KSPPHKK/IGNFFPPPRGKGGPPKNPKK 
PGPPFFFFKNPPPFFFFPFFFFLFFFFA 
HKDGLLAREQTQAEVKT 


428 


14329 


A 


434 


375 


1 


KYSQLI FDKTAKAI K*SKDCLLKEWFWN 
KWTSTHKSLDL/SPFTKINSK* ITGLNL 
KCRI ITLLENNIEENLDRLGFGNDFLTT 
LPEAQSKTELISY/DFIQTNFCSANATV 
K+MKRQATEWEKIF 


429 


14330 


A 


435 


1 


459 


PTRPPTRPSTRTLGFTMLAKLGSNARPY 
/DYPSYSASHSAGITCVKHCARAVIHDF 
NGVHRPLLIW*EFLVEISFIFDFFLETN 
PGFITKGELQGHNLGSLQVSPPGLTLFS 
CLSLQKSGFYG/HIiAKYLVKF/CFGIFS 
XRGF*GGYPGGAQSPPP 


430 


14331 


A 


436 


14 


382 


MARNTSQKDIRIDPNNKCLWLVKKKKKK 
KKKKKKKKKKKKKKKKKKKKKKKKKKKK 
XKKKKRKNYFHVI \LKNKAVNNGSTITS 
TNVMSPGLHIRLI I ILSLMI YKKSTTE* 
VEKQTCYYILM 


431 


14332 


A 


437 


3 


192 


TPGLK* SPCLGLPKCWDYRR/AAAVPGL 
*DILAIFFHHILSESCLFLLVFIHCFNA 
NLFLRWSS 


432 


14333 


A 


438 


I 


364 


DRIALGTVDDLPGRPTRP\AHPI ILKVS 
LADRDAI*NLWQIPIVAS*YIPLGF/WS 
KAMPCSVDIYSSFEKKKKTVFFDRGQGP 
TPEIQVLGKAEGVKPFEPRGSKPSWRIM 
AKPKFYKRFKL 


433 


14334 


A 


439 


336 


2 


GMIPEMKGNAGP/SG/ PRKPGFFLG* KG 
KVKAWLNFKPPFRAFWPKKKILLPLGFS 
GILGPGPKGNLSRPGPPPQAFPLGFCQV 
LGP/SGPGVGFPKPGQIGWSNNPCLTLQ 
KNK 


434 


14335 


A 


440 


1 


333 


HKLENLENIVKFL*TH/TLPRLKQEKIQ 
TLNRSITSSKIKSLVKNTPTRKEK/SKK 
PLVPKGFTIEFSQLCKKLRVPVFMKPFQ 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E>=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L=Leucine, M-Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V= Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=$top codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














KYGERGLFLNGFYEPGLTLI PKFGKNPG 
G 


435 


14336 


A 


441 


320 


1 


WGINWWLSP*EKKGRPFLL\SHPKINSK 
WIKDLNVKGKI *KPLEGQIG* YLMIFGV 
EKGLFKGGPKYTLYKRKY*NRELLFIKR 
YFSLTEKS PAEI CHI KKLAKKK 


436 


14337 


A 


442 


$ 


391 


ERILRHDQVGI IPGM/QGWVRI *ESVDE 
I/QHV/NQLPKITHTITSVSVGKARDKF 
NIYS*FKLGKTEKERNFLHWIKSICTSP 
AASILLEGKESPF\PFRSGTRKD/CLL* 
P/LGSGMVLEALGTAERRTRKEK 


437 


14338 


A 


443 


363 


2 


HHVGQACLELLTSGDPSNLASQSAEITG 
MS YRAQLS IVTFSAYFLW * KLSHARGL 
ML* QS 1 1 1 /HVLHFHQVKKAFHVS / PEN 
SQPLHNVEPEDWIF*EHQRKTVPPIHTA 
RKLQDLEPCLV 


438 


14339. 


A 


444 


1 


900 


DSSAGIT/GICHHAQII/LFVFWETGF 
HHVGQAGLELLTSGDPPASASHTGGDYR 
HEPPLLASLSFLNKELCTWPERRRKPIF 
SLPKLDPNKRKFSFPP*LF/IGS*TLIW 
SLFCFRNVCTQLADPTKSIAYQSSLMKP 
FGQKS I CFGSEKFPDKVYLFS SDRKAKE 
QVLWWWEY* I *DMSACFQ*ALGFCY 
CLS I WN/ YELPEKFEVIiACSLPSRNNDL 
ILSLKKKSQNSFFVCVFFFFKTKSNFVP 
QAEGQGPLre*LKLPLPGFRNISCLNLP 
GSC\QTGAVPPPPVNFGFLKKNRVSP 


439 


14340 


A 


445 


3 


346 


QIGKVKKLNK* VPHEPSKNKL \ FLEASS 
LILCNKNEPFLSRIVTWDENWILYDNH* 
QPAQLLD*EAPKPNLHQKKKKKKKGLAP 
FWGAFSRGNPFYFFNPQQKLHF*KFSSQ 
KRG 


440 


14341 


A 


446 


2 


246 


FKCGKTRALMHCWWEGKMLRQI>\RKVWQ 
LLAMLNMELPRE PAAPLLS I S PRERK/ S 
TTAKTCA* MC I ATVC I TVKKWKHRLLG 


441 


14342 


A 


447 


38 


393 


VILHRQGLSL/ VTQAEVQWYDYNSL* P * 
TPGLKQSSCLSFLKSYCHG*LFVWWF 
KWM\GFTMLPGL I LNS WPQ / CNP PAVDA 
QIAGIRGFHS/VGQAGVQWHDLSSIiQPL 
PPGFKQFSHLS 


442 


14343 


A 


448 


54 


540 


RIPFEHASGFLQSSHQKPHCLLHPLSGQ 
VSSDGQ\FRKFGISRLGNSGIYKAAFPL 
HDCKFRRQS EDPS CPNERYLLYREWAHP 
RSIY*KQPLDLIMKYYGEKIGIYFAWLG 
YYTQMLLIAAWGVACFLYGYLNQDNCT 
WSIEVCHPDIGGMI IMSAQRDRL 


443 


14344 


A 


449 


2 


310 


FFFLRQSL/ DSVAWAGVQWRDLGSLQPP 
PPGFK+ FSCLSLPSSWNYRHAPARPANF 
FLYF* *RQGVTMLTRMVLIS * PRDLPSS 
ASQSAG I TGVSHHAWAKISL 


444 


14345 


A 


450 


2 


466 


KQKI FS VDETAFY WKKMPSKTFHS * REG 
TASKLHTAG* ILLGPNAAGDLKLKPVFG 
DDSGNLRALKNYAESPLPVLYKWNNKAW 
MTAHLFTAW FTEYFKPSLRS \ FRKI SWK 
I * LFMDNGPHH PRALMEMCKE / NAVFMP 
ANTTSILQPMDKGVILI 


445 


14346 


A 


451 


670 


212 


SSSSP*GS*YQNRTNTIPSPKKKQTKK\ 
KNNHYKS I FFTDAEIIiSNILANAIQQS I 
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E=Glutamic Acid, F=Pbenylalanine l 
OGIycine, H=Histidine, J=Jsoleucine, 
K=Lysine, Lr=Leucine, M=Methionine, 
N=Asparagine, P^Proline, 
Q=Glutamine, JR=Arginine, S=Serine, 
T=Threoninc, V=Valine, | 
W^Tryptophan, Y=Tyrosine, 
X=t)nknown, *=Stop codon,/=possible 
nucleotide deletion, ^possible 
nucleotide insertion 














KRFIRHEQLGFILVVLGWVNIQTPTNAT 
CYTNRLKKRNHMTILINAEVLYKIQPSV 
I*KLFPLRGAF 


446 


14347 


A 


452 


407 


219 


PL I S LRW ENHLG PGVQGCS E P * LCLCTP 
AWMTE*YPISPSQNKTKKQ\HTRKQNQH 
KNKCVXN 


447 


14348 


A 


453 


2 


395 


WFLWFRERSHLH / RVQNBAAS ADVEAAA 
S YFEDLAKI IDAG \ AKQI VSVEETAFHW 
KKVPSRTFITREKTTSALKG/RC*LSLV 
DNAAGHF*VEA\MLIYHSDNPRTL/KN/ 
YAESTLPVLYKWNNKAWMTACLFTS 


448 


14349 


A 


454 


424 


38 


EETE PL/ HRP I SS AS VELVIKNLPT/KH 
KSPRPDGFI AEFYKMQKE * LVP I LLKLC 
QKIKEEGLLPNSFYEASISLIQ\NSGRD 
TV/RKENFRPIFPMNIFAKILNKILANC 
IQQHINKLIHHYQVLFSSLHSR 


449 


14350 


A 


455 


2 


309 


PRVRSQTPGHKRSTCLGLPKCWDYRHEP 
LH PAT AS FLV AAV PGM / F AD P P / CNMHL 
NE * MNE * MNGDDASE I LS FEMRS HS VTQ 
TGGQWCSHSSPQPQPPGPPK 


450 

• 


14351 


A 


456 


3 


441 


DAWGLVLDRERPFFIFFFFFFLGNGGYF 
RGPGGRPGGEGPPMETSVSPVKKILRGP 
GQGGG KARKPH PLGG PRG PNHKTGG * KR 
AYPTGENPVLTEKPKFTGPGGNGPETPV 
IGKAGAGKPLNPG\MGGSRNPKWAHCP* 
TGGKKGK 


451 


14352 


A 


457 


1 


234 


PTRPNHLGLGDRGCREPRSSHCTPAWAT 
ERDWVSKKKTKG / EKF*KGRTK* MS * VE 
QGGSGGKGIFTLAISNSPLPFF 


452 


14353 


A 


458 


42 


470 


KRIPQLKKSPLPLKNPPGEWVGKINFPP 
PRER P KN F F * K KKTL KTP P KQKFLRKKS 
PFKKPHFLLYSKATKKQKRGKKXRAPPP 
KKKKKKENP K I VI FRTEI T VAS P VLS WA 
VKPI IHIFFPREKKPHA\KPPPP 


453 


14354 


A 


459 


2 


393 


DRPI EQWNKRERPR INLY IDGQMI FSKG 
TTAFE /WK*NLCNKYVWNAWIC\NRRKN 
P YhTSSRKINLR * I XDIKVK/PKAIKLP 

EQNIRCSL* vlg vgrd flenmny trkk\ 

I GKLD F I KI SQLGMVADTSNP I 


454 


14355 


A 


460 


338 


33 


GDEKIEKSFFFPISSLCFVP/AYL*QQI 
RLLI FTRNSRLLF I Y / CLFLEMGSHFVT 
QTGVQWCHHSTLQPRPLGLKQSSHLSLL 
SSWDYRHLPWLKWTEACAV 


455 


14356 


A 


461 


77 


435 


AKEVEASLSTLARP IS IQQQQQQQQNEK 
KNKN* PRIAKAI \LS * KGE ITLP/ELQL 
CYRAMITKTAWY*HKNRHIDQWNRRENP 
ETNPHTYSELI FDKGPKS I \ SLFNK* CW 
EYWIFICTR 


456 


14357 


A 


462 


157 


3 


NGRVDLKIQKLARCGGACLQSQL/RQEN 
HLNPGEKGCS ES * LHHCTPD * VTKQ 


457 


14358 


A 


463 


363 


3 


PSVAQAGVQWCHHSSLQPQPPRLR\HPP 
ASA/SQ+LGLQGQATALYIHKYILFPCN 
VLISFIFPFFFLEMRSH3V/SQARVQWK 
DGSPQPPPPELKRFSWSAELAVSRDRAT 
ALQPRRQ 


458 


14359 


A 


464 


3 


396 


LKEIAEKVKKI IKFKKQLRL*MKKI INR 
YLKEN/LNQLLEIKGTLRELQNAVESFN 
NRL*QIEEGISKLEDKAF*WTESGKIRK 
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E=Glutamic Acid, F=Phenylalanine, 
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K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P^=Proline T 
Q=G)utamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptopban, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possibfe 
nucleotide insertion 














INK* TK*TDYIKEPNLRI IDVPGGEEKA 
KSLKNLFEVIIEENFPGLAR 


459 


14360 ■ 


A 


465 


399 


1 


PPGVLLNGPPFFFFFLILGPGWVFGQPL 
XTPLVFFPNFQYHI FPFKISRI F/ LPTR 
FPFQVPPLCP*PFSSPWGLKWFILLSF 
FFFL*DRVSLCHPGWNAVM* SQLTAASN 
TW\VK* S SHLSLLS S * DYRCVLS 


460 


14361 


A 


466 


279 


1 


TTNI FNPRRVGSTDAGPLNMKEXEKENV 
KRRQATGWEKI VAKDTSDKGLLS KI YEE 
LLKLKNEKTNK* / I LCLKWS KGFNR YFA 
KEYIQMANK 


461 


14362 


A 


467 


2 


436 


RGELPQLDKYLKKTTAIILNGEEL/E/A 
CPLRSRTRQGCSLS PLL* KKFFP PKSH I 
ESLLFFN I I LEVLYSAVRQENE I KI VE I 
GKEEMKMYLFTDGNHLCKNSERIRN/YS 
KVAGYKVNV*T* ITFLYTSREQVEFEIK 
KTLSMNRFF 


462 


14363 


A 


468 


2 


420 


RTTALF*AVRQGRLSLQRLLLSFC\CLC 
PAARGEAYIG\RQASMSRCGLQAVQASC 
LLCL P KQAWAMAGAP PS ASLLPCS LI SD 
RCASSQPDSVGVGPSEAGVGYNLWRGL 
liSRSEKR\NIRLGVTRFSRCV /LSPLSL 
TRR 


463 


14364 


A 


469 


1 


416 


PSP* PIiTGALSALLKTCGLAM* FHFHS I 
TLGILCLLTNTLTIYQ*WRDVTRESTYQ 
GHHT\QAVQKG\LRYGIILFITSEGSFF 
AGLV*AFYDSRLPPTLQLRGHWPSTGIT 
P LN \ KLQV AVLGE PVLLAS * VS I T * ADH 


464 


14365 


A 


470 


211 


398 


I FFFPKMGGGLS I I LCWRRKRHPQKLK* 
STCLGLPKWWEYRCEPP/VPGQKKMKRP 
*KTKESPPLiVSGGASSA3NIKL*IALPP 
FLEKKKFKKQGFKDPPFPLFFTQNPGQG 
NFFFGKI * YCPP I F FFFLRRS FTLVAQA 
GVQWHDLGSLQPPPTGFKRF 


465 


14366 


A 


471 


62 


424 


TLMHCW W KW KMVHLLW KT VLNLL I KI N / 
RTLNHT* PCNPAIPLLGVSLREMITYVH 
KKPCP * MFI VALFMVTKNSKHLKCSLTC 
KWINKLVJSLYTMKYYLATKRKELLNHNR 
SCRNYSSDMS 


466 


14367 


A 


472 


427 


20 


LGLRLPFVEQEENKPYYPLAPFSPPEPP 
MSLYKNSPIYPGKGFLFPSKKNKIPPLN 
FLKMSNLF* /FALLLGNKDFHLLLLGGP 
IGIMGDNMATTSQMFYSRVPIFF/CFFE 
TGSHSVAQAGVQWCNLSIiLQSLPPRLK 


467 


14368 


A 


473 


424 


98 


NW YLY YY Y Y YHLLF* RQGL/DSAAQAGV 
QWHHHCSLQPRRHRLKQILPPQLL\TSW 
NYRHKPPRLSPYVAQAGL* LLGSSDLPD 
SVSQSAGIIGNEPLHLASL*FLFAF? 


468 


14369 


A 


474 


415 


75 


NHFLKFFPQTQANGPGGKNKFFFLKTRF 
CFFPPGKRPWAYYKSLQPPNSGGQQI\S 
APTP*IKGAPXGGPPTRVKFFFFFLF/L 
RWS LRS VAQAG VQWHDLGS LQAPPPG FM 
PFS 


469 


14370 


A 


475 


3 


413 


PVQKGLRYGI \ILCITSEV\LFFAGFF* 
AFYHSSLAPTPQLGGHWPPTSITPLDPL 
EG P LLI TS V LLASG VS IT* AHHS L I EN \ 
NRDQI I QALL I TI LLGLYLTLLQ A* E YF 
ESPFTISDGMYGSSFFVATGFHGLHVI 
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nucle- 
otide 
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peptide 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L=Leucine, M=Methion»ne, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W^Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 


470 


14371 


A 


476 


1 


440 


I TLTDRELS YY * ANRLL * LA YT I T F I V * 
I PLYGLHL* L\ PKAHVEAP I AGS I VLAA 
VLLKLGG FG VIRLTL I LNPLTKH IAYPL 
IiVLSL*GIIITSSICLRHKDLKSLIAYS 
SISHIALWTAILIQ'TP*SFTGAVILII 
AHGLTSS 


471 


14372 


A 


477 


2 


397 


L FVYNH I DVGALYLL FGA* TG VLGTGLS 
LLIRAELGHPGNLLGNDHIYNVIVTAHA 
FVI ILFIEIPII IGGFG\N * LVPLI IGA 
TDMAWPR INNI SL * LLPPYLLLLLASAI 
AEDGAGTGGTDYP PLTGNYS 


472 


14373 


A 


478 


442 


44 


SSSSPFTPPRGKFFFKKTPRKKFFS/SP 
GNKGFFSPLSP*KFFFFFNPFFFFGGFF 
PNFPPPKKNFFFKNSPGFFFFPPLKKKI 
FFFPPPLNFAPPKVFFKSPPPFFFFFFF 
FFFFFFFFFLRGHPWGREG I 


473 


14374 


A 


479 


1 


439 


PTRSPTRPLVLDRERPPFFFFFFKKGPP 
SVPPAGGGGANLG* GNPPPL/ GVKKFFG 
PKPPKIGE*RPWPPPPGQPECSFFLKKN 
GLPHGGQGR*N\PPPRP 


474 


14375 


A 


480 


420 


0 


YSPPSPPK/YRAPGKKFF*KKPRKEKF* 
KKKILGFFFPLSPLKFFFFPKAFKFFGG 
VGPNCPPPKKRFFSKNSPGGFIKPPLKG 
KNFFFPAPVKFGPPRGFFKGPPSFFFFF 


475 


14376 


A 


481 


371 


2 


NKI*NKFSKLNSKKSSSSSSSSSSSSSS 
SSSSSSSSSPSVNK*IKKCSTSLTISSS 
SSSSSSSSSPT*IAKIKNIDSPKCWQGC 
RETGLTV\LVQPLWWQFLLKLSMQII*D 
SANMILSMHARG 


476 


14377 


A 


482 


3 


335 


HASGKDRHTDQRNR I KNPETDT* IYSTF 
*QKC/RLI*WRKDSLVNKWC*SNWA\SP 
MKKIKLDLSSSSSSSSSSSSSSSSV*NV 
KLLGNNVGGNLQYRGLRVHTVDVKAQHI 


477 


14378 


A 


483 


1 


418 


GVR*FSPLNPPSRWGPKHGPPNL\LNFF 
FFFFVFLVETRFKPVGQAGLELLGSRAP 
PASA/FPK 


478 


14379 


A 


484 


1 


356 


FCANAVRSMIKTVLIDKATKP/RAWKGN 
YKYHLPVFNCKTGRT\DSGNPLNWFYQC 
FVPE I RKYLAR VGLPFNVFLI LDNAPGH 
PE PHEFNTEGFRWFLTPDMPL I QPLEQ 
GVLRTLTA*YQCFVPEIRKYLARVGLPF 
NVFLILDNAPGHPEPHEFOTEGFRWFL 
TPDMPLI QPLEQGVLRTIiTA 


479 


14380 


A 


485 


166 


406 


FIFWGSVSSSAEGGGWSWSSLPRVTVR 
PDETVDVTI HLLKE * CRPGAVAHACNPS 
TLGGRGGRI/TLRSGVQDQPSQHG 


480 


14381 


A 


486 


107 


429 


FWVTQTFGFFWLNPPGGLELWPPPPCPG 
NFGGNFKKKGGFPLWPGGVQTPGPRGIT 
PPGPPRGGK'RGGPP/SPGPGFLGKPKG 
GGP 


481 


14382 


A 


487 


399 


2 


GSPAPGLPKGWGFRGGPPGPGKFVFFKL 
PKGGFPGAEI FLGEFFQRGKKGLGPI FP 
PVFLKTEEGGTLS/NSFFXGRVFLVFKP 
KAG P KKKKKKTN Y KP I YLNNTDT KF FNN 
MLANRI *QCIKEVMQYDRTRG 


482 


14383 


A 


488 


419 


2 


PPPPPPPREKKGGLYFNPKIFLGKSFPP 
RNPKDPS * KPRVGI FFEGPKPPKKKKF* 
FGPWGKPPGDG*RKNPFK\PFFFFFFFF 
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Predict- 
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nucle- 
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location 
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residue of 

peptide 

sequence 


Amino acid sequence (A=AIanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L= Leu cine, M=Methionine, 
N=Asparagine, fMProline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V= Valine, 
W=Tryptopban, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, V=possible 
nucleotide insertion 














*DGVLLCRPGWIAMAQSRPGLQEWNSIS 
KKRSGPCVhGISS KEVPDAWADAWADAW 


483 


14384 


A 


489 


629 


0 


SSSSR* SLLiCKCFKN*GEKIRNPIEKWA 
KVMHRLFTKRCINI * KDVRSTSLMVRET 
*ITTTLRYHFSPIRLSKT*KLNRTLYG* 
DCGETGIFIHCWWECKMF*VL*RE/VWQ 
YLIKIiL/liHIPVDTA 


484 


14385 


A 


490 


2 


351 


KNRPEMDPGM*GY*VNDEGDTTYQQGNE 
ELRS / WCWDDNRLAKVKLDLYFPPHITI 
EINSKWI*DLNIKNPPIHVLEENMN/I* 
F*HVGIGKHYLTI *LKI*NP*K* * IWLH 
ENKMYCL 


485 


14386 


A 


491 


42 


507 


NLAK* IQ* * IQTIMHHDQVSFIPGIQGW 
LNILKSINIIYYTNRL*DKTHITISIDA 
EKAFDKI * YLFMKG K\ KPLSQLG I SGN/ 
YLKLIKGIH 


4S6 


14387 


A 


492 


18 


417 


REGKKSRVHHFNI KQGRVMSTKH* KTQL 
/SHSNAHSNKAQISKSQPHGLHDFFKKK 
KKKKKKKKKKKKRGEKKKKKKRGKKKKK 
KKKRGGGPP*KGVREALFCFFWRKKFFF 
VGGGGGKTPLGCLQADTPLWGA 


487 


1438S 


A 


493 


413 


82 


FFSSPPPPLPFFFPHLFPPPPNFFFFFS 
PPPFFFF/PPP*KTKFPPPPPLFFPPPP 
LFFFSPPPPPFFFFFSPPPPFFFFFFFF 
FFFFFFFFFFFFFFFFFFFFFFFFFWL 


488 


14389 


A 


494 


1 


413 


P TRP P TR P PTRP P TRP VLDREH S P SNLP 
KKKKKKKKKKKKKKKKKKGGGPLKKKPG 
GAKKKG/EKKKKKFF*KKGEKKKPPGKF 
GKKKKI WGGEKRAKTPQKKKTP * GKKKI 
LKGEGGKKNPKPRGGKKFFSGEKKKKK 


489 


14390 


A 


495 


274 


1 


IYRIDCAYMKKVERSKISILSFHIRKLE 
N/QLNPK* /RRRREIKIGAEINEIENRK 
* IEKINETKS YF\WKISKPLAKLIKEKT 
QITNTRNRAY 


490 


14391 


A 


496 


336 


1 


VFQYTYNKLVSMFYYCF?L*RWGLTVLL 
RLVSNSG\PSD\LPSSAS *VAGTTDAHR 
HTQLCFTTLSDLLEPYFHLGSFIFSLL* 
FFFLNTESHSWQVGV*WHNLGSLQPLP 


49J 


14392 


A 


497 


445 


382 


PRVLI FFFLTPRGPPPPPPPNKVFFPPP 
PPQNFFFPPPPPPSVJGGFAPK/PPPPPK 
SFFPPKPPPVFFSPPPKEKKFSFPPPPH 
FAPPPVFF*PPPFQ 


492 


14393 


A 


498 


430 


2 


SPPPKPTRM*\KVKFGR*KKGGGGGGGS 
PPLS P PLWGS KPWP * VPKGR/ PLPG * A 
GKPPFFLKFQPFPRPGGGPRCPPLFGGL 
GQKNGFTPEWLiLL* PKFSPFPSSLVDR 
RIYCLLKMLEYKSVMMILLFASCLNLYT 
FPIV 


493 


14394 


A 


499 


363 


3 


KXLVTPARVLGDI I PRWRFLQMPQQREN 
FLCQVWMTKP PTT I FVKTKTGKWYLIS h 
KRFCPAKKKT/ IKILVNRVNRQPPEWEK 
I FANYASDKGLISSL YK0LKQVYKRKNN 
PITK*VKGMY 


494 


14395 


A 


500 


145 


435 


VFMCINSSFLLFIPWYEYTTVWPVTCRR 
T* MFIAALFV I ARKWN * S RCPSTGNi^/L 
KLWYIHTME 


495 


14396 


A 


501 


162 


I 


FYNYTIIFIYLFIFIFLRRNL/DSWHT 
GV+WRKLGSLQPLPPKFKPFPRLSLP 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A= Alan in ' ' ~j 

OCysteine, D=Aspartic Acid, * 

E=G!utnmic Acid, F=Pbenylalanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K=JLysine, L=Leucine, M=Methiontne, 
N=Asparagine, P=ProIine, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
YV=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /-possible 
nucleotide deletion, \=possible 
nucleotide insertion 


496 


14397 


A 


502 


343 


2 


IKKFRWGPKPPLKEPPGV/SPDFPII/N 
FGNPGPVPGKDFKFPNFPKKKKWGGRAP 
PWPTTPGG * MGRFP* PPAFGVPRGGDG 
SPPPGAPKEGPLSKKKKKENEKEKERKE 
KSARL 


497 


14398 


A 


503 


23 


405 

r 


KGRNYLWEKKKKNMLVRGKIGGGPPPRI 
PKF* KVI FKTPPGPPFFFFGPPLNFFFF 
KTDAPLFF*NHPPKSKIWALAPPKKKIF 
LNPKKPPPFFFPPHFFKKNFPRAFFKNF 
\AFSPRGGASPSPPP 


498 


34399 


A 


504 


418 


247 


PPKWGF\ FPKPPRGFFFPPPKGKKFFFP 
PPG* FGPPQGFF*RPPPLFFFFFFFFFF 


499 


14400 


A 


505 


26 


426 


GCTGLLHS *MYAJCWCCT0HPI T* VLSP 
AFI SRI S YSPTHPQLILFF* I FFLFLVE 
TESCHIAQAGLK/LPASSSLPVWASQSA 


500 


14401 


A 


506 


337 


2 


IPNLKESA/CPNLPKGWGFKD*PPPPSQ 
ISLIFKYPKFLKFEI*KKKPPLKKGLFW 
WV* RKKAPVGF * G\ EMALGEKFFFFFFF 
FFFFFFFFFPRRSFAFVAQAGVQWRDLG 
S 


501 


14402 


A 


507 


454 


2 


TSKTGQPGRRGSPFPI *WAAGQKRSS PP 
RRGSRAEAIiLTSQTGWPGRDTPHFPDDG 
RPGRGAPLFPDGAAGQRRSSLPRRG/VP 
GRGAP \QSQMGCQLGRGAPHFPDGVAGQ 
RCFPFPRWGSQVEALPTSQMGQPDRGTP 
H I PDGVAAGQRR 


502 


14403 


A 


508 


390 


13 


RIPPPKSRWKGKGPF+VS*NPRPQI*KN 
FLPPPP*K/YGDPRGPPPPPIKFLPLKK 
KGAPPI CPGCFE I PAPRESPPLAPPKS * 
NSRGNPPPPPFFKKKNPLFWGGKTKKLK 
I FFFFFEAGS C YVA 


503 


14404 


A 


509 


2 


282 


WQFLTKLNILPYEPVIMLCIYPNESKT* 
IYTKTYA* ILLAALFIMAKTWKQGVLKK 
V\TDKVWHIHMTEY 


504 


14405 


A 


510 


400 


250 


L,LSVTQAGVQWHDHSLLQPQTPRIiK\HP 
PTSAS * VAGTIGAYHHAWI IFFF\ IFIY 
CRDAVLLYWLGWFPKGLLKCWDYWCEP / 
RMSGLFVFWSDLGFRSEVS* ILSSWDYR 
CVPPCLDNFFF 


505 


14406 


A 


511 


99 


242 


VTKEKEGHFIRIK*LrHQEDTTTINIGV 
PNNRTLKCMKQKLTELKKE I 


506 


14407 


A 


512 


139 


374 


S LWG KR I F F F FG AD PH F VPQAGGA \ WGN 
HG*LQPTPVGLKKSSLLTFPISWYYRLG 
TPPPANFKI FCKNGVKPCCPACF 


507 


14408 


A 


513 


23 


401 


S TCLRLPKCWDYRRESPIiPALCMI/FIi *M 
KGKYVYMGFFI\LFFFLFLHKI * LLQEN 
FVYVCIiKKNKTKLKA* TKKQKKNETG*N 
I LVDLNVLS * KKW KCLLWGFI LFYF/NF 
LRQSL/NSVAQAGVQW 


508 


14409 


A 


514 


7 


386 


FFVFSTHITLLFLFLFFFFLFPRPPGFF 
LAGKKNTPPAPPEKPPPP\PPKKKRGPP 
FFFFGPPQKKPPNSPRGGRGPPPPRPPR 
KMEKGGPPPPREIPPPPFFF*PPKTPPP 
PPGGGGGGKKTPPKR 


509 


14410 


A 


515 


370 


2 


FVFFQWLPS*NSFLFSPF*KGLC*RDL 
AFKRFFPWPPNKKLWPSLF*GFLKNS*K 
FNFSLKSLEVPFFF\CFPKFFPWI*AFP 
RFFPFFPPPP*RG*IFFF\*DGVLLCHP 
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Amino acid sequence (A-Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Giutamic Acid, ^Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleueine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P^Proline, 
Q=Glutnmine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
YV=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














GWSAWQFWLT 


510 


14411 


A 


516 


I 


163 


NTREKLSGGGGTQLS * /LLGRPRQKNHh 
NLGGGGCSEPRS \HCI PAWMTE * DPVS K 


511 


14412 


A 


517 


1 


390 


RIVRVYYKHLC/Y*GSVNPREKIDNFLD 
TFNLSRLNQEEIETLSTPISSSIIETVI 
KSPPT\KQKSPGPE 


512 


14413 


A 


518 


47 


312 


EYTGL I LRLYI E / LFTTQH * KQKALNQA 
K*LAKGLNKHFIKRGCMNDPKHMKKSSA 
SLAIRKM* I KTMMRCHY I LT* MAK I ENK 
TESTRP 


513 


14414 


A 


519 


320 


1 


QNP INKQ * KKNNKKYRLV* HKKPPP FTT 
. QPHQSNQHQ\PN**PQKHT*TKNHHTPP 
PPP*SPPPPSLSPSPPPPPSPPSSSHPP 
LLSPSPPPPSSPPSSPPPRTSP 


514 


14415 


A 


520 


1 


368 


LKTQQEANNLILKWAKDLNRYLIQK/VY 
RNVKHTKRCPTS \ RELQ I KTRYYYISI R 

* RVKYKKRDNTKC * *GRBTTGTLVIHYS 

* EYKMV * PLWET V* QFLTKL /E*SY/P* 
DPAITLLGIYSKELK 


515 


14416 


A 


521 


2 


264 


GKKI PMLYFAE IEKCILKFV \ KRS * KAK 
* ILPKNNKAGGLKFPDFKTYYKAAASKH 
QVGGLWKELRSTLQAQQTWVPREELRST 
SPS 


516 


14417 


A 


522 


1 


408 


LEKMSTSLAI/RVMQSKTTMKCHYIPIR 
KAKI*NNDNIKCWQ*CRETGPLIYCC*E 
CT/LVQPL*KTV*QFLIKVNM\DPAFVL 
I FIPKK* KHMFTHKKNCKHTFRAALFVM 
ANTRI IPNIFQFVEWLNKLSYKHI VDY 


517 


14418 


A 


523 


320 


3 


TYIYIKTCPRMFT/AVMLTITKKQKQPK 
YPPTDE*NV\YIHSNAYYSEMKRNEVLI 
HATTWMtf PKNIMLNKASSRKRPHTI *LH 
I YEMSRI IQYMVLCNCLLLPSMF 


518 


14419 


A 


524 


426 


9 


AELPASPTPGTCTPQPLGSGRDQVP\GA 
VGGTHPGGSGLAGSPP*GGLGMAGCKS * 
ALPRGEVTEAWRQFKCGERRQASSTGGP 
GAPSAAAGPGAKPLTAWGQRHQPAAPSA 
G PAEPLPTQNWCWPASNPGSRTRLSLHT 


519 


14420 


A 


525 


13 


461 


ICIWRKMNILLPYTKLNSRWIADLYVKG 
TTIMFLEVSVREHLHDSQKKIF* *DAKL 
MNQKE*LDILDSINIKSFVH*KAPLREN 
KGKLQSAIHIYEKGLVSRIYEELLQ\TY 
KETLKAWKKKIDNPIEKWAKNLNRHFTR 
GCPSIYKHVK 


520 


14421 


A 


526 


288 


570 


ATGSLCCPGWS I VAIHGFNHSAL* LLTP 
GLKHPPASASQVAGTAGMSDCTQLCKIN 
F FVFVFL/ RRQSLAVTQAE VQ 


521 


14422 


A 


527 


3 


438 


AVSHDCTTGLQPG * QREI L YQRKKKGTF 
SPLPPPSPGIGGKPALPFWGPKTWPPPG 
IPPFLFSPPPPSQSGGGPRPLETIiAGSF 
SQNPWNLRDGAPPPPGGGFFG/CPPFGP 
PGGLG / P PGAPP P PLKNFPKKKGGGGGF 
LFPPQAKG 


522 


14423 


A 


528 


2 


616 


FFFDTEWRSVAQSGVQWRDLGSLQAPPP 
GFTPFSCLSLQSTWDYRRPPPRPANFFL 
YF* *RRGFTVIiARMVSIS*PRHLPAIiAS 
QSAGITDVSHRALQVCFITTLL* LSK/H 
QFKKAGVTL/ PHLQCLHEIGLDCVLHKH 
/WSVKHSPP/HKTNVC 
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Predict- 
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peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
^Glutamic Acid, F=Pbenylatanine, 
G=G1ycine, H=HLstidine, I=Isoleucine ? 
K=Lysine, L= Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Argininc, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 


523 


14424 


A 


529 


57 


485 


RHSSLGNKSETQSQMKKKKREKKKGKEI 
SFDPAISLSI * PKENKSLYQKD/TCICM 
FITALFIIAKTQNQPKCPSTDE*INKRV 
\IYI YIYIYIYIMKHYSPIKKNEIM/ sf 
AATWMELEAI I ISEIWQKQKAKYCLFSC 
I 


524 


14425 


A 


530 


399 


3 


FFFFFFFFWENPPPPPK/WRGGGKKKAP 
FFKFFKYKK * LFFF*GGGGGHQQKKKKK 
KSSSFFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFFFFFFFFFFFFFFFFFFFFFF 
F*FKGFLLGTTHASAHASAHAS 


525 


14426 


A 


531 


491 


4 


SKWI KDLNLRTK/ TTKFVEET * VKI FMN 
LGLGNDFLSMTPKA/LKIDKSDFMKIKN 
/FCS SKD/TI KEVKRQHTEWVKI FTS YI 
FDKGSTSRTCKEli/RKQQQNKPIQKCSK 
VLNRFFFREDIQLSNKLMKGCSTSLNH 


526 


14427 


A 


532 


184 


509 


PQ W PAH S FJjP ALG S SGTG P Y * WRQ I FD 
SKDKESSQ/WSHETSDRPKPADHRRRSR 
PSLATSP\PRLEPHPSLPNHSGLPILSS 
LPWGAVALAPTHFSALAWP *RPLPCNSQ 
GEKFFFWFGFF\ERESHSATQAGVLGHD 
LGSLKPPPWGSKGFFCPSYSGG/WNQKN 
HLSP 


527 


14428 


A 


533 


401 


3 


VIREMQ I KPLH IQ/ PGWL* S KSVKKY * Q 
GCGQS/NVLIHY/WLKT*IMGPFWKIVW 
QFLIKLPYGTVILLSGIYILWRMEKKPP 
KFCTQIFIAAFFIIQ*PKSENNPNIHQP 
KNQ * DVHMY I HTMEYYLAI RMN IH 


528 


14429 


A 


534 


419 


93 


SLAIRQM*IKIPPRYTRVAK\IEKSHNT 
KYWKRHGATGTLIHCWWECKMA*S*KIW 
*FLIKSNINLPFNPVILL*GIYPREMKT 
CLYKD \ CM* MFMAVS FIEQNGKQPKCL 


529 


14430 


A 


535 


414 


2 


NFLARGY INCGPQFFFFPPRKNLKWGVP 
LSNFPPKL* KGGI FGEGPKKVKKNFFFF 
FLFFFFF*KKPPCSPRLKAK/WKIFGPL 
KPPPPGLKKFSFLTPKKNGDKRGGPPRR 
GNFFFFFFLVFLVKTEFHYVGQAGLK 


530 


1443J 


A 


536 


32 


435 


DRATALQLG * KS E TS S YKKKKKKKKKKK 
DGGAPLKKNPGGAKKKPGEKKKNFSPKR 
GGKKNPPGNFEKKTNFGGGKNGAKPPQK 
KKT/AWGKKKKLKGKRGKKNPKTLGAKK 
FPPRG * KKKKKP PAARPGKAS S 


531 


14432 


A 


537 


348 


1 


E YI KSTHQMGKNY PLKNTVS SGQVQWLS 
PVISAQFAIAKSWSQPKCPSLNEWIKKL 
WCV/WCVCVCVCVCVCMMEYHSAIKRNE 
LMAFAVT*MRLETI I ISEVTQEWKTKHR 
MFSL 


532 


14433 


A 


538 


523 


66 


TDQTSHNIPLSQSLIQSEVPTLFNSVKA 
E*CEEA/AEHKFEASRGWPTRLKERSRL 
RNMSV\GEAAGSPEDPATV/INGGGRTQ 
PQI FS VAEATLNWKKTPCRP F IGREKS M 
PGFRASKDSLTLCRDFKTHLCLVFHYWN 
AKIWQVY ILLKVTAKI 


533 


14434 


A 


539 


413 


2 


RDKV* PCCRSWSQTPELK* STRLCLPKC 
* DYR/R * APAPGPFLL* VHRHVS I FKSG 
PLSCRCSNFQD/HDS I KPS FPTIQYAHG 
NKFQL*7PDTLI FFLKWS FTFVAQTGVQ 
WHNLS SLQLLPPG FKRSDAWADAWADAW 



549 
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C=Cysteine, D=Aspartic Acid, 
E=Gtutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=lso1eucine, 
K=Lysine, L^Leucine, M=IVIethionine, 
N=Asparaginc, P=Proline, 
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X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 


534 


14435 


A 


540 


385 


2 


iMASKHIKT/CARQLAIREVQIKTTQYHV 
I PTRMAKVKKT/ DNECWHGC *NTLINCW 
WDCKMMQLLWKK/ S VWHSSRGKMYVQLP 
CTPAIPLLGIYTELKTCSHKN/T/CT*T 
FIAALLVIAEKWK\KCPSAEEW 


535 


14436 


A 


541 


44 


398 


RPPFFFFFKKRPLWXKKQGFPPPA*RGE 
I PS AKK\ PPLGPVSGPGNP PGP * KP / PQ 
NPPPLGGSPFGKKPPLDIPFPGGPIKGK 
KWGGPPLAGGATTKN/PPPGGNFWKGGK 
APPFPSQKF 


536 


14437 


A 


542 


370 


10 


FFLRTKVSLFPRVEG\KVQSQLliAAPPS 
WGQVIPPLQSPE*LRQKDPFSPGG*GCS 
E PCS CPCLPAWMTEPNSVS KS * XKKRKK 
EKN* *KKKKSFINTTGKIRFRI IH 


537 


14438 


A 


543 


1 


370 


FLLRHILLCHPGFCSVATAYCSRDPGSS 
D/PLPPQAPLPDQ* PRLQA/ WHRLAP PH 
SANFF**RQGFTVIiARMVSISQPCDPPH 
WASQGATATKADDYQK 


538 


14439 


A 


544 


50 


395 


IPGLTRQWLLDPCASPSTPPYT/P*VQP 
STPQNSSPSPKTHNQKGLPMPLSPTPKP 
STAWKKAILEHTSSSSSSSSSSSTCRNR 
NGYTYTVPEHRPARGHTASQTRKQVLAA 
THKP 


539 


14440 


A 


545 


1 


370 


LCSVTQAGVQRRKLNSVQFPPPRFKQVS 
CLSLLFFFFF*KRVFTLFPRLEGRGPI I 
FNGSPTIiRG*GDPPV*ASKELRTKGGPH 
QGQLINLF/CLGATGPTYGAQGGFKSPG 
LRRWAPLGPPRA 


540 


14441 


A 


546 


178 


365 


YKKTDATKTKMDK* DS IKLKSFSTVKET 
INKGNR\QPTEWEKIFASHTSDMGIISQ 
ICKELKQ 


541 


14442 


A 


547 


n 


236 


KGTTKLWKLSDFKS YFKAI VI KTVRN/ 
WHKYK\HIDQWNRIQNPEINPHIYGQMI 
FKKRAKNKQWKKDGLHKKR*WSNDFQET 
CQEQTMEKGRSSQEKMM 


542 


14443 


A 


548 


355 


3 


I KKKNLGRXRFCFFQEEKTWP * TPKKKP 
LENPGGVFPNPGFPPFFKAKIPEGPFPG 
V/SFF*RGGFKGYPPPLFFFFFFL*DGV 
SLCHPGCSAVAQSRLTASSASQVHAILL 
RHVDEGR 


543 


14444 


A 


549 


1 


373 


CFLICRHTSHMWRIWFQTTAINQIWQ*K 
ESQKWSQ\LYI * KLHLLYEVO* HFV*K 
YTQ*LLLENADTK* AHAVGKM VL IDLLK 
AALSL I FNL * KNK*NLKNWPGMVAHACN 
PSTLGGQGGWLTS 


544 


14445 


A 


550 


446 


2 


NIDKAPTVLGKMVSIFPTSRSPPLGPPK 
CWGHRREPPRPAYFGI * ILFLTPP*NPL 
NNSPQHLSGKISGIFSDPSLSVFFSSFF 
FAPPPKKFMLCF* PFFFFFF*DRVSLCH 
PGWGAVERSWLTAAP I SQ\ IR* S FHLSL 
LSSWDHRHA 


545 


14446 


. A 


551 


342 


26 


WAPPI FFFP PYKRS PQK? FPP PGENNSR 
GF* IFG/RGGFFKKEGLSQFFFFFLKKV 
FFFSPGGEPQGYFPPPKASFLKRIFFPP 
PPIKKGDPGRGSPPRGNNNPFF 


546 


14447 


A 


552 


3 


167 


QPHLQDCL*QQNPVAVG+AFSSHPRDSL 
NNPW\WPGAVAHACNPSTLGGRGGRI I 


547 


14448 


A 


553 


3 


413 


TLITALSSH * FFT* VGIiEINMLAFI PVL 
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TKKINPRSTEAAIKYFLTQATASI ILLI 
AILFNNILSGQ*TITNTTNQYSSLIIIM 
AIAIKLGIAPFHF*VPEVTQGTPLTSGL 
LLLT*QKL\APISFIYQISPSLKKK 


548 


14449 


A 


554 


441 


1 


S S PP PQARGEI FF * KNPGEE I SQHNKKN 
EVFPPPPP*KFFFSPKAFIF/RGGGGPK 
RPPPKKKFFPKKTPRVFYKPPQKKKKFF 
FPPPVKFGPPRIFFfCSPPPLFFFFFFFF 
FFFFFFFFFFFFFFRMGCDRWHGKFWIL 
RDGF 


549 


14450 


A 


555 


3 


455 


NTNSSMYVCIYVFILRQ3L/DSVTQAGV 
Q WRDLSSLQPLP P \GS WDHRKLAQQ * YL 
FNVLLLE V \ FVYERGT I MVP I L * DCNVN 
CRVFGTRS LS VYCVMG I FYRC /HIESML 
CDRCFIFFDIGSHSVTQAGVHWCNLGL\ 
MKPLPPG*RNFSGLN 


550 


14451 


A 


556 


1 


299 


RRMRQENRWNPGGTGCSSPRSHHCTLAW 
ATEHDSVSKKKKKIRSSLGKKT* FYHNI 
LKAMG/ CITGIHKGPEGAWQREGHFTPP 
QGPKKAPQRGQTYPDP 


551 


14452 


A 


557 


3 


391 


PVWWNSFEASSGWLIGFKKRSCICNIKV 
QGETAS AS VEAGVS Y P EDLAK I TDEDGY 
IKQQIFNVDKTT/YY*KKISSRTFIVRE 
KSMSGFKASEDRLM* FLGANAASN F * LK 
PILICHSKIPMTFKSRAKS 


552 


14453 


A 


558 


337 


1 


TRFPPFLGGFSTKFFYRPLVRFPLL/RE 
RKIFPLPPVFVGGFPPALGPFWGFLFFN 
FSKKRPFGFFWGFFF/CFPKFLPFKPFL 
GFFPSFRRGFFFFFETVSLCQPS*SAW 
Q 


553 


14454 


A 


559 


117 


419 


IPPLLLGVGLFFFFFIRKKRGVFSPRWR 
GGGSNFGLLETPPLG I DPFSGLTP PKS W 
ELRAPPPPPIKF*KFFLXKNGF*WVSPG 
GLE I S ALLVF P A/ S AS Q 


554 


14455 


A 


560 


347 


1 


IYKELKQLCRKKSNYLIKKWAKNPNRHF 
SE3IQMANRQMKRCS\TTPVI IREMLIK 
TTLR YPAS PVXMAF I * DR * * * M F / KQR C 
GEKGT/H/CWWECKSVQPL*RAVWRFLK 
KLKILLP 


555 


14456 


A 


561 


2 


375 


IPPPLQNGEKIFMII*TGAEKAFYKIPF 
PFPIK/TLNKVGIKGNFPHIIRAL*EKP 
PAY I FHGEAES FPVRSGTRLCPLLLLLF 
HPVLEVLVRAICPLK/E/IKGTQIGKEE 


556 


14457 


A 


562 


391 


2 


ASGSKGKKKYPPFLRGSPPLPGNPLFFL 
EGGEGKFP* P/RNWGPPPKIFPQKGQGN 
PFFFFFLKGPKGGGFFPPQGEKGVGFPL 
PGEKSQRPF*GEKGGVPPP*RKKPPPFF 
FFFFFSETVLLLPKLECS 


557 


14458 


A 


563 


384 


3 


ISDSGVHPLGLPKRILLCQLSYHVWP+P 
KCFC/PHLCLFMTLFQPP*GLPSVCAPS 
KQESHGCFPISVARQEC* PLFPKNLDT* 
HFVGNFLKFFFFFF*DGVSLGHPGWSAI 
LTHCNLCLPGSSNSLPQ 


558 


14459 


A 


564 


522 


120 


SLFLPTLECNGTISAKYNLHLLGSSDCP 
ASASLVAGITGMCNLCLPSSIDPSTSAS 
+VAIDLRK+ *GARGNCPVS/VLEKGWPE 
AEMGRGESASWWDPRLGRPGVAKRI CRR 
HCCPVQQPQVSMEPSGPASPN 



551 
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X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
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559 


14460 


A 


565 


73 


264 


KDRK I DQ WNR I ES PQI KS MTI HL WS FDF 
FLQGY**KDRKIDQWNRIESPQI\NL*L 
YIYGHL»IFFYKGTE/ iqwrkktlsskwf 
WDNWIFKCKQ 


560 


14461 


A 


566 


413 


1 


EKKKKVPSQVL.TPKPQVLGNFPRFSEEQ 
*LSLVPVSSLPLQSL.SGKNQGP*ARRVA 
LCFGKSPGSQQIWF/RLP/EDIVTTVQA 
SYSKKRLFLSLLDFQYVLQRREGAVNSA 
NLSLAPW 


561 


14462 


A 


567 


397 


1 


FLGQDLTVAWARVQWCSHGSLKPRLPGL 
KGSSRSATG/ SASPYLVPMFLSNLFWHV 
YIL*LYKTMTGI*MEM*FTPSCPMYSW 
RDV* I FFS FETEACP VAQAGLQWRSLGL 
PQPPPPGPKRFSCLSLLTSWD 


562 


14463 


A 


568 


437 


1 


KFSEDPAKLIGEDGYSKQQVLNAN/ETA 
LYWKNMLSSTFLARKETSMPSKLQGTG* 
LLLGANAAGDFQLKSMLTCHFKNPRALK 
N YATS PLPVLHKVnSTNKAWMTVHLMTALL 
TEYFKPTI KTYTYHNTTGSLTTPHASAH 
ASAHAS 


563 


14464 


A 


569 


234 


1 


FFPPFPFKASSPPQGTSSSRGVF/PPFF 
PPPKKGFFPKIPPGSSSPFPF*EKTYFR 
FPPFFLAPPGVFFR 


564 


14465 


A 


570 


2 


396 


FS * AF YHFGLALTPQLGGD WS PAGITQV 
KSLQVPWNT\SGLLASGEEIT*ADHNV 
I QNNRNRR I QALL I TVLLGLY FTLLQAS 
E^KIPFTISDGIYGSTFFECAGLHGLH 
VIIGSALLTICFIPQLTFDC 


565 


14466 


A 


571 


3 


403 


HASGLPSSWDYRRPPPRPANFFVFLVEM 
GFHHLNKAI IKS FACNEIQPLSAVSVAG 
LVGCV*VCKCLFPVL*Q*LFQF* /S/HS 
IANWMREWPLRLSLF*LIC*GERMSGFA 
TQSRRDPCSLPGFLYQVLSLAKFR 


566 


14467 


A 


572 


100 


371 


YKSNDFYVYGILHFLTTI \FFFFFFKKK 
KFPPVFQVGGQGGNLS * LNPLFLGLKGF 
SCLKIiPRSWNNRGAPPPPPNFGFFSKNG 
VSPCNPG 


567 


14468 


A 


573 


371 


1 


REGARES /TWSSSHTPVQKGLRYGIILF 
ITSEVFFFAGFF*AFYHSSLAPTPQLGG 
HWPPTGITPLNPLEVPLLNTSVLL7VSGV 
SIT*AHHSLIEN 


568 


14469 


A 


574 


353 


103 


SLQLQPPGLN*SSHLSLIiSSWIYRHKFP 
C PANVRF FV FFCRDGVLbVAQ AG LRA / S 
ASQSAGITGVSHLAQLVNPLLFYFSRAG 
D 


569 


14470 


A 


575 


1 


206 


FCIKKIIGFIPGK*GWFNISQPV*SLTN 
R I KEKIH I SMTAE P I I S I ITEKVFDKI Q 
HPLILQKPFGQK*EYKFLNLIKGICEKN 
/PIPNIIYNGEHjKQGCLLSPFLFNIVL 
EDIVIQSVKIKEGINIETQELR*SLTNR 
IKEKIHISMTAEPIISIITEKVFDKIQK 
PLILQKPFGQK 


570 


14471 


A 


576 


157 


255 


YISPTPPFPPDLPF*NYLPNPKLTSPAP 
NFQIY 


571 


14472 


A 


577 


365 


3 


PPHPSVFFF*KSPPPPPPLFFFPPPPFL 
FRGGPLYYS PP/ S PPLFFSRRGKDTNP P 
PYSGLSVAGQTPPPPPRRTPPLVSPPPP 
P FFFF * RGG P KNKKAKKQTI TFKS P PGT 
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NKPKHKNDRDI 


572" 


14473 


A 


578 


2 


323 


VGSWE PDEKVSHRELLLS FLFYPFFSHI 
SS * ETL I DFALTS TDI WALWHDAENQTV 
VKYINFE/HVWVT*FCHPTSPQAISC*E 
DERPGAVSHACNPNTLRGRGRQIT 


573 


14474 


A 


579 


369 


1 


AHLKGTLGGFPDFPFINLEFRGGLTSCP 
NPLNNWE*R/RPPPPPGKIFGAFFFFFF 
FKVETGFHRVDLLVLIS*PCDLPASASQ 
SAGITGVSHRARPTPG*FKKKIMTF/CL 
*KWWSHYVAQIG 


574 


14475 


A 


580 


394 


125 


AAEGEQGREGWRNRPRGRERASDRERER 
VR/ERGEERERGEERAPQ* SERWR/E/R 
SRERERVRELWSDSDRALEREALLR 


575 


14476 


A 


581 


416 


1 


KGQDL YGEV* KVLLKVIKQVLNKWKDMS 
CS \KINI LI SFP IRI ALKFFF /ELDE I / 
CSFV* *NKC*RIAKEVLKKKQ* CLGGHL 
/TSPH I RRS YNTTFSQSI WCCYRTKQID 
*VTO?TQNPEKDLRI *GDLIYDLRCCSSS 
RA 


576 


14477 


A 


582 


3 


403 


NCFSQFNVIIMEIPAKFFIDINKLILKC 
FCKGRS I LKKKR * EDS /QRRNFLVI KTV 
WYWQRECHIDQWDRINNPEINLHKYSKL 
ILDKGAKAIR*TKES/I/YSK*C*NWKF 
CM*EK/ IDPKIiNPLYK 


577 


14478 


A 


583 


402 


121 


QSLIHSKALTLFNSMKAEEAAEGKVEAS 
RGWFMRF * ERNHLHW I KVQVE ATS AGVE 
AAASSPQD*GKTTDE/GGYTTQQIFNVD 
ETAFYWKTMPS 


578 


14479 


A 


584 


255 


517 


IYIFGFI FRGRVLli/ CTHPS * S WLQS * 
LTAALNFWAQVS /LPSSWDYRCTPPCLA 
FFFFFCRKGGSTLCPRLVGNSNPLKFPP 
LGTPCF 


579 


14480 


A 


585 


1 


414 


SSHSCCSKA*SSMGPSPAFYKLVPLFLC 
LFIWDGVWLCHPGWSAWQSLLTAASTS 
Q\VHPSS\CLSLRNSW/EYRYVP 


580 


14481 


A 


586 


392 


43 


CWDYRCEPPCLA\ TETGSSYISQAGLEL 
LASSNPPMVCHPKCWDYSHETMHSAQNF 
FLKGIS*F*LCCSHFIHNHLLWLGKVIH 
TYTHAHTGLEKYKTQCLDVKCI YSDLLD 
GAIK 


581 


14482 


A 


587 


1 


394 


GTR/YGINLFITSEVFFFAGIF*AFYHS 
SLAPTPQLGGHWPPTGITPIEPLEGPLL 
NTSPLLASGVLIT*AHP5LIENNRNQGI 
QALLITIVLGLYFTLLQASEDFEDPFTI 
CDGIYG* TFFWTGLHGLHV 


582 


14483 


A 


588 


190 


3 


DGINLKIPGGIFFFLKARSHSVTEAGMR 
W/P/NYGSLQPRPPGLK*SSKLSLLSSW 
DHRHAPPSC 


583 


14484 


A 


589 


157 


387 


TKKRGRVGGWWIKILGINLTKEIKDLY 
SENYKTSLKEIKER/DTNKWKNIPCF*T 
ERVNTVKMS ILPKAI YRFNVIP 


584 


14485 


A 


590 


891 


0 


PPPPFFFFLPALIFFFPPPPQ/PKTPKK 
KKNPPPPPPP\PPPFSHIP*QFLSPPPQ 
HHHFIHHPPPQPPFHPFYYNPFKFFFF* 
NINVPPPP* K* IYFF*TKFFFFI PNIFF 
F\TKKKIFLSPPPKKFPPLLTNLSLPIL 
IKNLLSKPPPPQI 


585 


14486 


A 


591 


1 


496 


GTRAYQIVKPTP+PLTGALSALLMTSGL 



553 



WO 01/64835 



PCT/US01/04927 



SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQ ID 
NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=AIaninc 
C=Cysteine, D=Aspartic Acid, 
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X=Unkno\vn, *=Stop codon,/=possible 
nucleotide deletion, Y=possible 
nucleotide insertion 














PMRVHFHS ITLL I LRLLTNTLTI YQR WR 

dvsrestyqghhtppgqkglpygimlfi 
tskgfffarfl*afyh\ssltptpqlgg 
hwpptgmtplntlkdpllntcvllasg/ 

VSIT*AHHSLIENNRNRIIEALIjMTIV l , 


586 


14487 


A 


592 


175 


2 


PFFFFFLLRHSLTLAQAGVQWCDLCSLQ 
PPSPGFKRFSRLSLP/H*PGMVANFCIF 
SK 


587 


14488 


A 


593 


107 


733 


AAAAAS KVLM * REGQLPGAT \ GTGGVQA 
* APGS VA/ AEGAS VEGPGFGDTAPAHQG 
LSPTRSHGQGGAGRAS/SSQQGSPGGRG 
DGASE VWSGAL / S PGGGKDGAS AS VPRG 
PYAEAEKGGWALRGLGGVAAPGPPSRAG 
QAPSGS / YTGPNARPAPWP I PGQGGGLR 
RDQAG*VSSWTGSTEPGAHTAHRAPGHG 
GKGGS PQQPHPQGPGQ I PT 


588 


14489 


A 


594 


10 


435 


FKWLLKSHAICFWTRS*SYCDNVCVPSL 
WAHHLGIRTE I PEFFLSKFLCTSI I PHF 
TYRRQLRLI QGSTE * EA* EDKLEQK* AL 
GAAQFTLPGMDVFVCFVFCF/ CLFEMES 
HSVT*ARVQWCDLGSLQPLPLGFKQFSC 
LGL 


589 


14490 


A 


595 


437 


3 


DEPKKWXTIPCSWIERTNI/VLKMAILP 
KAI YRINA/VPI KLPTSFFTEVGTFSQN 
* KTTILKFRWNQ\ KRA* I AKATQSRKNK 
ASSIT/PDVASNYKTTVTKTARHWYNNR 
HVDQW13T I ENTE I KLHTYSQ * I LSKAGT 
SKQWGKEHV 


590 


14491 


A 


596 


2 


498 


FFPFLGKTKPPTHLFFFPPPPFPIFFFK 
IFFGPLFKKKNPPK/PFFKRPPSFPKNF 
FFFSPPPPFNPLFSKAPPPIFFFFFKKI 
FFFPFPPLFKKSPPKTPL* ILGFFPSFP 
FFPPGFPFFSLF*GGVSLCHPSWNPWL 
SRPSSKLASAFRMPPVEG/SPFPPSP 


59) 


14492 


A 


597 


1 


311 


RRVSSESRWRSLESRGRSLEIQGRMERP 
RCQRFRENSCVAPRHCKGPGGKGLQALF 
*VPVAQLGEPGAQLGDPGAHGEATVPEV 
QGE/PAALLPGTAK\PGGEGSPGFIPPR 
HCRGTGEEGSPGFTQGRETS KAQQRTGC 
LLSCRGCLCLSVSGDS 


592 


14493 


A 


598 


302 


2 


FLRF FHH KKFT KALNRHFS KD I L I LLS S 
NHMKGCSMSLVIRD/MLLKIT/MKYQFI 
PTRMA/IIKKTDRYWQKN/CEKI*TFIH 
CW*\NEKMVQPSWKAVWQFLRK 


593 


14494 


A 


599 


3 


386 


HTWPPPPRSPTAPPARTQPPSLQSALPA 
PQPGKKKKALRNEKG*N3SKKG/RGQPR 
PPPLRGPNGRTRS PAGICKGGGGFCPGV 
SKAQGAPRPGGRETWPGFFGRRPPLPR 
GPGPPGVLWTSRHCPLR 


594 


14495 


A 


600 


374 


53 


EGFFFFFPRWVGGQRALFWSPHFPPPGV 
KIFFPPPPPGWGGLRGLPPPPFNFFFFL 
KXKGFSPFCPVFSQLPPAGVPPPPPPP/ 
TGLDLRG*PPGPPPFFFFFFFFF 


595 


14496 


A 


601 


393 


1 


VSPPKGCVSENKIPPPrGJYYFAKTFVHV 
KLFGV7^PLFLQILF*GPFLTSIRGLIL\ 
W I PYS PG Y\ TLTLL I APRH FLRTI I PVF 
RSVLPKTYLGLSGMPRRYSDYPDAYTT* 
NIGAFRIARESWGRKLDL 
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596 


14497 


A 


602 


1 


155 • 


FCFVT* SG VQWRNHDSLQPLS PGFK* FS 
/CSSWDCRHAPPHLASFCIFRSTRP 


597 


14498 


A 


603 


170 


455 


KPNASLKRVLILCIQLQSSRQQKNNPT/ 
VKKWAKDLNI L FS TEDL * TVNR YI KKYL 
TSLVI KKYHF I PTRLSKMKKTEHSKCWE 
SCGEIETLTCSW 


598 


14499 


A 


604 


3 


449 


TLLSNLEEAKKKKEDALNETRES *TKLK 
ELPGVCNETMMALWEECKPCLKQTCMKI 
YARVCISGSGLVGRQLEEFLNQSSPFYF 
WMNGDRIDSLLENDRQCTHMLDVMQDHF 
SRAFSI IDELF\QDRFFTREPQDTYHYL 
PFSLPHRRP 


599 


J4500 


A 


605 


169 


435 


KYENTKINRR/VAPN*ISLSPEKKKKKK 
KKKKKKKKKK KKKKKS AS S S KAS PSS S R 
GG 


600 


14501 


A 


606 


453 


29 


TSPPPPPGENFF*KKPP*K/HFFPPPQF 
RFFFPPFPLKI FFFPPSLFFFWGVFPHF 
PPPPKKVFFPKSPRGFFFPPPLKKKFFF 
SPPLFFFPPFGFFLSPPPFFFFFFFFFF 
FFFSPFFFFFFFFTVKNFYLLCYFYKN 


601 


14502 


A 


607 


170 


408 


NEYDHFSIIKERRDFIVCVFFFIFSR*S 
FTWTQAGLSSLQPPLPGYKRFSCLSFL 
CSWDY /RWHPQGS ANFFVFLVEMG 


602 


14503 


A 


608 


2 


448 


SLHPVIYSEGIKSRQSPCWR**KTVKKK 
KKKNPNQKPKKKKN/RPKNPLGGGKKFF 
*PEKKPGPGKKILKEKGKKICPFPPQKK 
NFKILKKKKKGAPLKKNP*GAQNFPGMK 
KINFFP*REVKKNPIGIFKKKPLFWGGP 
IGANPPPENL 


603 


14504 


A 


609 


441 


28 


GGTFLKGIKSAPKI * KGFPGWGGARFPA 
RDPPQFGG/ PKGGGSLSPRGLNPPGPPG 
* TLFFFKKPKLTGGGGPPPLI PALRGVR 
P*NSLYPQRGGGAQIPPGPPPPGGKRAP 
CFQKKKKPRRKEKKK 


604 


14505 


A 


610 


445 


1 


LWLKKNTGGGGGSPPIjFPPLGEPKRD/G 
FPRGRGFGPPPPPIKNPPFFLKNQNNPG 
GGAQPGIPGPWGG*GGEFPLPP\SPGFH 
* PRFGPFPPPRGTKREPPFQKKKKIANC 
FLLSDKSLLLEEAWGQWGPSPLEPTVA 
PKPNPRGKAQ 


605 " 


14506 


A 


611 


253 


437 


KKKKVQDMFSENFKMIi/NEI KATLNKWK 
DISYS * VRRLCW3CMAILPT/ IQS YRLN 
IIPIKI 


606 


14507 


A 


612 


186 


2 


KKKKVQDMFSENFKML/NEI KENLNKWK 
DISYS * VRRLCWKMAIIA P\KQS YRLN 
IIPIKIQA 


607 


14508 


A 


613 


37 


453 


KTPPPGENFFLKKPQKKNFFPPGNWGVF 
FPPSPLKFFFFP * TFI FFGGVWPNFPPP 
KKKFFFKNSPGVFF/SPPP*KKKIFFSP 
PRYFWPP/HGFFFKGPP? 


608 


14509 


A 


614 


1234 


0 


KXPPKTPN* * WAKDLNRHFIKDSSIKDD 
QYY* SLGQCKLISQYNFTCTRI AI I KKT 
NNNKSW^GCGETGNLIH/WIECKMVQ 


609 


14510 


A 


615 


327 


188 


FFSSSLLI ISIPKFNHVTSLLRNLK*AM 
LGSSHIi* LQLLRRLRREDHLSPGVSGCS 
KL * SH \THCTP VWVTE * DGRKGLAGDGS 
HSVTQTGVQ 


610 


14511 


A 


616 


103 


446 


KKKKKKKK3CKKKKKKKKKKKKKKKKKKK 
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DGGGALKKNPGGAQKNRGEKKKFFFF*G 
G\KKKTPGGFWKKNPFLGGGNFAPPPPK 
KKKPLEKKKNF*GGRGEKPSPLPCGKEK 
FSHKKK 


611 


14512 


A 


617 


3 


429 


GLLSI I YKELLQINKISNLVGKWTKDK/ 
MKQFLKKEIHRLAK\YMKRYSTSLVTIE 
M*LKTRYYFHPLNKIKHDNNIHC**GYK 
EVGILHILLEA* IGKPFWKAITVTVLNA 
PVFCL* FCFEMEFHSCCPSLKCRAPTSF 
IGAS 


612 


14513 


A 


618 


427 


6 


WGGPPPPPPIFFFFPPPP\PYFPFFFLQ 
ALFS*RVFFFLTPPPPKNFPPP*GPPPP 
PPPPPPFCV\FFFPPPPPPPPPPFFFFP 
PPPPPFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFLVENCVFINSITSDIEQKISI 
SC 


613 


14514 


A 


619 


68 


434 


YSKD* PINTKKKKKKKKKKKKRGGAFKK 
KPGGGKNKGGKKKKNFF*KGGGKKNPRG 
NFGKKTLFGGGKKGEKPPQKKKSLEGKK 
KI*RGKGGKKT*NP/ CGGKKFSFGGFF* 
KKFPPGGGGKY 


614 


14515 


A 


620 


454 


90 


NFPTPEKFGPPQGNL*KAPPFFFF*KGI 
PFFFPG*KQRGGFKSPQKPPPQGKTIFR 
PHPPKKGGPQGPPPPGGKIFFFLEF\KK 
KGGFPG* PRRFFFPGPGKPPPRPPKKAG 
IQGETPRPGP 


615 


14516 


A 


621 


432 


2 


PEAFLSSLLHPAPGEKFFLKKTPEEKFL 
TAKKYRVFLPPFPLKIFFFP/LRALIFL 
GRFAQ I FPPQKKGFFPKIPRGVFFCPP * 
KKKKFFFLSG* IFAPPGIFFKGAPPFFF 
FFFFFLDRVWLCYPGWSAVARSRTS 


616 


14517 


A 


622 


422 


2 


GGGPPLPPPRGGLPPPK**KA/VGGGKK 
PPPPAPL*NPPPPKKKIGGGGGGKNPPP 
PPLACFFFGFFLPPPPPSFWGGEKFFFF 
FLSGG P P P PQKKKKKKKKKKKKKKKKKK 
KNKKKNQTKKKKKKKRAAARDPRVRPRV 


617 


14518 


A 


623 


176 


401 


KFSMFI ILWKAYYTLCVCVCVCVCVCVC 
VCVIMYLFISSQ/RRLCFLGEGKICSIS 
LTVLRRGSRVCV*SQDLPVC 


618 


14519 


A 


624 


1 


355 


HSSGLDNLTALAHSHLCCGV/ CLCFLVL 
VCVCVCVCVCVCLCVCVCL/CLYPGPQV 
PK*SKNSSTSCIiLFHFTSARTICP/CC/ 
CWFCFCFFA/CYQTCL* ILTSCL/AIC 
TASG VCL * ANKYSM 


619 


14520 


A 


625 


2 


400 


HTRLI FCRDGVLLCCPGWLQTPELKSLL 
FS FGFLSL FFFFLERDPGSHG P \ VGGGG 
PNLG* WKFWPLG* KQFSFLTLWRRGNT\ 
RGPPPPPPGLVFWF*KKTGFCFVAQAGL 
EQRPFGDQ PVWASQGAGI TGVP 


620 


14521 


A 


626 


307 


3 


VFFRLPLTQGPGLFACFCPPPPCRFFFS 
FFPGSNSPFFP /L* KLNFWAFEPPPFFF 
F FFFFS I L FKDR VLLCH PGWNAW * S * * 
P* TPGLN* SSHLTLPSGRV 


621 


14522 


A 


627 


1 


391 


NPPPLGGAXEGGPPRARGSNPPYPYWET 
PFFF*NPKIFPGGGGHPVIPSFPGG*GR 
KFPLPREGGVPL/ RPNFPP 


622 


14523 


A 


628 


191 


375 


LI LI FKT I FNFLILNFNF* SGGATQAGG 
QGRNLG* LQPPPPWLKRFSCLNLLSSW\ 
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DYRGWP 


623 


14524 


A 


629 


3 


382 


HHCQIRLFILLITASEVLFCFVLFFFET 
GPCS VTEAGVQ * CN/HLQPLS PG/ PPTS 
AA* VAWTADVHHHAW LFVCLL I * DGSWS 
VTQAGVQ*RDPSSVQPPTPGI J K*ASC\P 
AFQKCLDYR 


624 


14525 


A 


630 


396 


2 


CRIENVLKKKKLEMSNLSEEGMLKANIG 
QKLSLLAPQQWNAKESLLKE IRSALPL 
NTQMIRMQNSLSADMEDIL/WWIR/DP 
TNFNI PLSQSIIQSNA/L/TLFNFMKP* 
RGEEAA* E KFDA I SG * FTT FKERS 


625 


14526 


A 


631 


47 


392 


LHSFFFLFLGKKIFTPGGGGGGQKPFF* 
NPPPPG* RNFFFLP P * KTWFMGPAPPPR 
KIFGFLKKKGFPLGGNL/SIGTPPPRGT 
PPPLPPRGGCYGGGPPPPPFIFFFRTFK 
NFSN 


626 


14527 


A 


632 


39 


382 


LFFSPFFFKNFFFFFGRFFFWGGVAPIF 
PPPKKI FFSQFP/LQVFFFSPP* KKKFF 
FFPP* I FAPPKTFFS I PPFPFFFFFFFF 
FFFFFF 


627 


14528 


A 


633 


2 


213 


LDKPGKHSKISSLQKI/HNGVCLQS*LL 
GWLRQEDCLSEGS * GCSEL* FYHCTPAW 
ATK*DPVSXKKKGFLK 


628 


14529 


A 


634 


2 


206 


QENGMNPGGRACS* PRLRYCTSSWATER 
DSVSKKNE/TNKTTLLREI*HFVGGPNG 
KKGLLKTVKGGLT 


629 


14530 


A 


635 


205 


2 


KRSLGLLAQI * / VQWGDFKTLQPLPPGV 
KQI SRLNLLKKWDY * RGPSGLGKFW/ 1 F 
L* KQGFPQFFRWFN 


630 


14531 


A 


636 


3 


399 


QVQQT PAS C P LD S DLS EDEDLQLAMASM 
TFPKKKKKKKKKKKKKRGGAP * KKTRGG 
PKK/IRGKKK 


631 


14532 


A 


637 


122 


373 


VSN I L WTQS LLF F F F FLKG S S LFVPQPG 
GQGLDLG* TKFPPRGLKEFSCLTLRISG 
NYGLAPP/HPG*FCFFIKKGVFPCCPGW 
F 


632 


14533 


A 


638 


390 


3 


LLVLFLPQDGWSPFAFPHEQKLPEVSPK 
ANAAMLPVQPAKP * AHPTFFFY* FPSFR 
FFFARMG* SS\YFVPNLTKLSEILKGPI 
NDMREVFFPIFRLLILFFFGDRVLLCGP 
GWSSWQ*L*LIAASA 


633 


14534 


A 


639 


392 


42 


PSGPGKPGGKTFLRKPPFQEACKRQGFY 
PLFPPKPLKNPKAPQNRKNLGPICPPPK 
P/QGPLRISPQNSQSGSL*GPNKGNCFP 
A*TWGPPGA?*RGPPKGPPFFFFEKVME 
AMGLA 


634 


14535 


A 


640 


390 


1 


LSFSEEGMSTAEAGQKLGPLCQ/TSQVI 
NAKETFLKE I KS V I P VN IQM IRK* NS FI 
ADKEKI LW* I *DQTSPN/I PL/SQCLI 
QSNVLTLFS S KKAERGESAAEEKF INFS 
* RLRKEAAS ADREAAES YPEDL 


635 


14536 


A 


641 


368 


3 


KKGGYGVPPPFSPPPGFLGEGSFIiPPKI 
KVQKTL/SWPPPPPPGGKKKTPFFKKKK 
RfCNFLTGFFFFP*KKGPFFFFF* CP W* 
KFWGGGFKPI FFFFFF/RDRLSLCCPGW 
SAW*SQFTPRV 


636 


14537 


A 


642 


134 


413 


QKDQRNR I ESLE/ I R / PHTHNTL I FDKG 
VTGFQYGKDSLFNKWCVTON+RE/ITQNL 
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SLDPAHTTTNVNLKWTRCLKARP/ VKTL 
VENMGENLRD 


637 


14538 


A 


643 


2 


436 


GRVES INLPLGCRLFKKRDNI KCGQ \G * 
RAGGSLIHCW*EC/EVVQPLWKRIQQFL 
I KLN I HLPRDS TI LLLDI DLDGHPKTS A 
LFIITHNCCFIHNHP*LEQPKCPSTDVW 
MHKP VJP I HSMEH YS AI KS AAVWDNFKG I 
LL 


638 


14539 


A 


644 


446 


75 


LDLLTS*SACLGLPKCWDYRSEPPRPAF 
NF* /STTK*SLWSSHKQDYICRFLLSYT 
ATQKFSTLTTY * SHLKTF * NAQM PRLYL 
QSLILGSIF*KSNLPR*FQCAAXAENH* 
*SDLYCQIMLFSFM 


639 


14540 


A 


645 


318 


1 


KGVPRKCKNSYVGPPSGPPIK*ILFF*I 
F+DRISLCSPGWNARVFS*LPV\T*TTG 
VKKW V? PLS LLN I * G Y KGVP PRPG I F FFF 
FFFRDR/SGTMLPRLVTWVQVIFQ 


640 


14541 


A 


646 


3 


348 


QFSSFFVLIYFTLPFMVSFCF/WCFSNL 
VLFCE 1 1 FPL I FY \ YYSLVLS F FYCLLV 
LFLSKLSFF/C*YLNITVFICSMTSFF* 
RIL/CCLNFIKTSFNFLL** FGIWLESC 
FFFFFFWP 


641 


14542 


A 


647 


2 


553 


AI LI PDKI DLKK \ VTGDKE * NVTMIKGS 
IHQEDVTTINIYASNSR/APKYMKQKLK 
GKEKQISP*K/WGIFNTPFSI/DRAPR 
QKINQEI EDLNNI IRQIDLKDI YRTFHP 
TSEY I FFS SAYET / FS KIGHKLKHKTSL 
NKYK* TEI MQSMPS D /HHGMKLENNE /N 
VGKLTNMWKSDTLVSDWLGAVAHA 


642 


14543 


A 


648 


388 


1 


GPPR* SPPFGKPRGAVPQ/GGGGLKPPG 
PQGENPFFFKKPKITLGPGWGP/RNPPP 
LGG*KGKIP*/PPGGGGSNKPNFSPSGP 
PGKQKQNFFSQKKKKKKEKKKEKPES*C 
PGTSPQPVTDGSQAINASISS 


643 


14544 


A 


649 


387 


25 


PGMRGGFPPFPLKNFFFPPGP* /MSGGG 
GGPNGPPPKKGFFPKNPPGVFFSPPKKK 
K I FFS PPPENLG P PRD FLKG P PL F FFFL 
QKNPGVFFRAGQGNPPQKLAKIFPLPPG 
GGGGAVRHI 


644 


14545 


A 


650 


918 


2 


LGLKGLTIYKILHSTIADHTFFSSSHGT 
FAMTDHILGHKIHLSTFSKE*EIIPSTS 
FQ/HHSRNLN* K* INNKVNWKI PK\ FWR 
LN KTLLNNT * TKB /GLKRHKN I LS * TKN 
ITYQILWDAGKAVLRGXFIVLTT* IRKE 
ERSK\TTSFNIRKRNKKLIINIRTEINE 
IENRKSEKILN\TKSWFFEKKKSIKSIK 
TLARLNKRKRKETQ I PKHQK* RRG I TTG . 
NMANKKIKRNIHEQPYTHKLGNLDNIGQ 
FLEKRYLPKLKQGEI * SGWAYIN/SKEK 
ESI INTLPKRKAQDLKMFSQSE * YQTFK 
EKK 


645 


14546 


A 


651 


282 


265 


GVFFLKKRPTVF*KKKI*LGPHPQLKGP 
PGVFQ/HFPI *NFGISGRGDLFFFFFFF 
FFFFFPLFLRQGQVSVAQTGAQWHNQGS 
LQPPGLK*FS 


646 


14547 


A 


652 


6 


223 


LYAHKFNN1J5SMDQFLQRHNTPKLIQEE 
/HRLTVI K* I KSI VINLPXQKA* GPDGF 
SGSMYQLLKESIIYNVF 
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647 


14548 


A 


653 


128 


337 


FXFFFXXFFFXFFXXXFFFXXFFXFXFF 
FXXXFFFFFFFXXFFFFFFFFFXFFXLI 
FFXFFLFFFFFLFF 


648 


14549 


A 


654 


238 


2 


MAAASTTLLALVI I STTF* LPQVNGY I E 
KSTPEECGFDP\SPARVPFSIKFIiLVGS 
PIQTHALDIALFLSHTRALPHTHT 


649 


14550 


A 


655 


325 


3 


CSEHKKNVF * LRAKKTKN PNLKWAKDLN 
RKFSRENIQVAEKHI * 2 CSASLGLREMQ 
IQTTKC/WHPVWKTV/WTILQN/LHTRL 

PYD/ pailllgiyqrelktcshknmyts 

V 


650 


14551 


A 


656 


3 


1655 


FFLGMESPSVAQAGVQRCDLCSLQALPP 
EFK* FSWLTLLS WDYRRLPPCLANFVFL 
VETGF\TMLSRMVLIS*PCDPPTSASQS 
GGITGVSHRVQPALLFFLSCLCVKMIVH 
APLVKTCRPSTVGSCL/SVPAFWE 


651 


J4552 


A 


657 


519 


84 


SRVRCQSA\QMGGASHLGYSGVRDPLEE 
AVF P FSDLKLHAG I TTTLFKAVRQGHLS 
GFAKD F* RPAEQ /GT* YTS KLA/STKQN 
ILHEE*ITFVLLLPKHEGIWMPSVPPKP 
FLFFS*GMTNSGSAGILDFVPNHPSKDG 
*HYVI,ITSH 


652 


14553 


A 


658 


38 


383 


EKCI FFFFFLERGFTFGGPPGGRAQFWF 
NKTPPP/HKKREFPALPPPGGGNNGLGP 
PARENLVF*KKRGFPLGGKRGLNPRPQG 
NPPP*PPKGG/GNNGGGPPPRQKK 


653 


14554 


A 


659 


98 


394 


KPPGKKRETPSQ/NKKKKKKKKKKKPFF 
PPRGGKKNPFKKKRGG*KNPPPRGGGKG 
NFPPVMG*RGKNLPPPRKPLFPPPQGGG 
KN*KK/RA*KNSPQNFF 


654 


14555 


A 


660 


214 


567 


GFSVINIGLKMMMMIIIILRDSLTVTQI 
GVQWHNLSSLQPPPPGFK* FSCLHLLSS 
RDY*HAPPCPVNFCILS/ERQFHHVGQA 
GLKLSASSDPPTLAPQRAG ITVPSHQ 


655 


14556 


A 


661 


463 


392 


S*HFHPSSSSSSSSSSVINYY* /FGLLL 
C/ QVAHFYNSIDQQMIQSQRPMMLQSAL 
AFEQIIKVNGLLILL 


656 


14557 


A 


662 


205 


242 


GTGWQGGGLDG* QMTLGWPGSGVGGS AA 
P *GI /GPGLPGLPAPPAPS P 


657 


14558 


A 


663 


63 


351 


QSETPSQFKKKTQIELLYBPAVSLLGIY 
QKERKSVLKKHYTPMFTAALFTI\VWDQ 
PR/CPKYMKR*NVMY/HVYTHTHTMEYY 
SATE KNEI LF\ FATT W 


658 


14559 


A 


664 


1 


358 


FFLRQGL/ DSAAQAGVQWCNHSSQRAPP 
LGLGRSSH \ PASLAGWSAVA* SRLAATS 
TFRVQVILLSQPPE *LGLQS CS ITQVGV 
QQWRDLGSLQPPLPGFKRLSCLSLPSN* 
DYKRLAPPP 


659 


14560 


A 


665 


10 


257 


GMUBRGN I TKE I KKI I WEYYE * LGTSQL 
DTL/ELNKFPERYKL/ PRTNSQS I ENMN 
RTITSDYI SNFKRLPXKSPGLDGFTGEF 
I 


660 


14561 


A 


666 


360 


2 


ENKKIFNSAPPPGSPFLFPPLWEIRPEG 
FLKPRVLNPPWPPN*APPFKPPMGPPFF 
PLFRGVRVGDPLSPPGLRLP* PGLPP\G 
PPG+PWGQNPTFFSKKKKKSWLDSSGFL 
EPNISVNF 


661 


14562 


A 


667 


328 


1 


NLFAENYECPENKKKN FQKKKI HQ I WQN 
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SEFMKVTEYKLNYQN/SQLYLYMPEKNT 
* KV/ ILEKHPL* PQITKYFGEI LKKDVL 
NLYTDKYKIS LREVKGEQNKWNNVS S 


662 


14563 


A 


668 


405 


566 


IHCQWECKTEQILWKTWWFFTKLNIIiL 
PGDSAIMLLGIYPKELKMYIHTETCT 


663 


14564 


A 


669 


218 


2 


LLMLESLMFVPPFPSFEKWAKL* I Y/ CH 
GAHANFLPS FFPS P P FFS LS FFFFYNRV 
FLCCPGWSAWRSQLT 


664 


14565 


A 


670 


2 


210 


NFGQEENSEMNSLCSYLHNLEKGEQTRP 
KASRRKEI IKI * AEI * K\VQRSNRENK* 
KKWFFEKINKIDKPLARLTKKWRT* ITI 
VRKETGTITKDPADTKRIMKEY/YKLLY 
MHSF*NLSRNLKRYREVIEKINERSGSL 
KRSIKLTNL 


665 


14566 


A 


671 


200 


3 


SLCHLPHVASKATLET\GLVEHMW*DFF 
CFFETESHCIAQSGVQWCNLGSLQPLPP 
RFKLFSCLSL 


666 


14567 


A 


672 


94 


374 


PKFRPQETTEQTSQFLQQINCKGRKRQG 
KRTYRLGEIQKQSQPMATFELYLD/H* F 
* LAKETL* LGAVAHTCNPSTLGGQAGWI 
TRSGVQDQPGQ 


667 


14568 


A 


673 


312 


3 


WKMGQLPGRPQIjPQLSQEKI LSLNSPNV 
FKKKKLK* * *NILPKKKRPDCFTHKFYQ 
TFKEEIIPF/L/HKLT*EFBKKEIliLKS 
F\YEGSW*AAKLNADINKKTTH 


668 


14569 


A 


674 


34 


438 


QLT* PD*HFIKYSTQQQKTFFSSTHRVF 
AKLGHNLVY\ KANLNKFKWLQ VI SNMFL 
DRDRI ALKINNKK/ PSSPLKYLQTHLLL 
NDPR I KEGSKRE 1 1 KD FALNDNAT Y *NL 
WCL*NGTLRKVYTTKCLFRKEGPQM 


669 


14570 


A 


675 


3 


349 


QKDRKS VR PSS * NP PLAVEK I P I / LKQN 
PERFNGPAFFKIAHGLTSSLVFCLANSN 
YERTHSRI I ILSQGLQTGFAI KTFRKLL 
ASLANLALPPTINLLGELS I 


670 


14571 


A 


676 


346 


1 


KMVKLL*NIVWKLLK\GLTEVPHGSAIF 
PFFIPIFPBCEMETNVHIKTCTWAFPAAF 
FPMAKKKKQSGNN PTTDE * I QKK\ W * TH 
I IDYYSAI KRNELLTHATSCNI TLSKRS 
QTKK 


671 


14572 


A 


677 


357 


6 


AAGDSELKPMFI YCFQKPMPL* IMLKST 
LLVLYKWNHKAWMTACLFTAWFTE/HCK 
PKLETYFSEKRFLSNIT*LMKASGHPRA 
LTEMYKEINWFKPSNTTCTIiHPMDQEV 
ISTFNSY 


672 


14573 


A 


678 


401 


155 


YYSVAQAWQWRDLS S LQAP P PGFE * FS 
C\PASWDYRHKLLTSGDLPASASQSAGI 
TGVSHCAQPLSLFVFFLTNQRFVAALS 


673 


14574 


A 


679 


292 


395 


Q*KISFEMLLIITNVPGHPRTPMEMYKE 
LNFF\MPANTSIP*PMDQGIVLTFKSYY 
A/RNVFCKAIAV/DSDSFDGFGQSKLET 
FWKGFTI*DVIKNIDDL/WRGVKIPILT 
GVWEKLI PTLINNFEVFKASLEEI 


674 


14575 


A 


680 


275 


3 


WPRQASIoAliNT*SIHIYIHTDMRTHAHT 
Y I FGMKS VTQAGVQWHNHGS LE P * S PGL 
RRSSKPSLPTSGEHRRTPPR/LADFLHC 
L*R*GFTMI. 


675 


14576 


A 


681 


330 


507 


GSV* PVNLIRNCQPFVQSGCA/ SLHSHQ 
E\WYMCSPHPRHYLVASVIFILAILFFF 
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LRRSL 


676 


14577 


A 


682 


390 


43 


HHLPIRYICLSISSILCLSFIMYLS/IY 
LSI YLS IYLS I YLCQRCQI PLVFLCLLL 
S*LS+IILILNFSCFFVGRTIVLS 


677 


14578 


A 


683 


396 


63 


ADPTE I QRI I SDYYDQRHTNKLENL* KM 
DKFLKTYNLPRLN*EEVETLIRFIANHE 
IALI IKSLPIKRSPVLGGFSVGF*HIDK 
EELTPVLGLFQK\ I KKEBI LANSFYESR 


678 


14579 


A 


684 


1 


396 


EETLPLFADDMIIiYI IKKKQKTKKTTKE 
STKRY*N* * M \NVFGKVAGYKVNTQKS I 
N*QYTI*KVKLAS\FSSSPQKNKIGINL 
TKE I QNVYSENYKTLKEI KDLNK* ES I P 
CSQ I RRFNIVKMTVLLKLI YR 


679 


14580 


A 


685 


283 


3 


NCVESSNTHLWEPSQKPLSSVSLTDVCP 
PMLSAALFAIA\RSYTLPTRSSIDE* IK 
KMWY I HTMEYYSAF KKKRIMS FLMPRME 
LKIFRVNKIR 


680 


14581 


A 


686 


53 


324 


HCFCDRI RAAFCF Y ILDCP FFI S ITHKL 
1*1 FFFFFLERES I FVPG VGGGGPNFGS 
LNPLPPRLRRFSCLTLPRGGDYGLGPPC 
PT/NFCVF 


681 


14582 


A 


687 


39 


208 


N I FFCREG FAMLARLVSNS * NW PGKVTH 
IHNP/STLGGLGGRITQTQEFETSLVDA 
GA 


682 


14583 


A 


688 


47 


341 


S SG R V F VLFC F FETGSHS / VLFRLAYSG 
GISAYCSCHLLSSGDSPISATR/GTTGM 
CCS AQLGFCVCV CVCF/ 1 FVF * VKIGFC 
HVAQAGLELLDSSNPPTS 


683 


14584 


A 


689 


229 


1 


GRVDGRQIACQEFKARLASQSAGITGVS 
HRAQPFFCFC/LLFWFEMGSHSVTQAG 
VQWCAPGSLQPLPLRFK*FSC 


684 


14585 


A 


690 


339 


1 


KKG P PGG PTKPEGGRFPRG PPGGGKEVF 
PPPPPGGKGEKKRGGAPPPFFFLKKKRK 
SGKGG\N* FFPPGGGKKGGQKKKKRVFF 
PKKKKKKKKKALSLSLSLSLSLSLSLLG 


685 


14586 


A 


691 


372 


0 


YDYLY I KKL*N / LREKIDKFLDT YNLSR 
LNQEEI ENLNTPI TSNKIETVI KSPPT\ 
KQKSPGPE 


686 


14587 


A 


692 


117 


297 


APLLESSSASYLHFSN*DLQMAH/KHTK 
RCSTSLAFREM* I KTTRRHHFTPTKMAT 
SKRHT 


687 


14588 


A 


693 


122 


322 


. EQTNSWS IDFFFQRCHSNAMGEKNCLFN 
KW* WDNYVAI \AKKMKLSLFKP YI KTNS 
K/WIKDLNIRAKT 


688 


14589 


A 


694 


2) 


342 


RSHFRHLNEYYATQQGNSDVHPLiLIHSN 
ISTAI IWQLQRQERRKEKRLKEVKNEKA 
LKE I FFLRGWVLLCHLGWS P WGS * F IV 
TIiN\ FGLRQSSHLSLPSSWDYRPV 


689 


14590 


A 


695 


2 


343 


KFVPLHSGLGNRSQKQTLSQRKKKKGGV 
F VAWAKVQWHNHG + QGP* TGLRQS SCLS 
L * GGWVKL / PGGRHHAWG FHHVKKVGLE 
LLTSDDAPSSASQKAGITGMSHTAPGPK 
NLV 


690 


14591 


A 


696 


336 


3 


IPPVKSPKFPILLKKXKFSLFCFSGAPF 
PCYS PPRAQKKGW * KI FS PPPK\QKKPG 
ALFFSPKPAFFPPPFXKKKKKKKAKEGH 
YLMIKGLIQQEKI ILNI YASNIGARRRG 


691 


14592 


A 


[697 


374 


2 


AFY*KKMVSRTFIAREKSMPRFKASKDR 
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nucleotide insertion 














ltfllgagnfklkpvlvyhsentralkn 
yakstlsvlyqrttkawmtshlftewft 
effep\tvetycsekkipski llltdya 
prhprtlmemysc 


692 


14593 


A 


698 


361 


3 


PQMCPPPPR*QGI I FL*L*THCFFCTVK 
ARLFLFPPF/S*RKGGFFFFE*RKFFKY 
FG WELFQ I R FKVFFFCDRVS LCCSGWSA 
GART + LTAASTS PAQASLLPLTLPSSWD 
YSHVLPRLV 


693 


14594 


A 


699 


75 


362 


KDCAYG I CS KKQKG FCLTQTGAWQQYEE 
I *GLET/GFSRSVHSMGQRRYWDYRHAL 
THPANFVFuVETRFLHVRQAGIELPP/ S 
SSQSGGITGVSQ 


694 


14595 


A 


700 


2 


277 


FFLYTSNEQSEKKI /RETNWFI ITSK* * 
NRNVNKE I * DLYNENS KTFLKE I KEDLN 
KWKGILSS *TEKLMI IK/PTAI * * FNAI 
LIK/IPMVFDK 


695 


14596 


A 


701 


1 


407 


GTRKHFS KEDRQ YHKSLRKQ I KT/ TVS Y 
CFTPTKLTTVGKTANS K/CWAGCKVIGT 
LIHCQ * ECEMVWLLWT/ SVQQFL/RNVK 
L YETAIS LLGICTREI KTPLHI 1 1 \ 1 1 A 
KKWQQLRCLSTDEW INNM* YIHTMEYYS 
A 


696 


14597 


A 


702 


209 


3 


S LNRRLS FFF Y* RQGLALLI / EPGWGAV 
ARSWLTPASN\FELQRSSCLSLRSSWDY 
RRVPLHRVSLRFSC 


697 


14598 


A 


703 


308 


3 


TTGLKRFARVGPPKCWDYRCEPPGLATS 
SVLKAFQPIGSVPPRLSRILSFM*NQ\* 
YRMLI TST KYFPRMVS I SRPCDLPALAS 
QSAGITGMSHHAELVPLV 


698 


14599 


A 


704 


603 


2 


-PLPP\GLQVESP/CVSLPSSWDYRHAPP 
RPANFSVF* *RRGFTMLAKM/VLIS*PC 
DPLASASQSAGISGVSHHAWPKQT*LLD 
TDKTEGIFLTNHLLRIPPPMFYQYILIK 
VLE S VKETKDKRKS VS S CTL YRCL * ILF 
IS *AYIKFTTFFFF\ETDSRSATQAGVQ 
WHGLSSLQPPPPGFK*FSCLSLLSSWDY 
RSMPPRPA 


699 


14600 


A 


705 


3 


366 


ARVTY YSGKKEPFG YLGMA* AMI S IGFL 
G VI V* AHH I ?TVG I DADTRAYFTSATI I 
MAI PTGVK I FS * LATLHGSNMK* SAAVL 
♦ALRFIFLFTVGGLTGICLSNSSLDIVL 
H/DTYYVGAHF 


700 


14601 


A 


706 


358 


3 


GFHHVGQAGLKLLTS* SARLRLPKCWDY 
KREPPHLAPDRKYFSPLVFARDNFVPQG 
P* \HVWINICLSQVKAATGIYPGEAGAL 
RNRLHPK*RIFWPQRPRVPIKSPWTLRV 
ISTLCSC 


701 


14602 


A 


707 


358 


67 


QbSSTIWY* * KN/RIDQWNKIAQNTSVH 
RKLISDKVTKPIQWSKDSLFNKECWNN* 
TSICKK/LSLDSALTLFTXTNSK* ITEP 
GSVAHTCNPTTLGG 


702 


14603 


A 


708 


34 


363 


RTVFFFFFFFFFFFPKKTPFFFPGPRGG 
* IPPPEKKIFPPVFRGKFXKPPHLDPGG 
GNFPRKPPFF?LGP\SFF?IiGKTLGGGG 
WIPFPPPWPNLFFKKIFWGAGGPSPF 


703 


14604 


A 


709 


1 


380 


STCKRMTLDS YFTPYTKINS KWNKDLTV 
RGRTIKLIEENIGVNLHDLGFGSGFSDM 
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TPKAQAKRKIN/WDFIKYLKFCA*EDSI 
ERV/N/RRSTEWEKI FANKIQ*GN*NIQ 
R I LKLS KL * ARLKWAEDL 


704 


14605 


A 


710 


382 . 


30 


PGTTGVHHHTRLTFVF/CGRAKISICWL 
WNS*AQSACLSLPKCWD*EPQHPARFV 
SFNTRSGIPIISTNPSLSLSAFPSQGFV 
FLFPHFPASHPETALAEFFLGTFSLS PP 
GPFTPAS 


705 


14606 


A 


711 


1 


377 


LLVICGMQMKITVRCN*TLNKIAIIEKK 
TAKCC* HYGGLKTLI HQWCKSNM VQPLC 
KTV*QF* KKLNIQLLYLLK* KKAYIHPS 
NCTQMFIA/ALFSVLAPNWKQSAY 


706 


14607 


A 


712 


1 


390 


LKYKIMLGMAAWACNPNYSGGPGNITA* 
TW*AYMALTRLEPGRGDHTAALQPGRQS 
TTPF * KKKAVPFRA/R P VKMREREI * KP 
FSPE\RTYSCAQEGPGRTFGSAQDLEAA 
GGRGHHRMGAVWQEPHRLLG 


707 


14608 


A 


713 


2 


393 


KVRRQI INVDTATDS I GIKWI I WKHYV* 
LYANKFNYIAEMDTYVERYKLP\ KEIDV 
MNSLVPAKEIIVWKILLTKTPDPHIFT 
NEVYQTFKEYY/PVLYKLFQKIEDERTF 
LSSFCEAG INLISI CKRFFF 


708 


14609 


A 


714 


219 


1 


PR PGAVAHACNPS TLGGQGGR I * TQSSI 
IXACCLIHDLAIQTQKQMT\WPGAVAHA 
CNPSTLGGQGGR I TRSGARDQPSQHS KT 
PSLLKIQKKLASWAGACNPGYFENYIQ 
KLLRGPGT 


709 


14610 


A 


715 


381 


126 


1 1 AGGGGVCT* SQL FKRLRQEDHLS PGV 
RGYKEL* SYPCTLAWVTE*DPVF*KKNY 
/TLNTSPKETNKK*GVRCIKTGKVLIFV 
AAG 


710 


14611 


A 


716 


417 


1 


CYCCWGATNKILLLTDNASGRQIVLMDM 
YKKNNWFVP VNTRS FVQLMDQG I ILNF 
KS YLRN/TF/HKCIAVINSNSS *E3GQS 
KLKALWKGFTVLYAI QNI CDSGQVKMPT 
LTEV/ WKEVI LPLMGDFVRNRTSEKQNY 
KLS 


711 


14612 


A 


717 


406 


122 


MFSRDAVSLCCLGWS*TPELKLSSSLSL 
PKCWDYRGEPPCSAAKDF*IIRKR/HSC 
RNI IRNSDAWQR * TTLVSYDRNPP*FPS 
PPPNSPLCPAA 


712 


14613 


A 


718 


535 


1 


HNLNKI V*NLHVENYKMLVKDKKT* ISC 
LWVRR\LVKIPVLPKL?YSVIVFPIRSL 
VRYFIEVCTFTLKCIPKEKDLKQPNRF* 
KKKKKVHLPFIKVYY\KLQ*YIATVIKT 
VWY/W/YSKIDKAKWYKTEKAEV*PHEY 
DQLILAEVQINH\NLFNKCY*SN*TTIG 
KNMNLNLSFTSYT 


713 


14614 


A 


719 


255 


1 


GKU3PNKGLISLIY\NL*KLVRKSNPKE 
KWAKGMNR * LTEKG I QIAFRHMKRCS PR 
FIMKAMHIITTWSYHFSSKRKTRIQRLT 


714 


14615 


A 


720 


381 


0 


KFIAVNEYI IKEIDLPINNLTLYLKEL/ 
EREELTLCKASRAEVI \KIRAKI IRELT 
PIRKTDNQSWFFLKIHKIGQ/PFKLD*L 
QKKKRVREKVPITKLRYENRVITTNFTE 
/IKRIIREYYDH 


715 


14616 


A 


721 


3 


381 


I YREWRDLTRDGT YQG HHAPPG EKG / VC 
RYGIILFITSEGFFFAGFF*PFNHCSLA 
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PTPQLGGPWP PTGITPLNPLKVPLLDTS 
VLLASGES IT* AHHS \LI ENNRKQLIQA 
LLITILLGLYFTLLQA 


716 


14617 


A 


722 


56 


455 


KTIINIKPPAIIQYQTPLFV*SVLITAE 
\LVLLSLPGLAVGITILLTDRNLNTTFL 
DPAGGGDPILYQHLF*FFGHPEVYILIL 
PGFGIISHIVAYYSGKKEPFGYIGMV+A 
MISIGFLGFIG*AHHIFTGGIA 


717 


14618 


A 


723 


398 


3 


HQLP VF WQ YN KKAWTTRPLFVDWLH * CL 
VFEVSKYPASKGLPFKWLMLDNAPD/H 
PTQNSMSS/DSKGIEVIYLPPNTMSLI* 
FLDQGVIRTYR/RHYPQYSMQRSIRPMQ 
EI SNKENI I KVWKNSTTDDAI VA 


718 


14619 


A 


724 


318 


14 


TPPFFLNIPNLFFLKFPSPPPPWFLTKS 
LFFPLKLKPKVFGK*SLSKF/ cpfpkfn 
PKPQKKNFFFPPPPFFFFFFFFLRHNL/ 
VCHPAWSALAPSQLTATSAS 


719 


14620 


A 


725 


2 


371 


APRCKRFSCLSLPSGWDYRCMPPRPVNF 
F /S I FSRAGGLES* PPMI PPA* A/ FPK/ 
CWDYRHE 


720 


14621 


A 


726 


430 


97 


PKKNPFWKRA*NGGAQKDVPLSLP/SGW 
AGGSPWGPGF* PPLGPKGGPPFSKKPPG 
GVGP FLMPPTPEGGGGKLA* PWPPGFNP 
PVSIFLPRPPRAGGKKGTPFPKKKKKEK 


721 


14622 


A 


727 


406 


1 


GGAPPPPFFFFFFIKKGVFPF*QEGFFF 
PGLKN/LPP*PPKKVGVKGGSPPFGGFF 
FFFKKKVFFFFPGLRTRAQI KVPSTLVG 
QG*KILPPQVSQEGGVKREGPQAQLFFF 
FFFFEMESHFVTQAGLQWRDIGSP 


722 


14623 


A 


728 


98 


368 


KPHKNAKCP I RVAI VADMENNKYW * GYG 
EMGTL/LHY*WEGNIEQPWE/T/VWQLL 
EKLNTELPCDPATPLLGIYPKTLESRDS 
NRFFIFFFSF 


723 


14624 


A 


729 


19 


404 


VCVI S I CLATE ILFFLHTRPCVCI YCVC 
VCVCLAVWGTLCVYVCIESCVCVCFHLT 
GVLC/ V* VCVI S I CLATE I LFFLHTRPC 
VCIYCVCVCVCLAVWGTLCVYVCIESCV 
CVCFHLTGV\CVCVCVCIESSVCVCPPT 
CGTVCVCVRPPGVLCVCVCVCQAAWVAV 
SMCLTP/CPC/VCVCVCVCV 


724 


14625 


A 


730 


432 


12 


FFKKPNFPAARKGRLFFP I Y PS KCL I S P 
KAL* F\FGGVGPFFPPPKEGFFPKVPR* 
CFFRPLIRKKQILFLPPLNLAPPGVI * M 
/PPPPIVFFFFFFKRDRVSLYCPGWSAV 
A*S *L/TAVRTRGLK*SSCLSLPKCWEY 
KCEP 


725 


14626 


A 


731 


332 


7 


NKTRKEKFLTRS ISRF/CFPPFPLiKI FF 
FPLRA*FFWGGLPQIFPPPKKVFF/PKI 
PKVFFKWPPLRKKIFFFFSPLILGPPRV 
LLKGPPLFFFW*VFFF*DRALLCHPY 


726 


14627 


A 


732 


70 


294 


FLRFCVETAINKI AI ILANF*NFL*RWG 
\FTMFPRLVSKL*DSSDPPTSVSQSVGI 
TWSHHARLNFFYYQNSRR 


727 


14628 


A 


733 


1 


355 


FLLRHILLCHPGFCSVATAYCSRDPGSS 
D/PLPPQAPLPDQ+ PRLQA/WHRXAPPH 
SANFF* * RQGFTVLARMVS I SQPCDPPH 
SGPQGA 


728 


14629 


A 


734 


50 


395 


IPGLTRQWLLDPCASPSTPPYT/P+VQP 
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otide 
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correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A-Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutaraic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, M^Methionine, 
N=Asparagine, P=Proline, 
Q=GIutamine, R=Arginine, S=Serine, 
T=Threonine, V=Val>ne, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /^possible 
nucleotide deletion, \~possible 
nucleotide insertion 














STPQNSSPSPKTHNQKGLPMPLSPTPKP 
STAWKKAILEHTSSSSSSSSSSSTCRNR 
NG YT YTVPEHRPARGHTAS QTRKQ VLAA 
THKP 


729 


14630 


A 


735 


451 


0 


GPSSSPTNI PTPVSWNSFK* SSQVAGAT 
GTCYHAWLI FVPSVEMDFY /HPVA* ASQ 
S AQLCQ YFMI FLRQGVSLCPPGWSAVAW 
SKLTT/CLCLPGSWDHRCALAHPANFLY 
FWWR/HSC 


730 


14631 


A 


736 


2 


477 


PSHVSNKRLISKIYKELIHLNSKKVSKP 
I * K* GQSLNRDFSKASFLPP * KC\QM VN 
RYIKRCSTSLI IKEMQIKTTMRCHLTPV 
RLAIMKKSKDNKPSLWDC* IRVLKLF/ 
CK/WICQYVQL/FWLLLSNFLVKQPF\Q 
LPAPPNS PTLG 


731 


14632 


A 


737 


3 


2344 


AAGGPTAQSPAQLAGRALRLARWRAVAV 
GACRPGAGSPCSVQGGAASELSPRPQTW 
IGSLKP* TFGAAAG * AHRGCGGSALLN * 
ATPRPAPGLPAS PTSSQALPAPLGAWGH 
SDHQPRAFP * S PQASTAI RKE KXQRAQP 
GRASVCPASNPFISSRALPVLQHGPPAI 
SGAG S AVASQAPGSS /GSHAESGS PALA 
HTP * GS * EPHSLI VESTRKS \ELPSSSQ 
GRLLLPLIiTPGVAS / PVGTKLPGATAAT 
AGALHQPGLRLSSI^QGVGGAKNKQTGCC 
CLQLPTTGLPQAPGAL.RPLGRLGPAAAP 
GEHRQRTSPQGTVPYGGIRQGWEQPQRL 
RAYGTALPPPHTP PGSSG P / RQAPG CRG 
SGAGEAAGIRDTGGGGPGRRAPCSQASP 
GRGG WQAQVGCETCRGCAQS S /GGGAVQ 
PGLPRKP YPHS / AR* ENLWP FPCSPRT 
RAQEPQTQGEE/GVSGPQGSPCAPGAVR 
GRGIQLSSEPGKXiARQG/PASGDGP*EG 
TGQEPSQAFSSARHPWPSEARMPDTAIC 
RNQAQ*LQLTSSQPSMGPQLRKSLPATP 
QPNSYWDGGNSATLGRTTNTRRHCGMSN 
FGARGDLLGTVPT * QPLMQRR KEKPRVG 
GEP VQSHTVCG * \ PAG VSRGW PLRPKLP 
ERWRPLSASSGSQGRPGLKPPSLA\CGP 
SSSPHRTCSP /GLDPGLPDAGS I KPFSL 

VGAGQGAGST/ gld/gpglsllspgksl 

LPPSSPATGLSGLGWAQSAF* SLLTVA* 
WLNPVPNGPSDTADCTPAQAPTAPAMLE 
NQANKSDFFFH 


732 


14633 


A 


738 


37 


450 


NQKKWPPPRSSKPARPLFFFL*QKYIKD 
P*KTYQGCFFFSPPPKKKNPPPPKGGGF 
FFFF*KKKGGGPPP/QAKKRGGGGPPQK 
GGAKKNPPRGFTRVFKGPFKKRGPP 


733 


14634 


A 


739 


2 


426 


QEFVLGS APGCGCWVGGEGRVS S PWGDR 
KVGGPSNSRHWNKGAGPSCPPGPSLAAG 
LPGRRAGSWAPVL.W\PGPP * GLAQLPS P 
LW/PPSPPQEREPPLPD 


734 


14635 


A 


740 


21 


392 


AQEFKSSLGNMERPLPYQKKKKKKRPGG 
GA/RPLETQPFGGPGGGEKKGGKKKTSR 
P/IRGKPPFL*KKKN\CLAWGGGPAL*P 
QFFGGVGEKKTFNPGGGGLGKPKPPPFT 
PTRGKNQTPQKKKKX 


735 


14636 


A 


741 


1 


408 


PSSQGG* EAGG* LEPRSSRPAWAI *RDP | 
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Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L=Leucine, IM=Methionfne, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V= Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknowi, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














/ GSPEKGKKKKKKKKKKKKKKGGGGFKK 
TPGGAKI KGGGEKKNFFFKGGEKKNLGG 
ILEKKLFFGGGKNGEKPPKKKKGLREKK 
KF* RGKGGKKAENPGGKKI FQKKKK 


736 


14637 


.A 


742 


394 


I 


RDPLEEAVCPFSDLQLRAGRTTALFKAV 
RQGHLSLQRLLRLFVCLCPAPRGGAYRS 
RQAS LNRGGFHP VRAYLLLCL P KQASEM 
AGAPSPA*LPPCSLISDCCASNQ*DSVG 
/VGPSEPGSGYNLWRRFLS 


737 


14638 


A 


743 


384 


1 


FTGPYLKNNGYSFLFLYPPPSVLGNWQP 
PHPGRVFPP*DVNFNQWIFVSL/ISSLK 
DEPAFSS TL YS F * QHFFFI TYL PPP / CF 
FLIES CSVAQGGVQWCNFGSLQPPPPGY 
KRFSCVGLPSSWDYRCV 


738 


14639 


A 


744 


2 


410 


TPLNPLEVPLLNTSVLLASGVSMA*ADH 
SLIENNRNQI IQALVITILLGLYFTLLQ 
ASEYFESPFTISDGIYGSTFFVATGFHG 
LHVIIGSTFLTICFIRQLIFHFTSKHHF 
GFEAAV* YWHFVN/ VRGLFLYGS I YW 


739 


14640 


A 


745 


393 


1 


PPPPPRGRGSPPPPFSRKGGPKGKPPPP 
GNFFFFFKKRVFPF\CPGGFKS*V*GVP 
PPFPPKIFKFKGGTPFPGLWSPLKSKKS 
QFFWVPKPGERKKLFPPFFFFFFLRPCL 
SLSPRIiECSGAISAHRNL 


740 


14641 


A 


746 


2 


290 


KNLCREN YKYE* KKLKTMKDLCKE YYKV 
* MKKI KENM*KDKLMNFK\NNI KI STLI 
KVIYKFNAIPIKIPMTFFAE\LK* ILKC 
V*NYKRP*IVKAI 


741 


14642 


A 


747 


59 


364 


CRFFFFFGLGGGGGGGGGGPPPFF* KNP 
PNPPKKI PNWGFFFRGPGFAPKKKKGPF 
LGEPPPWGAPLYNPPPPFGGGGAKFPPI 
FFPRAGGPQKRVG/RPPPPPPPPPPRPK 
KKKNLH*LECVEGTEEPPTRPPTRP 


742 


14643 


A 


748 


2 


371 


SSCLDLPKCWDYRHELLHLAHWLVLGIF 
LLLLFCFVLRW/RSCSWQTGV*WSDLT 
ShQShhP 


743 


14644 

i 


A 


749 


339 


198 


IADMEKV*AF*TEHKTNHISLKQN*I*S 
KVLTLFNSMKAERD * EGPEEKFGASTGW 
FMRFQE I SQLYN/ 1 DV* GEAASADGEAA 
ATCAEDPAKI PDEGGSPK* YI FNVD* AT 
FIRDLSWIFCTSCCSFSISTCCFTLHVM 
L 


744 


14645 


A 


750 


249 


2 


KIFKPPAFPVSFPPFPI,*DSSSPPEP*I 
SGGRVGPI\FPPPKKGFFPKNPPGVFFS 
PPLRKKILLVPPPLNLGPPKGPLKRPP 


745 


14646 


A 


751 


1 


288 


WNHMTDEGLVSR I Y * QPLQL \ KR KTEN 
PVQKWTKCPNRRFSEEDEQMARKHKQGW 
PASRAIRGTQSKIIMRCHFTHTRMARIK 
KEKEAGPGGSCL 


746 


14647 


A 


752 


494 


2 


ETGSWFGPQRLEVQWW I KSSLQP * PP W 
APVILPPQ/LSSG*DHRHVPSRPG*LKK 
KFFL*RWGLTMLPRLLLNNLPTSASQNA 
AITGVSHCARSASVFLILRQGLWVWBE/ 
GAQW*SALSHLPV* /LSR*WCQP+PLG* 
DSGSGS PL WRRLAYLPLCALWKEVTMCS 


747 


14648 


A 


753 


1 


533 


YL.SPRLECSGGITAHCN/LRPPGLK+SS 
QLSLQ\SSWDCRPAPPRPAARLI FFCRF 
EEGRRSHYVAQACLKLPGS \SKPPTVA/ 
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ding to 
Inst amino 
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peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoteucine, 
K=Lysine, L=Leucine, M=Methionine, 
N-Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Th reonine, V=Vn)ine, 
W-Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possible 
nucleotide insertion 














FPKCWGYRCEPPHTGLCS/GLSEFGFCL 
WWGACSRSSHKNPGCGTA/CPAVFLHSV 
GYASHPSSTSRTAFTLGWVLVFVFRDKG 
LTVFSQAGSTVGVILG 


748 


14649 


A 


754 


1 


346 


ELSKSTLPALCGGNDKAWMTAHRFIAWF 
TDYLKPTVENYW* EKKIRLKVLLLIDNA 
PGHPKALLEMYTEIHWFMPADTTSIL* 
PTHQG VI S TLKFC YI> * NTFHKVQ \ CY I D 
SDSS 


749 


14650 


A 


755 


1 


323 


EDQTSHNVLLSLNLIQSKALMLFNSMEA 
E/R/SEEAVEEKFEASRE*FMRLKERSC 
LQNI KVQGEEASADGEPPACDPEDLAE I 
TDEGDCIK*QIFIVDKTAFYSKKMPS 


750 


14651 


A 


756 


1 


344 


ARQQPGDPARGGGRGRRL\QPRQAASFC 
TGTLARARHTCEGAGVLRRPADKLASLN 
* HFSQKKKKKKKKKKKKKKKKKASS SS S 
KKKKDSSYSSSSSRGGSSSSSSSSPPPP 
PPP 


751 


14652 


A 


757 


119 


317 


NRYFPFLRVKKFP WEGPFFFLR* SLTL 
LTLVAQAGLQWRNLSSLKSPLPGFKPFS 
/ PSA/LSRWDYRR 


752 


14653 


A 


758 


2 


363 


CILAIVKSAINRIAN+YI*KCSMSIITK 
RQA/ I KRKNKTRRYQL I PVRMTL I KKKK 
RW*RCEEKGRLAHCWF\ECK*RQPL*KT 
K*RFLKKLKLP\FITAIALLDIYPKQIK 
SE/CKKH/CAILFIALFTIAK 


753 


14654 


A 


759 


358 


1 


KADFCFPPTFSPRVKKIFPPPFPKKWG* 
KGP/LPPPGENCVFFFFKKKRGFSPLGG 
GFFYFFPPGFPPPWPFKKLGFKGLTPPP 
GPPQKILVFFFFFFFFFFE/DGVLLCRP 
GWSAVAQS 


754 


14655 


A 


760 


316 


2 


KATRSQDIRRIQVKLKEIEPQKPLQKTN 
KSRSYFF* KH* *NRTLTRVMENKREK/N 
EIDPIQNHKEDITTDPTEIQTIRKYYKH 
LYAHKLKKLEEVDKLLDTNTL 


755 


14656 


A 


761 


3 


321 


FPLGLWGSLGAKPEGQAPLYPPTLSKRV 
VPLC/DKGRSAVTFNTVYSSGSSRWFP 
P PCM* I YRLC I KGRS SDPEQKKKKKKKK 
KXKKKKAS KKKKAP KDSSSPKT 


756 


14657 


A 


762 


315 


2 


KTERW/ VFEKINKMGQS * DGLTKKNREN 
/V/QINKIQNERGGLSTGSTEIQRVIRG 
FCEPL*AQILDNLEKMD*FLiQPFHLPRQ 
NYKKKKI I *KKPISKVIELVIKNL 


757 


14658 


A 


763 


226 


329 


N PTTLEGQGGR I S KGPE F / CSRDE VS PC 
WPGWFQTPDLWRSVRLGLPKWWDF/RR* 
APPPGLNLFFRMLSTHGSW/CQHPCFKF 

PTSAFQYIYIYIF/ sflsrsftfvaqav 

VQWHDLGSPQPPPPGFKQ . 


758 


14659 


A 


764 


335 


1 


QSQERPDSFQVMNLTLPRAPSMFLVSPR 
TELS KSP * \ P PAFLCPCVWPHSTLLSQT 
LKY*IKYP+SPTPFPSFVLF*RDRVLLF 
HPG WSTLAGS * LTAASNS WAQ VTI»I* 


759 


14660 


A 


765 


100 


310 


HFGRPKRENCXjSP*V*DQTLHTHTHTHT 
HTHTHTKSRSENGGMRLTPHIPERVRW\ 
GIIC 


760 


14661 


A 


766 


315 


3 


IFPNPPRI FIQNPHPFLFGFFPKKXEGE 
KNTCAMETPRFSPPPLGGKKAPTGFPPPP 
IGF*GPKPLIKGRGP*/PP*KNTKIFFF 
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sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Asportic Acid, 
E=G!utamic Acid, F=Pbenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, L= Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=G)utamine, R=Arginine, S=Serine, 
T=Threonine, V= Valine, 
\V=Tryptophan, Y=Ty rosin e, 
X=Un known, *=Slop cod on, /-possible 
nucleotide deletion, \=posstble 
nucleotide insertion 














FFFFF*DRVLLCHPG*SAVARW 


761 


14662 


A 


767 


1 


309 


KEPYKLTELHNEIRVACGHLSKKKKITW 
VSDS*ASCPSKTRGNFIGPSAGSRAPSE 
KLEAHFHGCGSVNRVHLT/CK* HKRRPL 
GVAHLEVSDQRSGRTSLALD 


762 


14663 


A 


769 


1 


316 


GRAPPPPPPPPPTPRVKTSSKSESEPER 
/DGRE*EPTRSLERL/LFFASYFCLEAR 
QSTSALPPLPLSPRSGPT\VLLCPSPPL 
PGERPPNPTKLSREKQTKQTHRAR 


763 


\4664 


A 


770 


2 


366 


ARE 1 1 1 LTF * QMI TFLNTKGRT *SL I LA 
SLI IFIATTN\LLGLLPYSFTPTTQLFI 
NLTMAIPL*AGAWIGFRSKIKNALGHF 
LPQGTPTPLKPILP I IETI ILLIQPIAL 
AVRLTANITA 


764 


14665 


A 


771 


2 


364 


NAFPVI SGAWTEYPLSHFIQRCRQKKE/ 
LNGLQIGKEEEIFLFKDAML*IESPKES 
VQKRLDVIYKFSRIAVCKINIQKSNIW 
YVWNTQFENEVKTI *DPQ/DIKHWGIIL 
SQRKKE 


765 


14666 


A 


772 


~> 

3 


376 


HEPLGKLKLSLLFI LATYSLTVYSIL* S 
G+ ATNSNYAL IGALRAVAQT I SYEVTLA 
I ILLSTLLRRGCFNTLSTLMTTQEHL* LL 
LPS * PLAI I * FI CTLAETNRTPFDLAER 
ESELLSC/FKIEYA 


766 


14667 


A 


773 


3 


350 


HEFFFFILKMYLGQAQYFICFLFFFLGF 
HLK/HKSCSVTQAKVQRRHLGSMQPPPP 
GFMQFS VAEI KD VHHHAQL I F Y I FR I FI 
F*F /NFLRHS LALVAQDGVQWRDLGTLQ 
PLPPPG 


767 


14668 


A 


774 


1 


359 


GTRYAAMLSALGF I FLFTARGLTGI VLA 
NSSLDIVLHDTDYVGAHFHYVLSIGAVF 
ALI P\GFIH * FPLFSGYTLDQTYAKIH\ 
FTI IFIGANLTLLPQHFFGLSGMPRQYS 
DYPDAYTTW 


768 


14669 


A 


775 


2 


369 


ARGS ICLRQTELKTVI AYSS IRHIGLW 
TAILIQTP*SLTGAVILIIAHGLTYSLL 
CCLANSNYERTHS \RI I ILSQGLETLLP 
LITF* *LLARLANLALPPTINLLGELSV 
LVTTFS*ANIT 


769 


14670 


A 


776 


2 


353 


ARGTGA* VDS * LTTLHGSNMK* CAA\LL 
\WTLRCKI LFTVRGLTGMAI TNSTLD I A 
LHDTYYWAHFHYVLS IGAGFAI IRGFI 
H* FPLFSG YTLDQTYAKIHFTI I FIGVK 
ITFFPQ 


770 


14671 


A 


777 


3 


353 


HEGLHL*LPKAHVETPMDG* IALDAGLL 
RLRGYGI IHVTLILNPLRKHILHPFLVL 
SI+GIIITSSICLRQTDLKSLIAYSSIS 
HI\SLEVTAILIRTPL\SFTGADILIIS 
HGLTCS 


771 


14672 


A 


778 


367 


2 


FCPI /CPNQKFMGVGAVGPALYPNPFGG 
LGGLV/ TPGAGVLNPAGPPG * TPPPPKN 
PNLGGGPALFFPPLKGL3WKIALTPEAK 
GSIKPNSPPALPGGGPNQTFSKKKKRKK 
LMLVYSIELTSRA 


772 


14673 


A 


779 


3 


432 


HEPLHVJLSSCVCPACVCVCVCQ/CLWLQ 
VG VQ* CNYS SWQHE PLH * VHTRVYVCVC 
LCHSVAQAGVQ* CWYS /CTAACNSW 


773 


14674 


A 


780 


213 


466 


DDI LPVWNYS IS FLFFFENRAFFL PPGW 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=lso leucine, 
K=Lysine, L=Leucine, M=IWethionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, \=possib!e 
nucleotide insertion 














GAGTQL* LPAASN*GPKGPSRLTLL* W \ 
DNRHGPPC/LDNFIFLQKKNLTLLPRIA 
LN 


774 


14675 


A 


781 


304 


373 


R*VFFFFFLKKEFHFFPQAGGQNQEMG* 
LHPLPPGAG/RF* CLTPPHS WDNGEGPP 
RPPNFCFFRGNKVSPCGP 


775 


1.4676 


A 


782 


389 


1 


PFPKN* CRVNSRPNVKKKTI /QLLEGNL 
GAS VDDLEFGDD FLDT I PKVQSMKERS / 
WDFI KIKNVCFAKDNVKRRGPATNWKKI 
SVKDLSNKGLLPKIYEELLKLNNTET*R 
LT* KWSKVLNRQLTRETRA 


776 


14677 


A 


783 


1 


383 


GTSP* PLTGALS YLLMTCGLAM* *HFHS 
ITLLILGLLANTLTIYPGRGDVSRQSAY 
QGKHTPPVQKGLLYRI ILFITSEAFFFA 
GFF*SF\YHSSLSPTPQLGGHWSPTGIA 
PLNSL*VPLLNTWRLL 


777 


14678 


A 


784 


1 


389 


GTS I VIPTGVKVFN*LATLHGSNMK* SA 
AEL*ALGFIFLFTGSGLTGIVIiANSSIiN 
I VLHDTYYGEAHFHYVLS IGAVFAI IGG 
FIH* FPLFSGYTLDQTYAKIHLT\IIFI 
GVNIiTFFPQEFLiGLSGNA 


778 


14679 


A 


785 


374 


1 


ELNAYWNVMNLQNLIWNAQPLSIMQIFQ 
I LI KS Q IQNTL WS I SDTGYLPG IDKWN 
CI*LKILCIVKVTINRARMPVIDWENTF 
STYTNDKGLIPKYKELKHS\KQTNNLIK 
KWAKGLHSHSRA 


779 


14680 


A 


786 


.1 


363 


GTRLYHANTN* KKLRVAILISEK\TDFT 
VKKI RNKSGHY I M I KRS I L* EG ITI LYV 
GTPSNRVVNYIRQKLIKLPGEIDESTII 
LRDFNTPLSVIDASTRKKISKNIVESNN 
IISQLDLID 


780 


14681 


A 


787 


1 


361 


GTLFSSERKNPTWVSLNQKLEMI KLIEE 
GMLKAETGHKLRLLQQ/TSQWNAKEKF 
LKE I KS ATPVNTRKTRK*DSLLADTGKV 
LVACI ED* TSKNVLFS *SL IQSKALTLL 
NCMKPERGE 


78! 


14682 


A 


788 


1 


352 


GTRNYAKSTKSKLYRWNYKAWMTAYLFT 
AWCTEYFKPTVETYCSEGL/SLKILLLI 
DNAS SH * RALMEM YKQINWFMLDNR I S 
LLQPVDQ*VILTFKSYLRNTFHKALAAR 
DNDSSD 


782 


14683 


A 


789 


365 


128 


PLDQHGETPLLLKIQKLARRNGAHLYSQ 
XiLGRLRHENLLHPGGRGC/SHCTPAWVI 
E*DCLKNQTKTKAPRRVSISHSA 


783 


14684 


A 


790 


217 


257 


WSGG VAHPVI PATQEAEAEELSLGGRDC 
SELRSCHS\CTPA*VTQAGVQ 


784 


14685 


A 


791 


2 


363 


LAI LHQTVS * FVHAJCEKFWKDLL \ KSAT 
PVAI*MIRNLNSLYNLIMETV*W*KED 
QTSHLIPLS*SLTQSKALIFFKAMKTDR 
GKGAVE+ KFE3VTRGWVMRLKEKFCLS/K 
HIKVQG 


785 


\46S6 


A 


792 


2 


362 


GQ KLGLLHQ TVS KFVNAKEKFWKELL\K 
SATPVDI *MIRNRTS\LISDMETV* W* 
KEDQTSPLI PIR* SLTQSKAVNLFRAMK 
PVRGKGAVE * KYEASRGWFKQYKEKSC/ 
RMCNIKIQG 


786 


14687 


A 


793 


2 


360 


ARAGSTMAFKN YAKSTLPVLYKWNKKA * 
MTAHLFAARVTKYVKS / YCLNKKI PFKI 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K= Lysine, L= Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














*VFIDIVPSHPRALIGIYKE/ INVFMPA 
NTTSTLHPTDQEVISTFKCYYFKNRFRK 
AJQLPYSNSY 


787 


14688 


A 


794 


2 


359 


AREKL YLS ILTPLQRSLVI AFAATELTR 
YYILFETTLIPSLAISTR*GD\QPERLN 
AGTYLLFYTLVGSLPLLIALIYTHNTLG 
SLGI LLLTLTGQELSNS * ANNL I * LAYT 
IAFIVKIP 


788 


14689 


A 


795 


157 


365 


G 1 I EEKG YLPEQ I FNAKCSGM I S AHCS P 
RLPGSSYSTSA*TDF*CQVQWYDLSSLQ 
PPPPRFKLFYLSDPSTWDYILAPP/RPS 
* * FVFFVEMGFRQTPE 


789 


14690 


A 


796 


224 


372 . 


I FFI F IFI YLFTEWRQSFALVA\QAGVQ 
WRNLGSL* PTHPPPRVKRLSCL 


790 


14691 


A 


797 


482 


1 


NSFFFFFFLFPEAKDHKDFPSPPFPVFK 
KLKGFC*APP*VQKPVFYLKSF/CLKDY 
MLSFPESKVNFPSPPFL/SPSPLFMVGD 
PPLPPETYFSFCF* DPHS INFFLPPGPF 
LFHFFFFLRWVLLCHPG*STAV* SLLTA 
TS\VK+FFHLSLPSSWVYRCTSC 


791 


14692 


A 


798 


1 


415 


NLGGGGCSELRS YHCS PAWATE * DS I S K 
QTKTL/NKDHTRAGWERA 


792 


14693 


A 


799 


2 


401 


VQTGFHHVGQAGL * LLTSGN P PAS AS / Q 
SAG ITGMSHRARPQ 


793 


14694 


A 


800 


73 


307 


PMALEHHGCGMCLDFLPTFGKSHCFVLiR 
CAEMETRSFLPSWSAGA*Y\CLLQPPPP 
RFS*LRLPSRWDYRHLLPCPAN 


794 


14695 


A 


801 


87 


401 


SLI E I WTLKKSTCHNL YNWLS * HSLKA 
I VLARHS / VESLTHVLKMCLV * NF VFAF 
S * RSLCFFLKI S RP WVAHVCN P S TLRG 
*GGHITRSRDRDHPSQHGEIPS 


795 


14696 


A 


802 


3 


354 


LRHYTP \ PG* QS ETLP FKKKKKKKKKKK 
KLSFFPPPKFLKKKKGLFKNPFKKKGKI 
FFNPPPPKKKGFFLIVNPPPKKKNPPPL 
GGGGPPKKIYF*KTFFFAPPPKFENPFF 
FFSPRF 


796 


14697 


A 


803 


1 


830 


VETGFLHVRQAGLKLLTSGDLPTLAYQS 
AGITGVSHCAWLFFFF* *CLAVTQTEVA 
PS*LTIASN\PGLKLSSFFTLPHHARLI 
FKI FSRNE VLLFSR\ PSQTPNLMQSSCL 
SLPKCWDYRCEPLYPAESLSF\ fi klsc 
MLKCLE VKCNDVCNLL* NTL I KW INEW I 
EGWIGRLTCVKQIEKNVICRI * VMLKAT 
QPVGTEPS * ESRSTNSGEAMW + S KDNTP 
FPVF VS VFVLRQS / LCFVAQAGVQWSHL 
SSLQPLSPRLK*SSCLSLLSSWDLRARA 


797 


14698 


A 


804 


389 


3 


FIWPFKGAPSNSFFVFMWIKGHKCPKKG 
FGRKKKQLGPKIPF* KXKKKGAFPLWLK 
RFQGPFFFFFEMEFHS \ I AQAGVQWCDL 
SSLQPLPPRFKRFSCLSLPSSWDYRHAP 
PRPANF\ CVFSRDEVS pcw 


798 


14699 


A 


805 


161 


21 


RGGGCLQSQFR/RRLRHSNRLNPGGGGC~~ 
TEPRSYRCTPAWARE * DSVSK 


799 


14700 


A 


806 


405 


82 


FFLRWTL/DTVTRGGIQWCNLGSPQPP/ 
PPRFKRFSCLSLSSSWDYRRPPPCPANF 
LYF* *RRGFTMLARLVLNP* PRDPPASA 
SQSAGITGVGHRAWPMPI FENRFDL 


800 


14701 


A 


807 


938 


2415 


KITFWETFWITTVHPHLCKEREAIAGIL 
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E=Glutamic Acid, F=Phenylalanine, 
0=GJycine, H=Histidine, I=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=ProIine, 
Q=GJutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














RRWS * NNW / M IHTHTKNLNP YLT PDTKA 
TFK* I IGLT*RAKTMQL/LESFCQKENT 
GENLSDLG VGKD FLRHKKHGS I KGEKI A 
KLDF I QVKN F * S LKDTFKKMKKYALiGWE 
KI FAERVSDRGCVSRRYKEL * L / 1 ELKD 
NPIRKGGNNLNKVHQRI*MANKHMKRCP 
KS*VIREI*I*TIMRYHCILPRMAVMN/ 
SD*SHGDKNGGSSGTLIH\CR*ECEMDQ 
LLWKTIGQFLSK*M*RCHTDSSIPFLII 
QEK+NCISTKKTCTQTFTAA/MYLLVIA 
KNWKQLPYPSSVWI/QQIWCIYT\MEYY 
SAIKRTVDTLNN\QMDLKI IRFNE * S/H 
NLRRVHCMY 


801 


14702 


A 


808 


414 


1 


KPKAKLFVPVRQWNAKEKFLKEAKSAA 
PLN\RMI RKQTSLTADTEQV* VI W I EY* 
TSHSIPLSQSLIQSRVLTL\SMKAETGE 
KAAEENLEDSRG * FTRLKEKSHLHNIKV 
QGEAVSADGEAAAGYPEDLAKI IDER 


802 


14703 


A 


S09 


399 




TGPPPRNQPFNKPAKGNFWLFLFFFL*F 
/CNFFFFFFFTGAFLSLFGI\LV*CLML 
VWGNFSP*PFKYCFTFSFFLSFIFLIFL 
WLLLNTCLYICYTFCS YLTVL* CSFLFS 
SIFFLLYF* FWRLLLIHPPPTRP 


803 


14704 


A 


810 


1 


392 


I LLAGAI EDAEPGSG * TG YPTLTG S YSH 
PGAYVYLT I LSLHLAGDS S ILRAI NCI \ 
TTLINIKPPAVARYLTPLFV* PVLDTAM 
LL ILS LPVLADGVTI LLTDRNL YS TFFD 
PAGRGDP I LYQHLL * LLRH 


804 


14705 


A 


811 


66 


411 


RETRAGAQGLSRFSPPWGNPSQKIFLGP 
GFKKNPGPQKKGNFFFFF*KKFPLVSPG 
GRGGGNFRSLQGPPPKVPPFFCFNPPRK 
GG* /MGAPP 


805 


14706 


A 


812 


3 


392 


LSVPQFPPFFLKKTFRNCPPFCFSPPNI 
LGFPLKGSKK+GS FFPFFPPPNYS FFWF 
PSYSF*NQPCLTRGPF*NQKFPRL*KGV 
PILRL*SPLFFGPPPHS?/IFFFFDRVS 
LCHPGYS AVAQS / LLTAASS 


806 


14707 


A 


813 


690 


153 


IISIDAKKAFYEIPPPSVISSSSPTDSL 
YYNLGFLKNFKKGREVKYLNI IKYI YEK 
PTANI I FI SGKLKAFSLRSGTRQI CPLS 
PLQFNKVLEVLARATWQEKEIRNIHIEK 
EEVKLSLFVSNILCIEN?LKMP*KNSSN 
* * IQRVAGYKTNI * KI S \AFLYTKNKIjF 
CCLSHPIYDIPL 


807 


14708 


A 


814 


32 


376 


LFGLARS YI TEGGRLPENPTI PHG * REF 
WEIXZNKCD\TMRPKPSLHCSRCGHCVTR 
MDHHCPWINNCVGEDKH*LFLQLCFYTE 
LLTCYALMISFCHYYYFLPLKKRTLVRN 
VYI 


808 


14709 


A 


815 


2 


423 


YPLYPFKI FI FPKGFNFCREVGP I CPPP 
KIXVLSKNSQVGFYTAPYKEKNNTLPAR 
VNFGPPKDSLKRPPLFFFFFF*RDGILL 
CYPSWS*TPGLKQSRCLGLLKHWDYIC* 
PLHPAS F + KKH YS LR I LP / SLLADAW 


809 


14710 


A 


816 


404 


54 


SliAHFFPPPKKGFFPKIPRGVL* PPP* K 
KKFLFS/HPPVNLGPPRDFLKGPPPSSS 
SSSSSSSSSSPGG* MI FY* /P* * FGPAL 
VQPMACYCKASCKVKAPFFSTHSGLMVA 
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C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenyla)anine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q^GIutamine, R=Arginine, S=Serine, 
T^Tbreonine, V=Va)ine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possibte 
nucleotide deletion, \=possible 
nucleotide insertion 














PPTTAQS 


810 


14711 


A 


817 


3 


410 


DAEVGGSLEPG\SGGCSEP * SCHCTPAW 
VTG*ETVSKKKKKKKKGFFPPFFFKRGP 
FFREI E KKFGKKF FS KKKKKKKKKKRGG 
PFKKNFWGGKNLRGGKKKFFFFLGGEKK 
KPRGFFEKKTFFWGGKNWATTTQK 


811 


14712 


A 


818 


1 


404 


IPINSLTSKINKLLKRHKLP/HLNQEEI 
DNLTRTIPI *NINF* IYKQNTGPDGSIS 
KFY*TIRKT*Q*FYTSFQKIKNEEVLPN 
SFYBASTPLASPKKKKKKKKKK 


812 


14713 


A 


819 


421 


2 


LPPKRRCFSPKPPRGFFFAPS*GKKNI / 
CFPPR*NLAPPGVFLKGPPLFFFFFFFF 
FRGRVG*SWVPAASPLQGQVFLPPQ/SS 
*VGGSPGPPEHARVNFFFFFFFFF*F* * 
RQSLTMLPSLVSNSWA+TILTPQPPKVL 
GLQ 


813 


14714 


A 


820 


84 


418 


ILTCHNARLGEKSQIVTMQASQNNPKLV 
NICEVFLVFFFWKPI FFGTQVGGQYFNL 
SSL* VRLPGYTHFFCLTLPKSWDYRPI P 
PS \ P I FFCFFNKKGVS PG Y PGGCNILVF 


814 


14715 


A 


821 


290 


3 


FSPPPENLGPPRNFLKGPPPFFFFFFFF 
FFFFFFFMFCVLIY\FIFFCTNLLFLDF 
CIT* *7*NWFISSKAVCLFLFLPLQPAS 
QKTKNRCRKSFF 


815 


14716 


A 


822 


416 


2 


ITKLTEEKKIWSGKRKNDYVKYAGASQN 
YTAWLRPQSMITLKDSSERKAPHWGEL 
NW\HVHHFIWKER*PEV* I YIES*AID 
GGLASWSGPEKNKIGKLGAKKV*RRDMK 
TDPLECTQNINI FGFVCLFGDRVSLCW 


816 


14717 


A 


823 


409 


45 


PPPPFLFFFF* KKKKAPGGGSQGPKF* P 
PPPPKGKP PFFKKKKKKPGGGGG PPNP P 
PPKGGGQK/QFFPPQGGNFNKPKSPPPQ 
PPRGQKKKPPPQKKKKKKKKKKRLNVTG 
PQFLQLESGTY 


817 


14718 


A 


824 


1 


408 


I FSEHNG I KL * INTKRNFRNCTNI WELS 
NMLLNNH\*VNKEN*NKKFIKTNE/NKN 
I TCQNL * DTTKWLRE I YSKKCLLQKKK 
KKKKKKKKKKGGGALKNYLGGGQFYGGE 
GNF I FFFWGGAKKPCGWI FRRRP FFW 


818 


14719 


A 


825 


259 


274 


YL* YLLLYRRYSA* I PL/LGYYLKKRKL 
LYQRDTYTPMFIAALPTIAKMWSRP*SP 
W 


819 


14720 


A 


826 


422 


105 


FFFSKIPWGNFFPPPPKRIFFPPFPPKI 
FFFPPPPFFFWGGFSPFSPPPKKVFFPK 
SPPVFFFPPP*KKKFFFP/HPPLIFPPP 
GFFFKPPPPFFFFFFFFFFFFFFW 


820 


14721 


A 


827 


15 


402 


IKSLGKNIGINLGDLVLNNGP*YTLPKA 
QATKEKIDN/WDLAKAKNI CA* KDTIKE 
VERQPKK* QQTFVNHLFDKGLVSKHV/N 
EL * L INK KTNH \ HL * * WAKD * NRACSKB 
DVHMTDKLMKDVPSLVIREI 


821 


14722 


A 


828 


420 


3 


KDAHTCPPGCKGGFSGHRALKAICRNQG 
FLLTTTEFLTHKCPLPGQEPWGQHQG*R 
DSPRRVSPAPGTWQPPCHRERACLAPSA 
VE/GPS* IQEQEKSLLFFFFSLLRWSL/ 
NSVAQVGVQWRSLGSLQPPPPRFKQFSC 
LS 


822 


14723 


A 


829 


1 


269 


I KX KNLARHGDS CL * S PLLLEMLRLEEN 
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Q=GIutamine, R=Arginine, S=Serine, 
T=Threonine, V^Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














LSPGSRGCSEL/CQPARQGETLSQTNKQ 
TNKKPHQVQLPCFEI INFKEFI TCLVLR 
LPGNSW 


823 


14724 


A 


830 


432 


1 


gynnqq i fdvdqtafy * kki psrts i ar 
eeksmlgfkas kdrl i lllgakvagd fk 
lkpmlvdps$tprelnn*arctlpvl/v 
kwn/ kawmtaylftv* fiqyfkptvdty 
c/fkillli dnapgl pravmdr * eesnv 
fmpvnttl 


824 


14725 


A 


831 


1 


233 


KKLQ I KYLG I NLMKYT I HWS I CQKLLM 
KEINEDLNKWRDVLCLWI * RLNNMS ILH 
KLIN/RINLLQLRI 


825 


J 4726 


A 


832 


3 


477 


YQTCKEDLTQMLLKIFQKI KGEGI I PNS 
LYDASIAMMPKSDKDRTKKF\NYRPISL 
MSIDAKILNKILPNQIQQHIQKFIFIPE 
MKG*FNIRK*INLIHLITKMKTKTPMII 
SIGTEKVFDKIKY/PFPITTLTKLGIDG 
RSLDAIMVARE 


826 


14727 


A 


833 


3 


402 


RYQTPLLV\ * TVLI TTALLGLSLPVLTG 
GITI PXiTDRRLDTTFFDPAGGGDPI LYH 
HLF* FFGRPEAHILILPGWGI I SHIGTY 
YSGKKEPFGYTGMR* AI I S IAFLRVIV* 
AKH I YTV* IDRDTRAYLPSLHN 


827 


14728 


A 


834 


7 


395 


DPQRVSCMALSSNSFFFFFWERKSLFFP 
GREG RG Q I WVNGT P PLQG KRNS PAS P PG 
GGGITKKAPKLHPPKKGWGGGLEKPP*N 
QRGGFGI * SPGGKXGFAGG* KQGQKSKG 
GGKKKGRA\DP*AYIPLK 


828 


14729 


A 


835 


41 


444 


DPR VRKKERBNL YRS VS I KE I ES VI *NF 
PTKKI*GLDGITSEFIQILPKKKPK\IK 
KERTFSNPFDKTNITLl/SKPETTFTKK 
EN/VRPVSLMNI /DCKILLKVLANCTI>\ 
HI*REIHHDS/INFIPAIQISFNIQKTN 


829 


14730 


A 


836 


3 


415 


HAY Y I VKPS P / W I P KGALS ALLKTYGLT 
M*MQFQSIKDLRLGLLTNTLTIYQ*WRD 
VTRKSTYQGRHTP P VQKGL * YGI ILFIT 
SEVFFFAGIF *AFYQSSLAPTPQL»GGHV7 
PPTGNTPLNPLEDPILNTSGLLGIGVS 


830 


14731 


A 


837 


378 


0 


JTPPKGPGGKI FLKK/ SPGRKI F* PPGNG 
/PFFSPLSPLKFFFFPKAFNFWGGGGPQ 
GPPPKKGVFSQNPPPGKKRPPQKEKKNF 
FP/PPGKMGPPQGFF*RAPPP 


831 


14732 


A 


838 


383 


38 


GPGEKI FLKKPREKKLSPPGEKAKFFPP 
SPLKNFFFPQGVFFLGGGGPKRPPPKKK 
GFFQKTPRGF* IAPQKKKKKNFPPRGKF 
GPPQ/RIF*KGPPPFFFFFFFFFFFFFF 
WSL 


832 


14733 


A 


839 


59 


418 


TKI SSKDQKQY\TTPGW*MAEI S TTFED 
AEIIDALIFPFNLPIWLHKKPDCSWKVS 
VYCKLK*WSLISATGLDI1NT\LLEEM 
KRVSGTWYIATDLAXTFFYI /PDQKEFA 
FSWYG*KDIF 


833 


14734 


A 


840 


5 


335 


IRHLF* I NKFENliDKMDTT * KLTYEGIE 
SLN/RII*NF/PWKSLGSGSFTSEFYS 
LFKEEITAI YKPIWRVEKGGI \LPTCFA 
TRITLIPKPETCIMRKKNCGPVLFMNGH 
F 


S34 


14735 


A 


841 




38 


RRLKLEDHLSLY*KINSKWIRELNXR/P 
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C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=lsoleucine, 
K-Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Gtutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unkno\vn, *=Stop codon, /-possible 
nucleotide deletion, \=possible 
nucleotide insertion 














ET I KLVKKD KGNV \ QDTDPGKD FMV KTT 
KTKIDKSDYI KLQSFYTANETVNRVKLQ 
PIE*GKIFKNYSSGKGLLSMIYNELKQQ 
HRNNNLI *KLEDHLSLY 


835 


14736 


A 


842 


2 


424 


GRVGSIPLSQSLIQSKALTLFSFMKAET 
GQEAAE KKVEANRGWFTRFKERSGLCNI 
KVQ/GAGGDTAASSPADPAKINDEGGHS 
/KQQIFSGNETAFY*KKMSSGTSIAREE 
KSMPIFKASKDRVTLLIGANAAGNF\Kli 
KPMP 


836 


14737 


A 


843 


281 


3 


FFFFFFFFFFFFFKTFLFFGYWFSIFFP 
LLFSISLLLSFSGSFVTFAFQPFF*VSR 
YHYQHFNSTF*FL\KL*FIF*IFFLISI 
LFLFHGYNF 


837 


14738 


A 


844 


409 


I 


RCGGTCPWSPVLRRLR*KDHLSLRG*GC 
SEP* LHHCTPAWATE\DSVS KKNKKKG I 
SCRQHIVGSFFFHLKMCLLNGLLSFFTL 
NVI I Y WEFKFT I LLFLLYS I CSLSHLF 
SFPAKSWINSKFESLFVCFNSFS 


838 


14739 


A 


845 


63 


451 


KNQEQESEETLPNLFYKASITLIPKLDT 
QK* KKRKEKKRKKKK\EN*KPITHRNIY 
AKI LNKI LAKQIQQ Y IGKI I HHDQ VGCI 
P/GAFDKIQ YRCM I R/TLQKMG I EGTHL 
NIIKAIYIRPTDSIIENREKP 


839 


14740 


A 


846 


60 


460 


RNNEPFLDQIVTYFEKWILYDNR**/PT 
QWLDGEEGPKHLPKPNLH/QKKVWTVW 
WS AS LTH YSFLNP \ ETITSENYSQE I DE 
MH* KLQSLQLASVNRKGQIPLHDNPRLQ 
VAQPVLQKINELGPEVLPHPPYSPE 


840 


14741 


A. 


847 ■ 


344 


2 


UJFLKFHPGGETFLQKGYTGYFSPFTP* K 
FFFSLKPLNFLGRVGPFFPPPKKGFFSK 
IPQGGLISPPLRGKVFPPPPRLNLGPPR 
VFLKAP/HPFFFFGI\PHGLQPRPMI*K 
PTRP , 


841 


14742 


A 


848 


439 


132 


RRVAAPPPSKNIFFPPGSYNCGGVWPQK 
SPPPK*GFFPKP\SGVYKNPPQIEKVPF 
FPHARIVPPPGDPIKTPPPIFFFCFNSI 
NFS LRGAQLYVWDFLGSGC 


842 


14743 


A 


849 


94 


470 


LNHFLSFFLSFFLSFFLSSGSLSLSLSF 
FFFWKGSPPPP*GTK/ qkpclkkkkkkk 
GGGGGQNFFTPPGGKKNPPPQGGGGGGS 
PAQKKKP/EGGGPPGSKKKNPGGGFKKK 
KPPKKPRGGGGKPFFP 


843 


14744 


A 


850 


2 


396 


ffkkeniqmankhvktyttllviremki 
ptsmr yh fts i rvak i lktdntrc * qeg 
rtirilmlc*lqnkmvlll/v?knwqflt 
ki ki flf\ fdptisllgi ypremktyvh 
ssfihgnsknnrtgnnuwhn 


844 


14745 


A 


851 


369 


36 


SKGASDILEKPPLF*EVGLPTPSPPLGE 
KMP/FNYKGGFGKGISLLIFPKKKFIPP 
GGHFPFPFP/PFFFMDRVLLCHPGWSAV 
AVSQLTTTSASRL\K*FSCLSYSEG*DG 
RIS 


845 


14746 


A 


852 


1 


367 


PPPPKIKSPSGPGPPSKRGSPGAPPRGG 
KFWFLSQKGWGGP*FPPPPGVKPE/NIP 
+ PPRGRVPL/HLNUIPAPPPGPPK/PKP 
?SP 


846 


14747 


A 


853 


1 


378 


AMIATLISNS*PQ/ CDPPALAPQSAGIT 
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GMSPCARPTSCSFYP* ILLTVRTFIKIR 
NFFFFFDTGSNFVAQPGGEGHDHG* * * P 
QPPGPNKS FNLSLPSRWDYGGAPPCPVI 
LCIFCKDEVSSCGSG 


847 


14748 


A 


854 


369 


1 


SACFGLPKCWDYR/R*ATTPSLEIIIYI 
ER* EKTTS PDNANRFDVTKLHHYDCS VM 
DF* KAL* NGDDFPVLMSKMHMQSLNI I \ 
FVFCFLRQGLALSQ/ agvqwrdhglpqp 
QLPRLQPSSHLSL 


848 


14749 


A 


855 


380 


335 


NPGGRGCSELRLCHCTPAWAT\SETLSQ 
TKIQPKKQEV*LL 


849 


14750 


A 


856 


373 


1 


LRIKILNXKGLANLI P* *R* KI IHSQVE 
FIPEMQA*FIIRX/TPSIKWPIVRTKKK 
KKSQMLI SIDTEKI FDKIQHLFLVKPV I 
KLGIEGTFINFIKSIY\KKSTTATIISG 
LNASPLRLKTRQDF 


850 


14751 


A 


857 


369 


44 


KVQN LY FE KKLLNK I KVDLN KW / N S LCT 
RFRKLNIANIIMFKLIHRYN/SKVKIPI 
KIPANCFGEIDKLI LKFI * KFKRPQIAK 
1 1 LKKNKDGY I LPDFKTYYI YMQYHLC 


851 


14752 


A 


858 


1 


348 


QWHAPAS / LARPPPPRFK* FSCLSLPNS 
WDYRHAPPRIiANFVLFCFVG*GGIHIj 


852 


14753 


A 


859 


1 


366 


CTS PTFNQKLEM I KL/ EEGMLKAETG * K 
IjCLLCQKV/ QWNAKEMFLKE I * S ASLV 
NTTMI\RKQSFTADMEKV*VV* IEYQTS 
HNIPLSQSLIQSKALTLYSSMKAERGEE 
AAKEK/LEASR 


853 


14754 


A 


860 


12 


366 


PSTLGLRRASCLSLLSRWD* RHMPPHPA 
N*KNFFCRDG/SLTMLLRLVL\NSWPQA 
IHSPWPPQ 


854 


14755 


A 


861 


424 


78 


NPRPLEGQTASFSIiAPNF*TTLGKKVNP 
FF/SLKNPPPPPPPPKIWAPQGPFGPPS 
PGGLNGGFFLPPRVKAPIIHKGAPPPQF 
PPQKKKGPRVFPKKKKKKERKKEKGMTR 
AFCYP 


855 


14756 


A 


862 


327 


3 


SHWFFAAV\GREISM*AMAPDQTKKICP 
RS AEDAI K Y FLTQATGS I IL I RA I LFNN 
RLSEQ* S I TNTTNQYSSLI 1 1 MAI AI KV 
GMAPFHF*VPEVTQGSPLTSGLLVL 


856 


14757 


A 


863 


1 


341 


YDRNKWKDIPGS* IERLNIVKLSMLPTV 
IYRFNVILIKIPMTFFA2TEKSIVKFSR 
DYE* PKQS * KEQNWKTHTP* FQ/QFFTA 
TVIKMWJY *NKDRYI Y/DQWNRI + SLGI 
NPCI 


857 


14758 


A 


864 


32 


324 


LVWPFFFFFFFF* KKKFFFFPPF* RKGK 
NFFFFTPPPPGLNLFF/CPHPLKKWEKR 
APPPPPN* FFFFLKKTGFFFFTQKGLNF 
P PLETP P LTP PKGLN 


858 


14759 


A 


865 


350 


3 


RVKNPRPFWGF*MVLKPLSFFSKKTN* I 
LFPLKI FS PPKTVPWGKI FLGAL* N PFF 
CFKNPLV?FFGF+KIi/SFFFPPLYFF*KP 
LAPLKRRFSFFFFFFL*DGVSLCR?GWS 
AVARSR 


859 


14760 


A 


866 


342 


118 


GS VTQAE VQWCDHGSLQPSTPG IK*S/H 
PPTSSYQWGTTGVCHPGLAN1LSRLVLS 
SWPQAILSPWPPTVQGLQV 


860 


14761 


A 


867 


1 


354 


VKPSP* PLTGALSALLMTFGLTM* IHFH 
SITLLILGLLSNTLTIY\Q*W\RDVTPE 
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S T YHGHHTPP VQXGLRYGI ILFITS EG V 
FWAGSV*TFYRSSLSPTPQLGGHWPPTG 
ITPLN 


861 


14762 


A 


868 


3 


344 


QIKNPDNISC/WIRCGATGMFLHCWWEC 
KLLQPLWKTT*HQ* SRR* AVPLSGMFP / 
NRYSSTCTPAS I * KTFLSALFMMTPL/C 
LSRVEWIK*SWCNQKL*Y*SVMKRSEEF 
SLKNA 


862 


14763 


A 


869 


345 


1 


KQAGLKNVKITG/EGASVNQSR* VS / YL 
GTI KK I TEEKGYLPERVFNAGASAVF * G 
KKLPQRTFISK/EEKQAP/GSEVGKDRL 
TLLFCANMSRFMISTALLYKAADLQSLK 
GKDKHRL 


863 


14764 


A 


870 


340 


45 


FCSFCRDRVSLCCLGWSRAPGLX*SSCL 
SLPKC*DHRC/AA/VPAWFQRCILEKKN 
QIY*CAERIL*SERPHTRHLDSSTVNIL 
PCPLSKVIFWKKKNQIY 


864 


14765 


A 


871 


209 


72 


KLWD IHTMEY YYSAI KRNKPLK YTTWMD 
LKDIMLCEKANLKRSHTV 


865 


14766 


A 


872 


3 


353 


SFFLGPPPFFFFFFPPPQPLPIFFWRFF 
FCFSPPKKPPP/PFFL*GGSPP?PF*RG 
FFFF*KKKGGVFPPPFFFFFSPXVSPPP 
PKKGGGG/ PPPPFFF 


866 


14767 


A 


873 


3 


267 


DFTMIiARLVSNS/WPGWAHTCDPSTLG 
G * GGW ITRSGVRDQPGQHGE I 


867 


14768 


A 


874 


1 


346 


PRRPFFFFFFFLIVFIYFKCVYLF*DKV 
LVCHPGWSAVPHHGSLQP* PLR I KQSSH 
LSLSSS/WDHRHAWLVFVSFYRDEVSPC 
LANFCIFL*RQDFSMLPRQ/VLKAICLP 
WPPSL 


868 


14769 


A 


875 


1 


172 


KLLSSGSPPASASQSAGITGVSHRARPG 
LLNFFC* CAFSVPGPCLGYPDTFTH/LC 
PPSFHQSVIASLDFSCLS*L*MSP 


869 


14770 


A 


876 


1 


348 


LLFC FNNYS FFHG VKP KI PAFFVFGFGC 
LPHFFPPITPAPFFFLDRVLLFPPGWRE 
MGPF*APPTFSPQG*GVFPPPP?Q*LGP 
RGPPPQPGVFFFFCI FGRDSA/LAILPR 
L 


870 


14771 


A 


877 


1 


203 


GFHYAGQASLEVLTS*STCLSLPKSWDY 
RRGPP / * PGLS YFLYPSLRS + FI CAMS I 
HIPFIKKKKASD 


871 


14772 


A 


878 


343 


102 


EWEDCPSPGGRGCSEPRSHKC7PAWVRE 
TLSPKKYIiFLQP*KLKNTKIYLSISIP* 
ELET\ILKILHFKMMNPLHSYNFFF 


872 


14773 


A 


879 


2 


359 


RDITKGDMQMETKHM*SFSTSLTSGI \H 
NSPIRPSKMKNIDSTRYWRGCRAIRALI 
HCWWRC*MVQPFGE*IS3FSKKLNMYLS 
YDERPTFRYEK* K/P* VHPK I CV*MFMA 
AFFLISPNW 


873 


14774 


A 


880 


205 


1 


FFRGVTEGL*EPPYVESVI /AGGTTARR 
PLFFFFFFFFFFLRWS FALVAQAGVQWR 
DLGSPRPPPPGFK 


874 


14775 


A 


881 


150 


2 


CRARVDGVPWRNPGSLKPPSP\GSSDPP 
TSASQECGITGAHHHTRLT*VF 


875 


14776 


A 


882 


345 


1 


KGNQPWKTEKRALFC/TLKKKKIFKNSP 
PRGNF * KFFVKKKI PLKKEKGFS PTWGK 
KKEFFFKKKKKKKKK* *AKDLNRNFSRE 
DVQMAKKHMKRCSTSLI I REM* IKTTIR 
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YHF 


876 


14777 


A 


883 


2 


355 


DRLLFS ASHLDLGTLYLLFGA* SGVLGT 
SF\SLIiIRAELGQ\SGCIiL*NDHIYNGI 
ETAHAFVMDLFI VRPI I IGGFGN*LGFP 
NKKGADMAFPRI NN I S F * LLPPSLLLLL 
ASAIVEA 


877 


14778 


A 


884 


262 


2 


PTCEQSERE I KKT IQFTTESK* I KFVG I 
NLAQEAKDLYTETIKYKTLLKEIKDTNK 
*KNIIYV\SWTRRFNNFKMLGWAQWLMP 
VI PA 


878 


14779 


A 


885 


16 


318 


ILRADCADLFFFFFLGGKKGFCFPRLKG 
RGETLLN*TLIFR\VKGNF*PKLPKIW/ 
DFKGWP YHL/AENFVFFLKKGGLTLLPG 
LVLNS* IKEFFHLWPPKGVA 


879 


14780 


A 


886 


298 


322 


KRRTP*YPPGEPHFPPPPPQG*KARGAP 
PPPPKKGFF\ PEKKKKFGVMVQGTTQKP 
PKKTKVRVD 


880 


14781 


A 


887 


353 


3 


FPFWGFLKTLFGKALWLFKGFFFFAKQK 
FFFLPSLPPPP\LGFFLRGLT* FKIFSP 
LF * KGAPQKG I SHPLFF FLISPKPPPPF 
FPFFFFPPPPFFFFFFFFFFS\RDRVLL 
YCPGWGA 


881 


14782 


A 


888 


22 


341 


IPCTCLKLHGKVHDHDCSQLWWPKPQEE 
MRTLENNLAVLQS I LQWLD I ELPYDRAI 
ICAREIKTYV\QQNCT*TFMLALCITAK 
KW/ KQLKCPSTDEWVSRMWYTCTR 


882 


14783 


A 


889 


51 


338 


ERS QLQWLMP I 1 PS LFFFFETQFLFCCP 
GGRAWAIFK I FE FLA\ PK* KQFS CLTLQ 
TI*VYGLNPPPRKNFVFLKERGLFHVGQ 
SGRDLPPSGDPP 


883 


14784 


A 


890 


1 


225 


GRLR PENH LNPGGRG CGELRL C Y CTPAW 
VTERDTIS/RHTHT*NYFY*GSI*QLAN 
SCCCNMLNKFNVICILRWC 


884 


14785 


A 


891 


357 


164 


GKGCSDSRLCHCTPAWAT\TKTLSQKKIi 
I LKKQNKFRS * LDD * INMRCTVWPCFHV 
FLFIRAAPLFSDWLYNK*MNRNT 


885 


14786 


A 


892 


207 


302 


EPFSGI I INES IHQEGIIVLNVYTSSNR 
PSKYMKQTLIELKGEKVKSTI IVGD/FY 
THLLVIDRTSR * KR 


886 


14787 


A 


893 


86 


332 


VMRVSCCCLKD* ISLCHPTWSAWQS*L 
TVASNSW\VKQSSFLGLPALWEAELGGS 
LEVRSLR P VWAT * TP \ FCKNK KL 


887 


14788 


A 


894 


2 


336 


FFFWPPPQTFLKNPGGPGPKREEGPGGS 
PRGQKQGPPGLHLTGFGGQPGG*KNPEP 
GPGGRAPKGETRGEGGGPTRPQ I P/QLI 
NGKSGKPPKVTLNGAWGTIKIFLIKTPV 
G 


888 


14789 


A 


895 


1 


214 


ARESLASFLPPSLPPFLJjGLRFLPSFLP 
FYFSFLPSFLGFGSFLPST*VPSFLPSF 
LLFFPSFLPWLWFLPS/FLPSFLPSFLP 

sw 


889 


14790 


A 


896 


131 


352 


TLHES DS ES VPRDFK I S DALAVEDDQRS 
PGTLNAAELS/SSVRERKKKEK/KPEPG 
h* DQS I KESDS YMVSGGRIQ 


890 


14791 


A 


897 


3 


184 


CSVAPAGVQCHDLTSLQSPPP\SSSNPP 
TSSNPPTSAF+ VAGTTGMCHHAWLI FVF 
LVDAA 


891 


14792 


A 


898 


327 


264 


NRAVS LMNLDAKVL \ KL I SASQ I YVYI K 
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KMIH/HNQIRFTMRM*GQFII + TAINIY 
HKLIK*GRKHMIPLIYAVKIFEKI*YHN 
IMIKTLHKL* IKEPPGSFIYSL 


892 


14793 


A 


899 


3 


313 


TKAASHSQ\RANLQFLVGRIH*HLKSRT 
I S PGRVGATAAVNSTA I LE YLTAEVLEL 
ARNASKDFTVKHTTPHYLQLAIRGDKEL 
GSLFKSTIAGKGVI PHIHKS 


893 


14794 


A 


900 


340 


1 


HLCPHKEHLY/ LLQTSCPLAI I * FISTI 
AEHT KA P FDMAKVE S ELVSG FN I E YAAG 
PFALFFIAEYPNII IINTLTVTIFLGPT 
YVALSPELNTTYFVPRKI VWRVFI I IM 
FV 


894 


14795 


A 


901 


1 


252 


LTFFPQHLLGLSGMPRRYSDYPDAYAT* 
NILSSVG/SSFSLPAVIL 1 1 FM I * EAFA 
SKRKVLIVEDPSINLE*LYGCPPSFPSF 


895 


14796 


A 


902 


326 


1 


LGPPPPLKEPPGVFPIFPF\*FWNFGPV 
GPF*KII.IGPLILDFPQFFFGGVSQIVF 
PPF*GKIPFF*KNTPPFF*GIGGSIPHP 
PLFFFFFFL*DGVLLCHLGWSAVA 


896 


14797 


A 


903 


1 


352 


KG I FPVWSCG* KGTQKKGGLSQGGQGNV 
PPCG IHFVKE FLGFPGAQLLI S * GGRLI 
F* KGPKKGFLP* TVFG/RRAQFEAPR 


897 


14798 


A 


904 


325 


2 


RLEEKLNDYWNEMKVKKNTEYPLNLPVE 
DIQKRPDQTWVQCDACLKCRK* PYGMDQ 
HLEK\WYWCNNHDSQFRYCMVPKDPEDM 
DLVHPNYGKPYKKPSKETYWFSQMP 


898 


14799 


A 


905 


1 


329 


I GLAI HGAER I VRGQTAKSLAVHN \ VCE 
QKKI KKKKGGPGRE FQNLKWENPKNPGG 
S F* RGLG PQSNFFYLKQ/RLG FFF* KKP 
PKI*ILAMEPPNKKIF*KNKNKAHFFF 


899 


14800 


A 


906 


148 


2 


DVDKLFLLRSLPTL*RPEYGSYMIEGT\ 
TGQPYGGTMSEFNTLEANMRIR 


900 


14801 


A 


907 


384 


1 


ESKRS IFGPPNPPPPGFKGFSRHAPLWL 
RSREPPHKAGVKKGFPRFRPGS*MPIP* 
SFLQNCLPQRVGFPSLPPFGAPFLKISL 
FLRQESRSVTQAGV* \ YGLLQ CR P PRLK 
S FSCLSLPNSWD YNR 


901 


14802 


A 


908 


3 


297 


TKIKSL* INHLIRAKTVKLLEENMGINL 
HDLSSGRQQPFRYDTFQ/SMINTAIKEK 
IMKLSFVKMGSFISQRTPLRKERQLTK* 
EKI FADVYLI IGRRG 


902 


14803 


A 


909 


169 


373 


ASN I LS ATD I SNT FGP PGSQG FSGREAY 
VEAGTYYTNFSCLGQVKVF*YWMQLIVS 
I VLL* LL* VTQKL* L/GPRQEKFV* YVP 
AST* ASLPLKPCDPGGPKVFEMS VADS / 
DV*SLWLALIGESKFRCLVF*SKFLPSS 
AYTYSPLEKKLFILLGCFVMICFCFCFL 
RRVL 


903 


14804 


A 


910 


132 


368 


GRIFLFVGQEKGARVSFLFLF+DRVSLC 
HPGWSAVAQSQLTTS / TWTQNNSSHLTP 
P*VAENHRCA/PHTPNVLFLC 


904 


14805 


A 


911 


2 


339 


NSWAQE*AGITGSCHHTQLTLEF*AHDR 
QMMFFLFFLKTNFTFCPPA*RPWPGLGL 
TE \ PLLPGLKHFF / CLTLPSNWDKGH LP 
P/HPYQI / CGFLR KNGAS LI SG 


905 


14806 


A 


912 


3 


381 


LNFCDTHPLTPRPVSIQRQCLPLVEAGI 
RWRALISPQLHPPT/YSLLSSWDYKHAA 
PHPANFFFFFFKKGSLTMFPRPGGS* IF 
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I YLLI YLERES Y/ AVAQAGGQGPNFNSG 
QPLSPRFKQFSYLSLLR 


906 


14807 


A 


913 


394 


1 


MSKGKIG*KLG* KFAQKVSQFVNAKEKL 
LKE I KHFTLMNT * M I * KRNS /LIADLEK 
ILWWIENKTGYSIP*TQNRIQSKALIL 
FYSMMTERGEEA\ KKFEARRDYFMRFKE 
RS RLQNMKV * DE AANAEGEAA 


907 


I4S08 


A 


914 


326 


200 


HNWL.S I WfCKVKSNCFLMPHTKINSRWI K 
DIKI/R/LHRIKILQENVGNHIYKI*RQ 
KRS * PRHNFLHKNCKCLVWHKTNK*NH* 
KI YL * CI * KTFAVFM 


908 


14809 


A 


915 


3 


334 


LWRVKGPKFKFWLHHQLGLYC*VISFF 
INKMKEYVLIHRIK*DHKNIF*MGYKKL 
* NVN I W * LVLFGFS S KNHL/ WSGAVAHT 
FNPSTLGDRGRR I TQGQE FQ I S LTNMVK 


909 


14810 


A 


916 


14 


299 


YQKLPQKKSPEPNAFTDKFYKIFK*LTA 
ILQ* LFQKI /E/KETPLPK* SNESSNAL 
I * KPDKDI T/S KNYKPIS VSWIHAKILN 
KI*GYQVQQKQLYSK 


910 


14811 


A 


917 


3 


339 


SLQPQSCRLKCSSCLSLSSCWDYKHKPP 
CLA/NFF/ VFF* EKGICTVKN*NGDYPL 
GRRVTKRDHERGF*NAGKVLLVGW/CGF . 
ETQSRFVPQAGGQGRNLGSLQALFPGLM 
PFSC 


911 


14812 


A 


918 


2 


321 


GI I SG I YfCELSQPKMTDSS I KK\KDLNR 
NFTKE YVQMACKHMKRCSASLVIRE I K \ 
I KS TMR* H * \TPTRMTKI KD\DKNTKCW 
* GYGAVGMLIHCQW \NTKMVQPXrWKN 


912 


14813 


A 


919 


51 


326 


FFVFCLFSLVFISLNCGLF/PTFFRIPS 
L/PYLQLI*IYLFFY*LKPIFLKFFRDR 
VSLCHPGWSTVA* S * LIEASKYW\ VQ * S 
SHLSLLSS*DY 


913 


14814 


A 


920 


239 


2 


DSLILSAVQ*HDIiGSLQPPHPGLKQ/FL 
PSNWHYRCMSPCLAYFLLFLVETPFCHV 
TQASLELLGLSNLPASASQSAGI 


914 


14815 


A 


921 


1 


242 


PRPRRRLLKYFILFNFLRQ/RSRSATQA 
EVQ* HDHS SL*PQTPRLK\HPPASET 


915 


14816 


A 


922 


249 


1 


AL FCALKKTLCGTLM F I AALF I IAE\SR 
HNQTQ PTCLSTD EE I NKM WHRHAMGNY S 
AI KRNEVL I YAKI * M YLENI MLSE I I 


916 


14817 


A 


923 


404 


1 


SRPQKKLGELKCS * RPKGLNKKNQRKPG 
TFFFFETKFHS FCQAGVQWVYGC* SHP Y 
LLHIIFP* *VF*MFLIIjITV/PSRNKDL 
IGNSEKQIHN/WSSLYFYF*LFFLRWSL 
TLVPQSGVRWRNLGSLQPPLPRFK 


917 


14818 


A 


924 


6 


358 


FFCSLLGHGGETPNNSPLPHPWL* ETKS 
PPKPPHPLKKKKHSLFFKIFILKKKKNG 
PPFFPPAGPNPRG*NPPPPQ/RPPKGPP 
PPKEKINPPPPPQGKNFPKGKRPPLGPF 
PKKGGGY 


918 


14819 


A 


925 


268 


2 


HMYAFVKI DLTAHLRFSAGKKE I PAGKL 
YF/L * RKNPKNQI GWQKFOCKCLPRAGRM 
VAHAWNPSNLGGQGAGTT* SQALETSMG 
NMGKP 


919 


14820 


A 


926 


74 


338 


IAGITGVSH * ESKNSY* KQFL/WPGTYA 
HSCNSSNLGGQGEViIT*GQEFETSLANM 
VKP 


920 


14821 


A 


927 


339 


1 


LRLFACPPLPKWWDYRGEPFRQI FFSWH 
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FFKKQGFICPIEKGRELSNCCFQKEVLI 
* KKVI LKI * P FFFF FLMESCS VA* AGVQ 
WHDLQPLPP\NSWDYRCPPSRPAKFCIF 


921 


14822 


A 


928 


3 


416 


RCWWENKIN/PFWK/S/VWPCVTKVNIH 
SP YDLTI SLQYLPYRDEYLCS YKNLMFL 
I VLFI ITKNYKQPKCAS VG * WLRILWYL 
/YMENYSAIKMNK 


922 


14823 


A 


929 


344 


69 


YKRSPLL\KSA*DGPANWKSLPRS* YKR 
S PLL I KAKPDQ I I SG WEAS PL I I \ PRAL 
LQKLKPAASKF * W/NPKKKRALI S / KAI 
PS KKNKAEG I MFPNFKV* YRDTATKTA* 
WWYKNSSSL 


923 


14824 


A 


930 


378 


1 


HGKKXDPRFIPYTKI/NLKWFIDLNVKP 
KTIKFLE*NIGE/TIFVIDHKK*NP*KK 
KLVN/WDFIK I KS FCFVH * KPAVGK* KR 
/QP * TRRNYVQTHTSDRGLI SRICKELF 
* LNS KVI NS I RKWAQSLN 


924 


14825 


A 


931 


479 


83 


SRKGLGRGLKRGGFFPPPPPKGLPGGVA 
PPGFEGFFGSL*KG/DRG*PFLKGVKGE 
KGKRI*EGG/EKGGGFLPPPPPQKGFSK 
NFLGFYAGKKENP*GGSPPPPLFGPAQK 
ISLGKGENKVPPPPGNLFYLFI F 


925 


14826 


A 


932 


36 


440 


TTYASLDEAQLPRAKFNAFLTTF*HIIK 
NGPILGXIGRKYMIADQ\GHRMKNHHCK 
LTQVLNTHYVGPKRILLTGTPLQNKLPE 
LWALLNFLLPT I FKS CSTFEQW FNAPFA 
MTGERVHLYEE ET I LI IRRVHKVL 


926 


14827 


A 


933 


8 


398 


CLQGKEETLTTNWHLRYFLPFFFFFWPK 
KGARKNGGRP PGGS PKNQRAP C PKPFEN 
PGEKTPQKRGFFPPKPCPGPGPGPTGGQ 
GKPP / HPQRPQ I LPFVPQAGPQGRKGG * 
WNPPPPG*KGFPAPTPPRM 


927 


14828 


A 


934 




441 


TRSHPRALKEVYTE INIVFMPANATS IL 
QPMD*GVILTLKAYYLRSTFCKAIAAVP 
SDS/SSDGSGQSQLKTFLKGFLILDAI* 
NIGDSWEEVKISTLTEMWKKLNPIFMND 
FEGFKTSVEEVTADWKITEEVQVESED 
GTEFLQSH 


928 


14829 


A 


935 


3 


383 


PGFKASKDRLTFS SGNNAAGNFKLKPVL 
IYHSENPRVLKNYAKSILSVLYKWNNKA 
WMTAHLFTAWFTE\ PYVETYCS \ EKNI F 
FKI LLL I DS VPSHPRALRE I * KQMT IVY 
MP/STTTS ILQPMNQG 


929 


14830 


A 


936 


417 


1 


CFFSRDEVSPCGPGFSPSPD/HHDPPPP 
PSQCWDYRRDPLWVPPHICFLIHKKKRS 
SHMGSSMYDP*KPPHKWMKSPPPVSVLY 
GSIPVQVQIAPPPETNPVYFFSPPPPFW 
GGGRVCVCVCVSSEVCDFFGGDENVIV 


930 


14831 


A 


937 


412 


3 


KPTRVKKINPPFFKNTKNKGGRVGGSLY 
SPFFGGLGQKNGFTPEAKGSINLKFPTA 
PKSWGTQQKSLFKKKKKKKS I LKFIWNQ 
KINPKQIKQS*GITLPE/FKLYYKEATV 
TKTAWYRYKNRPIDQWNGTDRNKATH 


931 


14832 


A 


938 


1 


416 


KNRHIDQCSGIERPEIDSHKYSQLIFDK 
GAKVI * * RNDNLFNKWYFNNWMSTC\RK 
INLDTDLTYLFQNGSQT*P*NIKLLENS 
MGGNLGDL/GMSQ*VSSSSSSRRIHDKK 
LiVS/WDFI KIENICSEKGI I KRMKSQTT 



580 



WO 01/64835 



PCT/US01/04927 



SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQ ID 
NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
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D 


932 


14833 


A 


939 


4 


443 


DFDYNHDHD YAELGTR PGSVGQGS PDPQ 
FTPSRMGREGEGTHS IL* CSSLGMGVIA 
DLSTD PTELE KRAL3 VAG PDGQASAI S P 
ASPRRKAGDGGHRRALPGCTSLTGETTG 
KSGEAGQDGKPPGD/GPIGPYSLPGSGP 
GSGESMMG 


933 


14834 


A 


940 


3 


404 


LFMFLEFFF*KPRSC*VSQAGMQGCYLK 
ALQAPPPRFTP/SLLSS*DYWSLPPPLA 
NFLYF * ETRGFTGLTRMI S I PQPTEMPG 
LASQTAKLIFF+K/HRVLVES/HG*SAR 
AVHRGDLH I LEP * TPGLK* YS \ CI SL 


934 


14835 


A 


941 


397 


1 


FVPNSQVANAKKKFLKEAESTTPVLSGI 
RKQNTFAADME * V* M VWI KDQPS YS I PL 
SQSVIQ/SRALTliFDCTKAERNRRGKLQ 
WEPAV\EGSKGWLMRFKERSHLHNIKVQ 
DEAVSYPEDLDKMDAVNTKHQI 


935 


14836 


A 


942 


441 


29 


SVTLCKHTVHVPTFLRRGKRCPLFGQCQ 
PWPS PG / PHPLSMS P V * PRPQ\ P I PLHS 
APPLALGPFIPMLSMAGLPFPFQGSGLR 
NWKPPFPQPSLLQ* * HFP KP LKP I RGLR 
PFPPSTLS I PLPGTRPRAKLGVMRSRL 


936 


14837 


A 


943 


2 


397 


ARDAAPEPGEHLLQGLSARHGLRPPRDS 
RPGPD\PP\SPPHPLPLPAVPTFVFSFG 
DSWLL+SPFFPAPWASEGGACAPNPHAL 
VPSPSGQASGLRGGAPSWKAGLDTDGQQ 
AGRQS PGPAPPS P PLPPSQDC 


937 


14838 


A 


944 


3 


449 


LRQVWHEGEMPNKTTLIYHYTPI * ITNI 
KNTDNTKSLWGCAEARSFTHC/WMRIKM 
VKPLWETVQ* YLI * * KLQLPFNPAVALW 
\SICPRKVKTY/CHRKNKTRS*MFIV/A 
LFVTAQTKN 


938 


14839 


A 


945 


380 


175 


RAPAVPATQEAEVGGL/H*TWEDRLNPG 
GEV/CSEPKWCKCPPAWATKPNCVSKKK 
KKKEKRINHQHDEK 


939 


14840 


A 


946 


21 


331 


VAPLKYGPSKETI / IQSVRQSTECKKI F 
AYYPSDTGLITRIYESL*RLNRKEKLNS 
SVYKYAKDLI *PFSKEDTQMANRR/H*K 
KCSTSLI IREMRFKTTMRVDAV 


940 


14841 


A 


947 


365. 


1 


gggpfwfffffflggflkigkiwakkkt 
gpsfpqkkkrgpkkk:<ppgfffffff*k 
gfvapgggqwegfgslqplppgvkqffc 

PRFLRKW/DSRFFFFFLIKSNAEQFPTL 
YAGVRMRYIK 


941 


14842 


A 


948 


357 


137 


I SAHCELRIiPGSHHS PALLCS PGLSRTP 
NLKQSSLFSLPKCWDYR\LATVPGQLLL 
F*ARHCISIDPSLHLNNM 


942 


14843 


A 


949 


.53 


352 


REDNKHKCIRNKMINRKWANEVNRCFSE 
EIQMVKRHEKLLASPPIRSMQIKRYY\L 
NSLA* KKEKKSD\NTKLWQGFGETKSV* 
RYIIK/PYDPTIPLLGIY 


943 


14844 


A 


950 


937 


3 


KVS P Y KI N I HK * VAFLCTNN I QAEXK/ M 
NMVLFTIATNKKI / S YLVIH* IKEVKYL 
YNKN YK\ LLKKNRDNANK* KGTPCS * I * 
RINIIKMSVLPKATYRLSAISLKL+MQL 
FMELEKE\ T I LKVI WKNKTAKIiAKATLT 
\QSNPGGLTLPGLYYKATVIHITW/HCY 
KNTHVDQ* /NRRESPEISLHFYTQLFSD 
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T=Threonine, V^Vnline, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














KVNRSKQ/WKNCLSNKWYWESWLIICRR 
RKLKLYLS PYKKCNSK* I KNLTVKLKAI 
KI VEHQKS TVLVTGIiWKGFMTNTI KVNA 
TKIKVKN*HLIKLKNFCTPKET/T*QIC 
RQQRVWNKLFSNF 


944 


14845 


A 


951 


246 


1 


AASTKTGVQT KTCT * MLIAALV I TVKRE 
KQSKCSSVE\E*TMWYIHTMEYYSVTKR 
NDVLIRTTWMNLENSMLSKKDSHKG 


945 


14846 


A 


952 


2 


255 


QGCGEKGTFLHCWWEYQPLWKTVW* FLK 
DPETDIPFDQAIPLLGIYPKEYQSLYYK 
DT\AKTIWQPKCQLMVDGI KKMWYIV0A 
A 


946 


14847 


A 


953 


343 


3 


GSIYTKEMEPKVNNLQK*KASCTDGL*G 
E FY * TFENE I P I LYNLFQKTEAKGTLTN 
SRDEAS I ILIPKPEKCTRRKENDK/P/ 1 
SLMS I DAKLLNKI LAN* IQQSRI YSRHT 
RLIQ 


947 


14848 


A 


954 


1 


349 


AQPPFILFILHP\IYCIFSS*S\R*QKT 
LKTT* FQGFIFCFFFFFK/QAKS CSR I K 
GRGPI IAKGTPELPGLRDPPTSPT* VAG 
TKGGGPHTQLKFIFIAK* FYISF*HNGK 
FCSRRGR 


948 


14849 


A 


955 


2 


351 


GLKNYAKSTLF VLYKWNN\KA* MTTHLF 
TAMSTE* FKPTVETYCS/EKKI PFKILQ 
LMDNAPSHPRALMEMYKEINAVFMPVNT 
I S ILQPMDQGV I S TFKS Y YL/ RNTFCKA 
IGAIDSDS 


949 


14850 


A 


956 


336 


3 


PTKENFEPDGF\TG* FYQTFKEliIPPQT 
FLKTSREYFSSSSSSSSSSSSSSSSSSS 
SSPYRPI /SLMNTD/AKILKKILTNQVR 
LHIKRNTHHDLVGFIPK\WFNIRKTDQS 
NN 


950 


14851 


A 


957 


181 


1 


RWDLTMLPWLVSNS\GLRRSSH/IiPKCW 
DYRFEPPCTA*GWFLIGPHWNVSTWGS 
PRISRQ 


951 


14852 


A 


958 


3 


293 


GGIjTSPHVKTYYQATVI KTAWNG* RGVC 
MDQ/YNKTENPETDPCKYSQLMFSEVTK 
AIQ*RKDSLVNIENWNN*MSIHKKSSSR 
KHLNQYLTPYTKL 


952 


14853 


A 


959 


350 


3 


NKKKGQSLVFRSPTLFFFFFL* IEMG\F 
IMLARLV*NS*RRNMTTSGSQSVGITGV 
SNHARPKRKLFLFS I ITTIGWAGV\WWL 
TLVT S ALWDYRRE P PRPAVLLPFH IQRS 
RMPLSN 


953 


14854 


A 


960 


349 


1 


GGFPPPLFFFPF/PPPWGKPPPPFFYQ\ 
SFPPKKKGGPKPPFFFGSPWGVHKKQFL 
VKSPLPFFWKKKKPPPPF*KKFFP?\VF 
QKQPGRVKKPPYERNSWLIiGPPTKKSPK 
KSTGS 


954 


14855 


A 


961 


379 


160 


PGPQGEPPFFLKNPQKLVGQGGRLF*AP 
LLRGVRQKNS LN PGGGGALKPGS / HLWP 
PS WGKKGDFLF* KKKKKKK 


955 


14856 


A 


962 


184 


2 


TFFSPKKI FPFFFFSKKFFPKGTFFS PR 
ENFFFFFFF?*DGV*L\CHPGWSAWPS 
RLTATS 


956 


14857 


A 


963 


1 


328 


ARLVLKS* PQ/CDLPASASESSGITGVS 
HCASASQS AG I TGMSHH IRPKWI SLYLG 
n^SFNKNVLHFFCASSLSGESMNNELLS 
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nucleotide deletion, \=possib!e 
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KKNWEFLDKKLHGSTKIjGGNHVCVNF 


957 


14858 


A 


964 


1 


334 


HPLGGRVGGVPLGP/WLNPPPPQ*GTP 
FFLKKPNNPGRGAKPVIPAPRGG*GGKF 
LLPPRGG/PSMNPNCPPAPPP 


958 


14859 


A 


965 


206 


360 


QKSMSLHQQ*QD1HSSQAHKNSSW\PGA 
VAHTCNPSTLGGQGMQITRSGDQD 


959 


14860 


A 


966 


10 

— 


332 


NFFSPGAPPPPFPFGGGFFLKKGPPFF* 
KKKILGGPPPPKKNPPGVFPFSP/AKNL 
GFPPPPPPFFFF 


960 


14861 


A 


967 




282 


RKCAKDLNRHSTKEDIWISTECI *HC*S 
LRKSTLKPRDMPHIY*ND*LYKKNDDIK 
CW*GYGVTGAVFHFHWVSRMVQPLLNNW 
TVPRNVKFTL 


961 


14862 


A 


968 


339 


195 


FFFCRDGVSPCCPGWSRTPRPKQSTCLS 
LPKCWDYR/RL*ATVPSLDYLF 


962 


14863 


A 


969 


3 


342 


IKKGPHPQLKKPPGVFPVFQFKKSYFPP 
PPPLFNNPFFFR\DKASLCHPGWSAVML 
S YFTAAYTS W\VRS SSHLSLLSS * EWRH 
TQPCLFF* F*FL/CRSK 


963 


14864 


A 


970 


384 


6 


GRKNVAGFPLSPLYTPPHGHGLGPPQTF 
GAGPPAHKSHQKVGRQKRGPGFVPPRPP 
AFLFFFFFKE * S VLEKKENNL YNS LFAY 
KILNKVQGETQCEGRAHIC\ VCVCVCVC 
VS VCTCVHVCALA I C 


964 


14865 


A 


971 


427 


109 


LNSQFELQEKRISNLEDNEKII*SEKES 
KNRMARN/E/ QSLRETWDTFGYTNIGIM 
ECPEGEEK/GKRKRKTIKKKMAANFPHL 
MKNIKLHIQKAL*TPTRITCTGPYGG 


965 


14866 


A 


972 


389 


145 


SLQP*TPRLMLSSHLSLLSSWDYRCVPP 
HLANFLYF* *R*GFAMLGSSNSSA/SAS 
QSGGITGVSHHAPWFTFKKKLVADT 


966 


14867 


A 


973 


170 


419 


VSFLFFFFFLERQFYFFSPGGGEGGEFG 
LIEPFP\PGFGNFSCLTLW/RRWD*GAP 
PPLPAYFGFLIK\TGFPLVGRGGLDLRP 
SR 


967 


14868 


A 


974 


212 


3 


QNSMIRYSRSMSRSCLCTTILILSLNRS 
LKSPR* /WPGWAHACNPSTLGGRGGRI 
TRSED*DHPGQHGETP 


968 


14869 


A 


975 


28 


356 


VFETSLFRNKKEIVKGTSLPDFRTYFKP 
L I I ES I * CLHGIGQNNAWNRVGNLQ I DA 
/ECAENLIYEKGGISIQW/SLFNK*CWS 
ITIHKEEKKIRPLHCI KI KGTKDFKKLS 


969 


14870 


A 


976 


350 


1 


LFCKEKVSLLCPGRFEPPGMKKSTLLSL 
PKMRGYR/RLAPPPQLEIFFHFFLTSKA 
TPIi/CLGRSLKRLNSQMFSPFFSEGVSL 
CSQAGIQWRDFGSLQPAILWFK* FSCPS 
ILSSWN 


970 


14871 


A 


977 


4 


343 


PLtH S SLGN I VR PHLLNNSNKNDTT KCW * 
GCEKPGFLIHCIWEYMMV*LLWKTDWQF 
LIKPNIHLPYDSAVAHLGIYPR+MKTFL 
QKL/ CP*MFLAAVFLIAKNGKQLRCPSV 
SK 


971 


14872 


A 


978 


3 


424 


KRMRRQATDWEKI FAKGISDKELLSKIH 
KELLKLNKKKS PKQVACFKMGKQT* TAH 
LH*TIYR/CRRVTHRKDHSTRSWLLREL 
QILNT 


972 


14873 


A 


979 


114 


325 


QQQQNN*IKKLAEDSNRDFSN/EDIQMA 
NK* RCSTSLVIMEMQVKVTVRYYYLTLI 
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\V=Tryptophan, V=Tyrosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














S I A I I KQKKKQNPKK 


973 


14874 


A 


980 


339 


2 


GPTGFKFNQGGPPPKGSFFL* KISPPS + 
NPPFFFGPQKGFKPFFPPPYLNPGKNFF 
SKKPLFFFF*KKGFFKPPPFFFFFFFF* 
GRVSLCCPGWSAV\A*SRLTVTSTSHVQ 
T 


974 


14875 


A 


981 


2 


377 


QMANKHMKSFSTSSAFMKM* I KNKMRSH 
DTC I RMANINTNDT\CW * GCRSNKI LMH 
SW/ WECKMVQLL* TMV * KFL I KY /DTYH 
DPAISLLGS I KKKSKFCT* /T/CKILYL 
NVLFIMNPNWKQSNWYSMG 


975 


14876 


A 


982 


1 


457 


INEIEARNTTEKFNKTELTSSSSSSSSS 
PLVGLTKRKKSQN\NEGDITTDTIEII / 
TIIKDYSE*IYA/NKIEQASSSSSSSKT 
YNLSGPHHEGTESLNRPIMSEEIESLSQ 
NLPTNRSPRADSFTGKFL*TSKDELPPT 
LLK\FQKTEQERTLPR 


976 


14877 


A 


983 


332 


2 


TPKAGQMQVLFPQ YGSKVARAP FS WAL 
PPPPPFFHFFCFPQPHCSLPPQIPPPFS 
RFFLQVKSSQQGPPPSLLGWGEQ/NTLP 
FFFFF* SHSLALLPRLECSG AI STAA 


977 


14878 


A 


984 


365 


2 


KSSKLFNYPPLFFFLKNFGPKKK/SGPF 
FCPFKNFFNPRVPGPNFNFKGFFFLKKG 
PTVF* IKKFWWGPLPPLK* PSGVFRFFH 
FLIWDFRPRPPFFFFFFFLVERGFHHVG 
QASLELLTS 


978 


14879 


A 


985 


1 


153 


GVQWCNYNSL* PRFPG \SGDFPTSAFQV 
AGITGVHHHTRLFFFFVGFFFNF 


979 


14880 


A 


986 


225 


1 


LYIYRERERERDRDRDRDVSHTHLYIHT 
RTHLDNILFCHPGWNAVA* SWFTVALNS 
WV\KSSSRPSLPSSSDSS 


980 


14881 ' 


A 


987 


2 


375 


GTDEYILIALIWMVSWVCLFFFFEKKA 
PFCPPAGKTGANFGLRAPPPPGIKEIFW 
PP*PSEEG\EPRGPNPSRGNFWFFKKRG 
GSPL*PRLFG/HPRP*GNRPP+/PPQRG 
GNNKGDPPPPPGGIFF 


981 


14882 


A 


988 


55 


335 


HIYIDVFVSGSWLLTV/ISLLELTVFCY 
NVGAL* ASG\QASENRISVSDFLLPS FY 
LPKAGL* S FPAFMMMGHKI LI PEKVI PH 
MLEEE\TCTERP 


982 


14883 


A 


989 


295 


369 


ILVTRNSEL*VLPEQRTRFLEKAMALRS 
IPLLKR/NGRPGTVAHACNPNTLGGQGG 
RIKRSGV*DQP 


983 


14884 


A 


990 


2 


240 


KKISMNLEHFMLSERSQS * KTTYYMI I F 
T*KLQNRQIYK\TERIYIYIYIYIYIYL 
FFFFFLERKFLFLFPRGEGGGPF 


984 


14885 


A 


991 


463 


0 


GFRQLSCLS\LPSSWYYRHMSPHLANPF 
\TF*VERGFRHVGOAGLELLTPNDSPSS 
ASQSAAIH/GMSHCTQP 


985 


14886 


A 


992 


82 


365 


EICHQLYRSFLCSLFC/DHPSNKSH*DT 
MNCVKFI IRLLNFSFFFFEKKFRFVPQV 
EGQGSNLG * LKVLPPRLKPFS CLTLRRS 
WGYRGPPPPPVN 


986 


14887 


A 


993 


3 


317 


GLKQS SCLGLPKCWDYR HKPP CPTHI I F 
NTH*IIKVLNVSFSFCI/PLCWSIALSD 
HVQ/ P V* L YNMLVS S FLLLLLFFE I EW 
ILACLFCPVGSPILFFF*YILTF 


987 


14888 


A 


994 


350 


139 


LFRRLR WEQHLS \QGGQCCS E P * S HHCT 
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0=Cystcine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=G lycine, H=Histidine, Msoleucine, 
K=Lysine, L=Leucine, M=Metbionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unkno>vn, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














PAWATE * DPVS K I QQNKNQDT FSHTFI L 
ECRTSKGVSAFLAL. 


988 


14889 


A 


995 


219 


1 


RPRR PL I Q KTKAKNHHFT PTRM P V I KDN 
NKC*QGCGEV/WN/CRMVQPLWKT/IQF 
LKMLNTELP*DRAI PLTGGKE 


989 


14890 


A 


996 


3 


498 


CLPWAAVARQ P PS AHPFPQPGP * LRTLA 
PDTATAVNQALQRQES*TGC*SPSGWPA 
VPTPVAPG/PPSAG*GWDPRAWPRHNG 
PPGQHPKEKTYQPVPAP*VQI»SPTRQTP 
APMACSSLLLPALPPPAPAARPPCPAPP 
FLPSRTSTLPPRRLSSTIKSKTPPGP 


990 


14891 


A 


997 


2 


419 


ADTEAAASyPDNL\ANDESSYTKQQIFN 
VDKTALYWKKTPSRTS IAREGKS KPGFK 
TSKDKLTLLLGANAADDFKLKPMLTYHS 
KNSRAHKNYAKSTLCFRN*NKAWTEHIjF 
IAWF/EYFKVTWTNCPEKK/VIiLLTHN 
APG 


991 


14892 


A 


998 


388 


405 


G*FFPLSASKFFFCP*ALKLWMEGCHIR 
PPPQVRFPLQSSQA/GFISASLKGKGFP 
ASMPANIGPPKGYL*PAPPFFFFSFLRQ 
SHS VTQAG VQWRNSS LQPQP PG/LRRS S 
HLSLPGSWDH/MPPCPANFCI FCTGG 


992 


14893 


A 


999 


1 


423 


WILHD/NLRQPAQWLDQEAAPKHFPKPN 
SH/QKKVMVTVCWSAAGLIHYSFLNPGE 
TSTLEKYVQQIDEMH * KLQCLQPALINR 
RGPI LPQDNARPRVTQPMLQRLNKLGCD 
VLPHPPYSPDFLPTDYHFFKHFDNFLQG 
KHF 


993 


14894 


A 


1000 


2 


406 


SDLFRAI * ETTS V I VYDVSMD YLEIDS E 
MIRDLLNTFPV\HLELQQDSSGVIQGAG 
ITEASTINAKEIMHLLMKGNRQRTQEPT 
AANQTSSRSHAVLQVTVRQRSRVKNILQ 
EVRQGRLFMIDLAGSERASQTQN 


994 


14895 


A 


1001 


290 


3 


VTQLPETVPHFLRDRVSFCCSGS/DHSS 
LQPQTPGLK\YPPTSAT*VGGTCHHAQIi 
I FIFLRDGVS\SVAQAGVQWEDliSIiL* P 
PPPGFKRLSCLRNR 


995 


14896 


A 


1002 


143 


408 


I KKK I KRE I * K Y LD I S KNK / DT YQNL WN 
ATKAVL*GKFIGINVYIFKNRKN*NK*F 
NSTSGKLKKLEKKEQTKLKISRKETIKI 
RAKINE 


996 


14897 


A 


1003 


84 


409 


DKLAALPSS WTLHPGS PLGVTRAPPPPP 
PPPPPPPPPRVLEPVPRSLYPGliAVPW 
PRALH* P PH PGS LPACPAPGLLGGTRQC 
S\QTILPKXKPPPLDADPAKEPPPP 


997 


14898 


A 


1004 


392 


2 


EKNAVHFDQKNLVS IWEPLQVPTQVCIQ 
NKTNSWGI AGYP FHFLKRNQRFFNALKV 
PGPFSK*TIHLVNLKNLFFF*DRVSFCC 
PSWSAWKS * FTAASTSL\IKQSSCLNH 
PSS*DCRHTPLLFFVRMRS 


998 


14899 


A 


1005 


2 


421 


FVSLLLLITSAIVAAGAPTGRTVYPPLS 
GNYFH PGAF VHLTI FCLHLEGVS S I LRA 
INFIAS I IS 1 1 PPAITQYQTPLFG* SGL 
I TAGLLLLS VP VLAAG I T I \LLTEPS LF 
TTFFDPGGGGDPILYQHIiF* FFGHPEVY 


999 


14900 


A 


1006 


1 


428 


DIHYG* 1 IRYIoHADGAS I FCI CLLLHIG 
RGLYYGSFLYSET* SMGI I LLLATIATA 
I IG YVLP * GQ I S F * GATE I T YLI* S A I P Y 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Isoleucine, 
K=Lysine, Lr=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S^Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, V=possible 
nucleotide insertion 














IGTDLVQ* I * GG YS VDSPTLTRCFTCYF 
ILPVI IARLPALHL\LFLLETGSNKPIG 
LAS 


1000 


14901 


A 


1007 


1 


419 


SPIVPIVMAMACLMLTERIILGYIQLRP 
GPNVGGPYRLLQPFADAIKFLSKEP\LK 
PATSTITLYISGPTLTLTIGLVL*TPLP 
I PNPLVNLNLGLLF I LATSSLAG YS IL* 
SG * ASNSN YTL IGALRAVAQT I S YEVTL 


1001 


14902 


A 


1008 


411 


27 


GQPGQHRKTPSPLS I FYF/ELAGGGDAS 
T* FQLLRRLR*EARLSLGI*GCSEL*LP 
PCPPAWVTK*DPVFGGRKKKERLSQLRK 
LRPREVKSLVQHYVAHKGGNWDPNPGPM 
ATQPGRS CTTLCVPLCHR 


1002 


14903 


A 


1009 


21 


377 


MSLGGQQDS AQTTRS PQFAGFFGQRS I P 
DRTGLGFHLCVCKCVCACVQVSVCKCVH 
MCACACMCTRTPMCECVQVCECVQVCVR 
VSMCVQVCACVRVCACVCSGACG/CTCV 
T*MSLACG 


1003 


14904 


A 


1010 


1 


412 


HKANTSTYIiLTLVNTFSG*VKACPTTHK 
TAEWASTLIEQI IPRF/GPAFISKIVK 
OVTTTLDVNWKLHTPYHPQSSGKVERAN 
SLVKQHLIKLALKTRQSWVTLLPFALAW 
LWAAPQSPTGINPFELLY/SAPLPLSN 


1004 


14905 


A 


1011 


1 


410 


FRAVAGAS RQENGA \ T VI LRD I ARAREN 
IHKSLAGSSGPGASSGTSGDHGELWRI 
AS LEVENQS LRG WQELEQAI S KLEARL 
NELENSSPVHRSTAPHTQQVSPIAPVEP 
PAEKPATPT*DDVDDDIDLFGRDND 


1005 , 


14906 


A 


1012 


269 


32 


NI SR I YKELLQLNNKKT\S I S KRAQYLN 
RNFTKDI *MAKKPMKRCPTLLVIREMQI 
KTTMRYY FTPARMATI KKTDNNEY 


lUUU 


14907 


A 


1013 




443 


RIRKKNSYPHYVKS IVAYTFI IRLFPTT 
I FMCLDQEVI ISN* H* ATTETTQLSLSF 
KLDYLS I ILIPVALVATWAI IQFSL* YM 
\NSDPN I KQCLKDLLMFLMTILVLSTAN 
NLCQLLIG*EGA*MISFLLIS**YARAD 
A 


1007 


14908 


A 


1014 


■ 


309 


SSRAAAIHGGACLWLQILHRLRWEG*LS 
VGGQGCS KP * LHH * TLAWATERDF VSQK 
KKKKPQKANP \HLETS CKKKKKKPMLGP 
PKSQRKEGPKAPQGRTLWP 


1008 


14909 


A 


1015 


3 


256 


EKNQ I LKWTMDLSRHFSKK\NMQVGNRH 
MXKC * TSLI IREI QI KTTMKYHFTPVKM 
AI IWPGAGITGMSHRTQPSPTLLLTHVV 
A 


1009 . 


14910 


A 


1016 


397 


3 


LFFSPPPKWGFFFFPPPRFFAPPPFFFF 
PPPPFFFFFCEKPFFFFFFPPGGGAPPL 
SPPFFFFFFFFPPPPPPFFFFK/SPPPP 
PKKK* KKK* KKKKKKTPNTPKKKPKKPK 
KKKKRAAARDLELVGRVGGRV 


1010 


14911 


A 


1017 


2 


164 


EKERRE* KREE* KERK\RKEGEREGGRE 
RERERKKKR KRER KKDRCMF I VHFRS 


1011 


14912 


A 


1018 


1 


406 


NSSPPKNKN*NK*KQHT**EKNFANYIS 
DIELVFRTYNELLQLNKTGNPIKNSF*K 
NQFKNKGK* PNFYITQSF* RKKPI * KF/ 
AKDLNKRFSXBDM* IANKRIKTCITPLA 
IRKRQI KTTVKSSFKA/I YMVWKET 


1012 


14913 


A 


1019 


302 


2 


IVEPLFLGWLCLFLQNPRVKGPGPYFSK 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, L=JLeucine, M=iVIethionine, 
N=Asparagine, P=ProHne, 
Q=Glutamine, R=Arginine, S=Serine, 
T^Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














GKANPVVFPTV\SKQPFKKPAFPVYQKQ 
LPLF/PALVDKKKVL/RFFFFF*DRVLL 
\ CCPGWSAMVQS WLTTTSTS 


1013 


14914 


A 


1020 


47 


382 


AKIALLHSSLGDRVSHTHIHTHKRSNEI 
ELVIKSSPKKKSSGLNGFPIEFYCSFK* 
EliIPIFLKLFQQ\VEAVGILPNLF*EVS 
I TLI PK/ PRQEQNSNXTI YRP I SIiMN I G 
GK 


1014 


14915 


A 


1021 


273 


1 


QSKERRQRTQEEMGKTFHNNRENGTLFG 
FS QSCLKDE 1 1 1 1 1 FETGFRS I SQAGVQ 
W/P/NHGSLQPRFPRLKQSSCFSLPSSW 
DYMOLPH 


1015 


14916 


A 


1022 


327 


1 


KFLKGWPIYLKKGFPFVPQGGGQWANYR 
SLVPQIYGVK\YPSAFASKINSTMGMCP 
PAWVTFGMAQLINGD* IF/IFFLRQSFA 
LVAQAGVQWHDLRSPQPPPPGFKRFSC 


1016 


14917 


A 


1023 


3 


407 


THLTQR * / HNIQTP P / WV* TGTLSTVLM 
NFYLWM * FHFQS I TLF I LRLLTTKLTM Y 
QGWLDVTQQRSYQGHHTPPVQKGLRYRI 
ILFITINTFFLEGLF*ALYHSSLFPTLH 
*RGDWT/PTGIIPLKPLEDPLLNTFE 


10)7 


14918 


A 


1024 


3 


425 


LPPQKKRGFPKIPPREF*KTPPKKKKII 
FPPPGKNWPPTK/RFLiKGPPPSRFIPFP 
FFPL.PSSPSPP 


1018 


14919 


A 


1025 


430 


1 


GGFPPFPPKNFFFPLSP*IFG/RGVCPK 
FPPPKKRFFSKNPQRGFNNPPQKKKKIS 
SPPPVNFAPPRDLLKRPPPFFFFFFFFF 
FFFFFLFMHPSFPTSVPQWQITSFLCLL 
h I LQCCVCVL IGM WGDQSES S PSHHLQ 
PRWL 


1019 


14920 


A 


1026 


463 


494 


RKTGFPRLT*HLDLDFFFFFFFWKGIFV 
APRAGGRGRNLG*LKPPPLGWAPFSGLT 
PPXSWN*GAPPPPPFNF/CVF*RKTGFP 
RLTR 


1020 


14921 


A 


1027 


606 


1 


AGGPGP PKWPGAFGWG / SLNG * S * LKG 
KGSKGAP I PQSGPTVFPGGI P PKES PLR 
PPGGMQGRRGPRWPGASGC/VG*DSVLR 
QP/GVTGEAPCPGASSPQASQAARRGSM 
GKGGAFHS VWGGCVLSAAWPGWQP PGSH 
G* /PGRRGGQSGCSCPKG* AWWRPCLAG 
SHSSAKHKGMSSEGPAPRGRAISPVSAG 
SIGPIAARGF 


1021 


14922 


A 


1028 


436 


1 


GGAPQGVLKRAAPFFFFWKQNFNFVARI 
IKGKGGVLSPRQFPPLGFKKFWGPTPL/ 
SRWGFKEGLKPPGS FWFFKKRWGFSMWP 
RWV*\IPGPKEL\PPPFSQRGGIQGGT/ 
HRPPIIPPSLF/CFFEMETHSVAQAGVR 
WRDLGSLQPL 


1022 


14923 


A 


1029 


1 


436 


PPKKIIFSPKP*IFWGGGGPKFPPPKKS 
FFSQNPPGVFFSPP*KKKKIFPPPPENW 
GPPKIF/YKRPPPPFFF 


1023 


14924 


A 


1030 


28 


366 


EDHLS PGGWGCNEL * LCHCTPA\ V7RQNK 
TLSPKEKDHK 


1024 


14925 


A 


1031 


3 


142 


FDCSALQEFGTRLYCPSWSQIPELKRCT 
HLSLPKCWDYR/R*ATTPGIjRIVLELQK 
KI.RR*CRELLYTPRS VTPNINDI * HWGG 
TFVTINEIISIH*YIALAGLRFLSSSDV 
LTSASQNVGITGMSHHTWP 
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peptide 

sequence 


Amino acid sequence (A=AIanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutaraic Acid, F=Phenylalanine, 
0=Glycine, H=Histidine, !=Isoleucine, 
K=Lysine, Lr=Leucine, M=Metbionine, 
N=Asparagine, P=Proline, 
Q=Glutnmine, R=Arginine, S=Serine, 
T=Threonine, V- Valine, 
W=Tryptophan, y=Tyrosine, 
X=Unkno\vn, *=Stop codon,/=possible 
nucleotide deletion, \=possib!e 
nucleotide insertion 


1025 


14926 


A 


1032 


7 


361 


PALRPSARGQQYYDETKNKTLCRNAQND 
SYLPDPNPFSRFSTL/DHSWHQLEAPDA 
* KAP FGLYWNCGARVCR \QG I S AK* TEA 
CGLGTI KPSFFLI PLKQGELLGYPAYNE 
NLKKKKKK 


1026 


14927 


A 


1033 


472 


3 


TKQQMLNVDRTAFYKKMSSRTFIANAEK 
SMFGFRASKEG*LLGANTTGNF\LK/yyiL 
IYHSKNPRTPKNEAKSTLLVP+K*NNKA 
LVAAHLFTA+ FTE YFKPPIEIQIITADN 
APGHPR\MYKEMNVFMSAN\TSIL*PMY 
QGIISCRIPAARIEVKGA 


1027 


14928 


A 


1034 


488 


0 


PLR*ILAQRSGIHSMKT*SGEAAAE*KS 
EARSSWFLRFKEKSHLKNIKAQDKAAST 
DGKAAESYLED\TD*DGNTK* ICNGDKT 
AFY*KEMPSRMFPAREELMPGFKASKDM 
LTLLLRANAVGDVNLKPMMIYYTENPRA 
LKNYDKTQLC/ PVLYKW 


1028 


14929 


A 


1035 


114 


491 


NYFKN FTFSN KLTb/ CLL* LFLL* KLFN 
F*TF* LLC/ 1 * HLA*NTNTL YS CTKI FS 
FFI FLFYKHFLKFI YFFYFLDFI I*GAY 
* SLCYY * WYFSCQFCQVLFHVFWGLCC 
HVLVRLLYFQTDEPFY 


1029 


14930 


A 


1036 


114 


496 


LLRAILTYLKYKI SAMNLVSA* FIYLHL 
TYHCVF/DHPVQGR*LLNK* INELFCYR 
SFGF*WVFSYSHLSED*ALEEKYLRERS 
RWVK/ DLNVTSET VKI LEE I LGKTLLD I 
GLGKEFMMKTSQANITKP 


1030 


14931 


A 


1037 


381 


45 


KNRGRKKNS * LGGF\SDKFYKTF* KLIQ 
IIYKLFQKNEKEGTL\*NSRPISLINIE 
ANIQN/RAVLAMI IQKHIKKI IRHNQW 
F/IPGR*G*SNTCXSI\NVIHHIKQRRI 
KSIEF 


1031 


14932 


A 


1038 


134 


394 


SFCDKFTNCISESLCQ/SYSPTYIIKIF 
VLFKIRSGS ITQPGVQWHDHSSPQP* TH 
SWAQT I FLLSSQWGTKGMCHHTWL/ 1 F 
LFLFVF 


1032 


14933 


A 


1039 


483 


30 1 


YDGGSEI IN YVLESRLIGTEKFHKVTND 
NLL.S R K Y TV KGLK EGDT Y E Y R VS AW I V 
GQGKPSFCTKPITCKDEL/AYVSTTIYT 
SETCTFVBL**DINKNDLPL+LQILAPP 
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Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K=Lysine, Lr=Leucine, M=Methionine. 
N=Asparagine, P=Proline, 
Q=Glutamine> R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














AHIISQEKEIKKIQI*YKEEKLPLFTSS 
SLFI * VKNLMEFAKKLLELINEYNKVER 
YKIWIKNILLAKNTWTLKF 


1036 


14937 


A 


1043 


50 


457 


TKYQLANKNMKICSTLPIIRE/MQIRPH 
E I SLT PI MMALS EEQKNNKYWGGCREVE 
TLVHCWW* C KTVQSLRKTVHRFPK * LKT 
ELP*ELPPK/PGSQRDICTPMFIAALFT 
IAKRFWKHPKCPSTDE*IKEMWYIQS 


1037 


14938 


A 


1044 


2 


469 


LKQSSCL8LPKCRDYR/R*ATVPG* FIL 
*NTTEDPNLTKW* ILNTNH/WCYSVQLI 
LGESNSTIKTSLSFSQASSHQNTTVQFL 
STS PS FKNCQWLAI LPRK* G LTLS FCFA 
FERQGL/NSVAQAGAQWLHHGSLKAQPP 
RLKQ/ FLPNCPTLMECYRLQP 


1038 


14939 


A 


1045 


42 


200 


LICT*MIiIVALLVIARNWKQIRC/SST/ 
DEWLNKLW* I PMEYY*AIEKEPTIGTC 


1039 


14940 


A 


1046 


475 


36 


LNVN* LNHP I KRQKLAG/ YVRKHDPTI C 
CLS \QQSRF I FKDTNRLN I KGWRK\ TFH 
ANSNQKI A/G VAVYVSNKTN\ FTRNKE * 
NYILIKGSIH**CIIIINICATNS*NLK 
I+NKLTEMKEEIHCSKITVED/YNTLF* 
TMDRQKSFHRMQ 


1040 


14941 


A 


1047 


3 


326 


FFFFI 1 1 1 1 FETERDS VS K 1 1 1 1 1 KNKX 
DLF*FLVTQVTPEITNQYISTliPLQSKT 
KWDRPGTVAHSCNPSTLGGRGRRI /TLR 
SGVRDQPDQHG 


1041 


14942 


A 


1048 


403 


15 


EVKNS S FS YRLMTE I MF FG YVS KL YN CD 
SGS * LS * SFNVCKMNRY* Y/ LEERGNTS 
FKS LLLLMWKLLHS AI FTS A* T PRG L * I 
YFI YMYVLETWSHS VAQAGMQl-mNOGSL 
QPSPPGLKEFHRTDIVYAR 


1042 


14943 


A 


1049 


25 


457 


YMWWNSHHSCMFTLLFDSSFPPPSLCFI 
. LRSLFLLYAELPLAFLLVKDSFILFV* I 
MS VFHL I LKLQ * NI HNI YFTI LTI FKCT 
VQWH*VYSHFSVAKTAT\ISRTCLIPSS 
WDYRHM?IiCLANFFL*RQGLALLPRLVI J 
TSWLQ 


1043 


14944 


A 


1050 


14 


478 


FEP YCRH* TTRWN\C5^WG YELVQSLWKA 
TEQYVLKPDICVF/LEPGVSLLGMYSKE 
LCTLC\YQKTRMFIATLFALVKS* *LPK 
SS * MVE * ITKL+ YFHTMEYYTAM/ KNE * 
ITI *TTIWMNI /TI ILNERSQTQK 


1044 


14945 


A 


1051 


2 


465 


GIDQPSKPIPL/ TQSFTQTKA/LTFFNS 
VKAERGEEAAE /ER/VEASSD* FMRFKQ 
RSHLHNI KVEGEAATADGETAGS \S YPE 
DPAI TDEGSHTKQQ I FS VDETACCWKI S 
SRTFAAKE KSMS VS KASKDRLTLLLRAS 
AAGDLKEFPRLV 


1045 


14946 


A 


1052 


392 


24 


DFAPRRKXRETRRS KINSLTS * * KELEN 
QVKTNQKGSRKQEI TKIKVELRE I ETLK 
TFPKKKVNKSRSWFYEK\INKLDGTLAR 
QINKKRKENQ/DTIRNNKGDI ITDPME I 
+TTIRGIPPLWR 


1046 


14947 


A 


1053 


204 


488 


CAVCYTQI SLTEWVDL* SLDPGFETVSH 
LFDRVWQ?*DGRRVTDMLMVF*NLHFV1 
LFFLFWF/DFVFVL.RQSFPWTQAGVQK 
RDLGSLQPLPPG 


1047 


14948 


A 


1054 


498 


2 


S VWCLFLS PG I TSH T YVPM I FKI GAKK 
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NO: of 
nucleotide 
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SEQ ID 
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sequence 
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od 
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Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
- otide 
location 
correspon 
ding to 
Inst amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, i=Isoleucine, 
K=Lysine, L=Leucine, M= Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine. 
T=Tbreonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, \-possible 
nucleotide insertion 














VHWWKSILFNKSCWRNLISTCIRMKVBP 
M/LTPGTKINTNWIKDLTPSAESIICLK 
ENI G/ THFHD I RLGNAFWDMTPKA* ATK 
EN* IPWITSK*QT\FCAAKNTVN*VKR* 
PMD*E/RIFAKHISEKRLICVIYKEQLE 
LN 


1048 


14949 


A 


1055 


28 


209 


IDGRSRGLWW\CWLASQLLWEAEAGGS 
LEPKSLRLQ*AMIM\DCTPPW 


1049 


14950 


A 


1056 


163 


479 


TSFLGSQSAGITSVSHCPSREVFFLKLI 
HWRQGGQVALLVATPHSPCCPQYRLAPI 
PRARHDFACASLIFVCILLVHVLLMPRS 
VAGRGVGSGLLG/ cqagr*l*tc 


1050 


14951 


A 


1057 


2 


1258 


ELFPWHFQPSRAASLWAKAIRDKVPGT 
RRWPVPTDGRPEGFALSEPHHS CLHGRH 
QGPERCRHMAAS P * EAGNK* PKDXDGHP 
GERTETAAGVHTGCGGKGPAAAGGR*AQ 
GGSGEAGAAAGGAGAAVGGAGAAVGGSA 
GGRWPAGLLGQHGAG*GEGPCRQHGPPP 
GVSAGQAASPAKAAGQPGPGT*GAAGQP 
GRG * GPAGPRGGAAAERAGAGAMPAQG P 
AGAAAEPAEGEARPGAGDYGPAANHPGA 
RTG AGGAEG AGAAAGG LPR P AQAHR\ AQ 
I HG P VPLGTGGRS S S /G3 1 PDNMSHRLW 
QRHRSHGEASAGQRHPHPGPTGGER\GL 
QSMLSKI REVAQOGGLKVGLRGRALGDQ 
EEAPIQQQVFRLCPGNLWR/RPPHHMRP 
*AVLL*NIFHISRRREDVMDPMPSSPIC 
PL 


1051 


14952 


A 


1058 


2 


437 


ERSVRTACCKQSRGLSSLLCPPPAPRLS 
*TGSPVTGSSALEPRSPHPQP\PSLRPR 
SPGPQPLHPLGPRSPSPSPEQTVPSHPA 
RLPSLS PERTQG\ PKAQ* SQLPPPSLAL 
AQPAPAVGGREEVAS PACPS WKDKS RLR 
AVPGSA 


1052 


14953 


A 


1059 


47 


456 


TRCYGTLLRLDAPGKLWTRKM* WASTY 
ARTDRKSSASFRPLLPLPRGFQLSLHFS 
LTSPSCIiAFSANTHRGLRGENYHITK/C 
DMAP KV/ HN* TQA WQWKDFGS PR? P P P 
GFGRSSCLGLPSGWDY S PLWHHEQI Lt 


1053 


14954 


A 


1060 


484 


13 


FPTSASQNTGTTG VSQHAQP I IF/LFVE 
MGSPQV/GPASLKLPTSRDLPTPASRAA 
ESVSAHHH* FLNFL*RWASGFVAPSWS+ 
TFLL\KQSSCLSLPVC*DCRCYNHWAWP 
HSVFSSQFLSLFPFNFSFLFFLSFSFFK 
DRISLCRPGWEFHQTVQWSR 


1054 


14955 


A 


1061 


1 


494 


GSPGHPVCGRRRSALENPGQPCSLQPGV 
VSGATGAI VRVQRTS S AWATAAAMGAYV 
E/TTRFRYT* KAGVGCDRLWGAWLKADG 
LGETKAEHTLHDG/ PPEDALYGliIEGDD 
TNFTIQGEVVHCWYTGTLPDGTVFDTNI 
QTSAQKMM/NAKPLSFKV/GIGKVSH/G 
WDE 


1055 


14956 


A 


1062 


3 


395 


SDPSPCGGIRFDEMEKFLENYNLPKIiKE 
/DKINDPTFVK*IGSWKIFHTVEP/PS 
HKCFTSEFY * TFKE * I AP I SHKLF* S RG 
IMGTATPPVMFHLQENVI ?K\PTEKK*T 
YRPVSLMNIN\KILNKILTYK 


1056 


14957 


A 


1063 


402 


260 


WYCPPKV/LLRFSVYSSPPEVWAVGSIK 
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NO: of 
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sequence 


M 
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od 
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26 
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beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence; 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E-Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, I=Iso leucine, 
K=Lysine, L^Leucine, {^Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptopban, Y=Tyrosine, 
X=Un known, *=Stop codon, /^possible 
nucleotide deletion, \=possib!e 
nucleotide insertion 














AELYMLRPLFPRTREVD* if* icpv/lk 
G S P KNKD FCP * GAKT FEY FY P ATLGLNL 
KI*IFRQRW 


1057 


14958 


A 


1064 


66 


379 


EFGRGCGBPKLRQCTPAWVTEEDPVSGG 
KKRKRKEREKT+REPSVSRPESH/PPSQ 
EAFWWQALSRPVLPNFISGRSASGLGK 
SEAI KSLFLYLAVCSTTEEQA 


1058 


14959 


A 


1065 


223 


437 


KSCMS CDSNKI FFLRQGLS CS LTQAGVQ 
WHYLGSLQPLPQGPK* *SHLSLLSNWDY 
RR\PPR 


1059 


14960 


A 


1066 


414 


65 


NKSPDRNELAS * KCTQ*THTS IARDFFA 
KTIQWGKNSLFNIWC*DNWISTSKRIKL 
DPYI I PYTK\TNSK\^IRDLHVKAKTIKL 
LEKKGPGAWCPCNPSYSGGLLEARSLR 
PAWAT 


1060 


14961 


A 


1067 


418 


1 


LWVFFFSRQSL/DSVAQAGVQRCDLGSL 
QPPPPRFKRFSCLSLLRSWDYRCRPPHV 
ANFVFLVET\GFTMLARMVLNS* PCDLP 
AAASQSAGITGVSHHARL*FCGF*YIHR 
VAQPSSQSI*DDHPIKKFCIL*QPTPFR 
S 


1061 


14962 


A 


1068 


24 


440 


EV*NLYSENYKMLLKEMRGDLNKWKSI P 
* S/WI *RLNIVKMAVLPKLI YRFNLIPI 
RIPDEFFVKSTS*L/CKFIWNCKRLRIA 
KTIF* K*RTK/ SGDLILTDFKTYYKTMV 
IRTI*Y*QKDRCID*WDRIES/PEMNPY 
IY 


1062 


14963 


A 


1069 


442 


26 


LRNQVSTPSSKTPRFFFFFFLKRQTGAQ 
RHNHSSL* PRTPGLKQPSTSASGVSRTI 
GASHHTPLI FFYFFN*GKEGWGGCSCFV 
AQAGLQL\RLQMILPPQPPLKCWN*RHK 
PPSI/TYPIFLKRTP*SCFSKEKATRIPP 


1063 


14964 


A 


1070 


294 


46 


KNKLKRKERKENNKKKAKINDIKNKSML 
EKIHKDKN* FFERNNKIDKLLATN/RIT 
KKTQ I VI FMNKIRD I TTYPTD I KNVKR 


1064 


14965 


A 


1071 


141 


469 


PKKQGVQLTQNAPLPFRVGGKRGLCPKK 
KKERERDRE IISIIIIII KLPTKKTPGP 
DGFTDELYQTYK* LTS ILLKVFLKXRRE 
CFL/PYSMDPAVPAIALNPPP 


1065 


14966 


A 


1072 


49 


472 


EFQI I KK*NSFFADTEKALVW I ENQNSK 
NMPLSQS L I QSKALTLFNSMNAER VGKD 
AEEKLEASRGFWFMRFKKPS P * HKVQGE 
AANLDVEATASYPEDLPEI IDEGGHGKQ 
/QIFNMDEIVFYWKMPSRTFPAREERSM 
PG 


1066 


14967 


A 


1073 


82 


419 


L TVG FRE TR S S S WVCS S S PKRALHALRF 
TPALKF* FFFWSFSRLFFFFLRDRVLLC 
CPGWSPTLGLK*SSCLGLPKCVJN\YRYE 
PP 


1067 


14968 


A 


1074 


1 


407 


LEDGFFKITQSDKKEKKRI \KKCK*NLQ 
E VW\DYVKHSNLQV I E I PE * E VKCLENL 
FEEVIEANI / PHLAS YLDIQ IQAVQRTQ 
RGYI ARQTS PKHI WRLS KVKMQEKI LN 
LPXEKHL I TYKGNS I RLTAKPS PKPT 


1068 


14969 


A 


1075 


3 


396 


LHAYHI VKLSP* PLTGAi*SE\LLMTSGL 
TM*FHFHSITIiLILSLLTNTLTIYQ*WR 
DVTRESTYQGHHTPPVQKGLRYGI ILFI 
TSEVFLFAGFF*AFYHSSLAPTPKLGGH 
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09/515,1 
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beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cyste»ne, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Iso)eucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline; 
Q=Glutamine, R=Arginine, S^erine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unkno\vn, *=Stop codon, /-possible 
nucleotide deletion, \=possible 
nucleotide insertion 














WP PTG I TPLN PLEVPLLNTS 


1069 


14970 


A 


1076 


250 


47 


VAACQNAFCTFSCYWL*NLLCRK\MDLD 
I S LLP * TKVNSRW I AGFNVRALTI KI LE 
ENIGSAFGNRHSQ 


1070 


14971 


A 


1077 


2 


393 


PLTGALSNLLLNSGLAMRDDLHSITLLI 
LGLLTSTLTIYQG\WREVTQESTYQGHH 
TPPGQEGLRYGTMLFITSEGFLYTGFF* 
AFYHS S LAPTTQLGGHWP PSGITPLYPV 
ESP LLN TS ALLA * G VS I T 


1071 


14972 


A 


1078 


2 


500 


lhvigvsegeen\gmkqnki feeimgpn 
f/pnlvxyina* / iqekq+tpngihlkk 
tvhryi i fqlvrtnnkerili varekwh 
gifggtml*mnddfssefikarkiemmf 
lkykrgisssakhc*srilcvaqisfvs 
kg/eittfsdkrklrafi isrpahrnak 

GK 


1072 


14973 


A 


1079 


419 


1 


LRWS FATAAQAI VRWRNLGSLQPLPPSS 
SNS PGSWRLQ * ANTAPLRSSLGNKNETL 
SQKKRK*KDNSEWEKIFANHASDKGLVS 
K*IKNSYNSITKN\DI*KWTKYLNRHFS 
KKDI KMANKKMKRCSTS 


1073 


14974 


A 


1080 


468 


2 


KLPPPRGAGSSAP/ PLFFPPTKKGFFSP 
PPP*KFFFSPNPLIFLGGFFPIFPPPKK 
NFFLKNPKGFFFSPP*KKKKIFFFPP*I 
FAPPKFFFKSPPPLFFFFFFFFFFFFFF 
FFFFFFFLRTRGRTRGRTRGRTRG 


1074 


14975 


A 


1081 


467 


1 


PTYKFNAIPIKIQ**FFKKIENCILKFL 
/WNLKEPQIAKTVLK*NKVEGFTLPDFK 
\ LTVT KTVWS * HKDRHRDE / W K * TE SLK 
IKPYKYDQFFFFFF* FSFL/HFF* YLTY 
SQHHKLIFNRMPKPFNKERLFNK*CWEN 
WIS I CKI I KLDHYLTPYTK 


1075 


14976 


A 


1082 


387 


3 


LKQPPPHKSFVKNKNGVSLCCPG*F*TP 
GLKRSS \HFDLPKCWDFRCEAPVLSLLN 
NIKL* L/CGRGLI KPQFP/SVK* K* * AP 
SWSAHLAETFFFFRQGLTLLPMPGVQWH 
DPGTVQPQTPGHK* SSHFSL j 


1076 


14977 


A 


1083 . 


2 


435 


FHP PTN WGGFS PP P P * KFFFS PKALNFG 
GGVGPNFPPPKKRFFPKNPRGGFIYPPL 
KKKNFSFPPPLKLAPPRV/SFKRPPPFF 
FF 


1077 


14978 


A 


1084 


447 


47 


PSRKFFFLAPPKRGFFPPFPLKNFFFPL 
GGLFFG/RGVFQFFPPPKKGFFFKKPRG 
VF+PPPKKKKNFFFPPRENLGPPGVFLK 
RPPPFFFFFFFFFFFFFFGRRFVK 


1078 


14979 


A 


1085 


438 


2 


AKNK PKGFS PFKKFS PPFGGGG I FIRGQ 
L* KSFFFFFKKPKFLV* KPPFKI FFF/ 1 
FFFKQRVLAL/CPPGGNKGVPQGPFPIF 
FSRVGKPLFFNPPKNWGKKNPPPTPGKI 
FFFFCSFFL*RQGLTTSHRLVLNSWA*A 
ILPLQPPK 


1079 


14980 


A 


1086 


43 


265 


IKHKLEYIKIKNFCASNSNR/TERQFME 
WEK\MFANLISDKGLIPRIHKQLL*LN/ 
TKQQNSPI* KWVKDQLQWPYL 


1080 


14981 


A 


1087 


11 


412 


IASGLHDFFNKKKKKKKKKGGGPLKKTP 
GGPKFNRGGKKKI FSFKGGEKKTPGGFL 
EKNPFLGGGKMGQNPPKKKKPFGEKKNF 
♦GERGEKKPKFPGGKKMSPSPQE/NKAP 
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nucleotide 
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sequence 


M 

eth 

od 


SEQ ID 
NO: in 
USSN 
09/515,1 
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nucleotide 

location 
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ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Pbenylalanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Aspar3gine, P=Proline, 
Q=Glutamine, K=Arginine. S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /=possible 
nucleotide deletion, V=possible 
nucleotide insertion 














RDDPRPPE 


1081 


14982 


A 


1088 


2 


292 


RS L PAS ADS S S L VAAS LAG VRDR VS TC W 
PGWS /AV/VQTL + S ARLGLPKCWD YRCE 
PPCLAEAPS FMRSGKASCTLETVWEDKH 
KYEEASRRFYEHEAT 


1082 


14983 


A 


1089 


376 


3 


HIGLY IASCKTLLKEIKGS*IDILCSWI 
ERLNTVKKAI LLKLI YGFNT IAI/KILS 
GLF I ETERM I LKI TGKCNRSQTANT I LK 
PNKVGRLALPNFKTYYKATVIQTVWSWH 
KDRWYGFFCVPTQI 


1083 


14984 


A 


1090 


277 


407 


QI KAERSHHKQ I TSMRNVKHCS SENYDS 
*RKPAPGYI 1 1 K\F* K* LI KRKILNSGR 
LKNRPIKEE*RYAYQDISETIKVRR*EN 
DIFKVL\KEKKSCQPRLLYPLKIS* IEV 
KYFFDKSKLKEVITNRSPV*EMLNIVLQ 
/INYDSPYEP 


1084 


14985 


A 


1091 


421 


2 


GHPGVLFKG* *A*NEKSL*NCSFFNY*S 
SFSNMQTRIKNV/WPSTVAHACKPSTLG 
GRGGQIT*GQEFETSLANTVKP 


1085 


14986 


A 


1092 


369 


3 


FLKEIRSVTPVNT*ENLIAD/ IGEKVLV 
VWIENQTSHNI PLGQSLIQSKVL/TFNS 
MKTER* /EKLQKFEASRGWFMRFKERSH 
LH/NI XVQGEAESADVEAAGVYPDPAKT 
I VKGGYTQ * Q I FNVDV 


1086 


14987 


A 


1093 


71 


506 


FAEDNGL*LHPCSCKRHDLAVFYGCTSF 
VLTFGL* PWFLTQS / FLNPLEFS 


1087 


14988 


A 


1094 


118 


385 


SDLGKDFMAKTS KAQAAKTK \ I YTWDY I 
KLRSFFSAQ*TKQSTE*RRQSTE/WKEK 
I FADY S SNRGL I S S RQETQTTQ WLKKIN 
KNALCTL 


1088 


14989 


A 


1095 


419 


1 


DAK I PGQMVAR/RI PRPIKKI FCPDQVW 
F I PGMQGGFH IG KS I NVAPH I QMG * KS F 
NNIQHPFMI*KRKNLSTGTTHEGDITQH 
/R*MLHEHTTNAILNREKLKAFPLRTGI 
RQGCLL*PLLFSIAVKT*P*AMRQEKEI 
N 


1089 


14990 


A 


1096 


34 


464 


NSSKKEKRKIPHDLGLRFLDMTPKT*ST 
NGMMD / KDF I K I K/ FCAS KDT INKVKRE 
*EKLQI IYL/DKRLVPRIYKDSYYPIRQ 
LKKVJVWNLNKHCFKEDTQIANKHKKECS 
T\SIRE*QTKTR+RSHFISTRVTKIKMS 
G/N/NKYWQGC 


1090 


14991 


A 


1097 


458 


28 


RI IKVDLKMCTHNFDSLEEMNQFFKKSR 
WPR*NR*FE*SYI«1*RN*1HNLKVSKSS 
GPDAFTGEFYQTCEEELAPILQNLFQKM 
ESIRSNSFYKVRITLIP*GDNGS/TKKE 
NYSWSFMNLDAKVLIKILAN* I* VFIK 
REFH 


1091 


14992 


A 


1098 


41 


500 


FWIRHFLSRHKQRKNR*MDFIKIKNLYA 
SKDTVKEVKR* ST* WENYFQ 1 /RMFDTG 
LVPRVYKEFI *LSNK\DNHI *QWGKKAV 
SRGFSKGNTQMAKKHMQRCSMFFVIRKM 
* I \ KP KMRYHFTPS SMT*EKNKDNTCFK 
SDGEYGILIYYYWGI 


1092 


14993 


A 


1099 


1 


484 


RRAPFFFFFFKRS FPFWARAP / LQWAFF 
GLVQNPPPRQIPPPGLHPF/SCPNPPKK 
WG Y KG P P PTPGK I LGF* * KGGGPRLNKK 
IFISRPCDPPAPTP\QKVGIQGGTPPPR 
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SEQ ID 
NO: of 
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nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alanine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=lsoleucine, 
K=Lysine, L^Leucine, M=Mcthionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S=Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknovvn, *=Stop codon,/=possible 
nucleotide deletion, \=possible 
nucleotide insertion 














PFFFFEMVS CSVAQAGVQS CDLRSLQAL 
PPGFEQFSCRGMPLKWIGSHPSPHP 


1093 


14994 


A 


1100 


144 


260 


ILILDSALGHPEPHEFNTKGIEVVYLPL 
NTMYIIQPLEQ 


1094 


14995 


A 


1101 


265 


457 


DPAAPLLVTYTREI \+MYITKRYTAALF 
IKTKNWK\RPKCPSKGE* INKLWYICTM 
EYCSAIKNE 


1095 


14996 


A 


1102 


387 


40 


RLRADI LRILVYNNFLQRLKKQRYLFTG • 
PQYRFLFLELWLCVCVCVCVCVCVRANF 
* I ISRDKVLLCCPV\CFCFLNPPCVCVC 
VCVCVCVRACAI INKLLVETRSCSVAQS 
GLR 


1096 


14997 


A 


1103 


465 


208 


QNMTKTFQDYRPISLMKIYARKQQYRYR 
Y*RMLHNYQMGFTLGLRGWFNI * K/S I I 
IHIN**EKKIMIILIESEEAFDKC*QSL 
II 


1097 


14998 


A 


1104 


57 


250 


MTCSRMQ/RNIKLLRYKSEKL+EENSTS 
RNEITILSEEDSFTNVKLEN*MKTVKQK 
KKTSKKTGVYKMAI KKQISEFKGKTSNF 
Y* EQINT * EKKNFKENWSL 


1098 


14999 


A 


1105 


2 


378 


YVDPRQCGGILKGVLKGEFTISNEKANP 
GRGSPSSVSKD/L*CQNIKTIESKKTCL 
IQKLIKVKAEIYERESRKTMEEINETK/ 
SQFFEKI/NKID*/PLARLTKKKKKTQV 
LKSEK\GNITTNHTEIKRV 


1099 


15000 


A 


1106 


291 


1 


VSIYVSYNLDSCKGQIRIKSCDDQYIFK 
RLYFFEITFLKFLN*K*VLKKIRDNVLL 
C/YPGWPQTPGLKQSSCLSLPSSWDYRH 
VPLKLAPINYFLW 


1100 


15001 


A 


1107 


24 


397 


DIDHWEFSTVFYHVGQAGLKLLTSDDP 
TALASQSAGITGVSHRTRPSSGHFNNTP 
EPPEASSLSSHPKLHKSPVT*NGAGL/Y 
GS SKLLSCVLNGP I SLVHSTLRLRKGGP 
QGNISQISLMAPP 


1101 


15002 


A 


1108 


64 


414 


AQLTPTQPQGRAALHXGHV*RKTAPTCL 
FMAEKNQAASFFLFPFPSICINKE/HFK 
KKKKKKKKKKKKKKKTRQKKKKGPEKPR 
KQPGGGLLI SKI LWAPPPGFFLTREGP 
PPIFF 


1102 


15003 


A 


1109 


62 


475 


FEPLFYLMCLLKLFPLQLPRHPFIiFLTV 
DLVNTWGCPLPSSPQ* E r /fLLAAPHRSTP 
P PLS SGFPARRQLE PGAGARGP / HHTQA 
LHLSFFFVFLRRSL/DSVAQAGVQWRGL 
GSLQPLPPGFV\ILSSPLSLPSLTY 


1103 


15004 


A 


1110 


76 


477 


EEWKKLYRWRENISNLI3DKELIC* IN/ 
NQTFKIQPLKTKNPTKDVNDLKTFTNED 
TQKYTYIHQ*R\SHMKR*SP*LFI\KMQ 
MSTALRFLYPPITMDRIQI PEN I KFWRG 
CGILIHSW*TRKMFHSL*KAFWPF 


1104 


15005 


A 


1111 


1105 


3 


KEERSETLAKGKLI AAGA/ YK* KEERSQ 
INNLTLHLKGGKKTNDKPSKR/QE/I*Q 
IRAEISRIRPRKKKEKNNEFVFLKINKN 
FKTHSYI KKKREISNTKI INKRGDSTTD 
AT2MKKITRD*CEQPSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSSPPKKKI PGPDNFTGEFYQTFQEEL 
MPALCKIFQ\NVQKPEGDI/PNPFYQVN 
IYLVPEPDE/QPFVI KTLKELVI YGN/Y 
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Amino acid sequence (A= Ala nine 
C=Cysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Iso leu cine, 
K=Lysine, L=Leucine, M=Methionine, 
N=Asparagine, P=Proline, 
Q=Glutamine, R=Arginine, S^Serine, 
T=Threonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon, /-possible 
nucleotide deletion, \= possible 
nucleotide insertion 














L/K* I KI IHEKLTANI ILNGEKLKSFPL 
GSGIR*QHLFLPLLFITVLEFLLRIISQ 
EKVIKRMQIGKEKV\KILFTDNRM*WV/ 
ENP/VNSQNIGKIMKFNKVSGYSNTHKS 
VAFP* TNNEQSANKI LK 


1105 


15006 


A 


1112 


37 


466 


DRAAE FPTENPLEL I SKAS KVEEFNVS I 
QRPIVFLCISNKQLENEILKIQFH*/PI 
S VAS KNS KYGG I NLRKYL * DMH IDNK/P 
LNKNRGGLCSWSATSVLPKLIDNFSAI S 
GNYSRFFFFGEIEKLNLKPIWKYK*VRV 
AKTVSY 


1106 


15007 


A 


1113 


33 


436 


PGLN* *CWKNRISTCKRMKLDPNLAPYT 
KITSKWIQDINIRPVTIKILKENRGKGL 
QH*MWQ * FF* I * PQKQE* TNRTKSDFI K 
TAQQRKQQNERQSVEWEKI / FANQI SNK 
ELLS KI KFRLLPLDNNKQLT * KW A 


1107 


15008 


A 


1114 


2 


391 


PLTHSRMAIKKETK\NYKCWQ* SGGIGN 
LGNCW+ECKMF* PLWKIVLQFLEKKKRN 
TELP*NPLIPILGIH/YKRNVCIQMFTE 
ALFIITK/SWKQPR 


1108 


15009 


A 


1115 


3 


458 


IRDPLEEAVCPFADLKLHAGRTTTLFRA 
VRQGPLSL* KLLLPFVQLSHVPRGGVYR 
GSQASLSCGGLHPVQAS*LLCLPTQASA 
MADAP\PPASLPPCSSISDCCASSERGS 
VGMGPSEPGMGYNLLVCRLLRPLEKFS I 
RVGVSLFSRYKM 


1109 


15010 


A 


1116 


204 


13 


PKMKTDSRWILGLFF* FLRQSL/ SSVIQ 
AGVEWRNPGSLQ P PP PRFKQFS LENQG I 
PPHGLWS 


1110 


15011 


A 


1117 


34 


454 


IHISWEFLTSKLYGTLTSQYNKKTNIL 
IK*MGKRFNAHFT*EGI*IVNKHMKRLP 
TSSVIREMQTKTTVGFRSVLTREAGIKQ 
TDS/NQAWVRKWSNSTLLCCWWKHRVLQ 
PTWN\TAWQLLIYKMIWQLHFYAQKDIY 
VN 


mi 


15012 


A 


1118 


83 


451 


CFLKFFLYRELISPFLL*Q\FVRPSFAF 
RRKPPPWVAFFFSDPS/FSFLVFFPKGI 
VFFLGDALKKVLT * KKNFFFFGRD* VLL 
CCPGWSRTPALKHSSCLGLSKCWNSTTR 

P 1 


1112 


15013 


A 


1119 


316 


441 


F I FF F FLKTNFN F FAQ VGGHNRN LG* LK 
LPLPGLKQFSCLTL 


1113 


15014 


A 


1120 


67 


312 


RQIDQ WTR I ES * ETDPRE YS QLI FDKGA 
NPIQWRK\LFNKWFWHNWTSTCKQIKKN 
LDIVLASFTKTSTSHRLRENLYRIHI 


1114 


15015 


A 


1121 


27 


490 


GTQLHSREKKNSPFNK* YWEN* ILTCKR 
MKLDSYFIAYTKINSKWIKDLNVSLLGL 
LAKIK*SPKCKIQNY*TSRRK*XGKDLG 
Q * FLGYDTKCKATE * KNK/LNKWD YI KL 
KNFCIA\NKTINRMKRQPTVWEEI IANI 
ISDKVLISRICKKTNR 


1115 


15016 


A 


1122 


490 


48 


EHTNNKRDTLTVDIGKVLVI * TEDQTSC 
N/ I PSNQSLIQSKALTLFNS I * AERGEE 
ATE/EKLEAS KGW FMR * KERSH LYM I KV 
QG EAASADE EATAS YQ2DLAE 1 1 DENG \ 
KQQIFNSDKIALKQKKM/ PREKSMPHFK 
VSKDRLTLLREF 


1116 


15017 


A 


1123 


2 


259 


IYGQLIFNKGVKTIQ*RKNSVFMRCYWD 



595 



WO 01/64835 



PCT/US01/04927 



SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


M 

eth 

od 


SEQ ID 
NO: in 
USSN 
09/515,1 
26 


Predicted 

beginning 

nucleotide 

location 

correspond 

ing to first 

amino acid 

residue of 

peptide 

sequence 


Predict- 
ed end 
nucle- 
otide 
location 
correspon 
ding to 
last amino 
acid 

residue of 

peptide 

sequence 


Amino acid sequence (A=Alnninc 
OCysteine, D=Aspartic Acid, 
E=Glutamic Acid, F=Phenylalanine, 
G=Glycine, H=Histidine, l=Isoleucine, 
K-Lystne, L=Leucine, M=Methionine, 
N=:Asparagine, P=Proline, 
Q=Glu tannine, R=Arginine, S=Serine, 
T=Threon ine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Un known, *=Stop cod on, /=possible 
nucleotide deletion, \=possibie 
nucleotide insertion 














N*ISIWKRM\GLDPYLTPHTKINSKWIK 
DLNIRTKTLICSSWRKKKRENFLKKKRK 
KL 


1117 


15018 


A 


1124 


206 


24 


CSIFFCIYLFIYLFIYLFIYLRQSL/DS 
VTQAGVQWHYFSSLQPLPPGT\GLF*RT 
SYSWDF 


1118 


15019 


A 


1125 


3 


351 


RRGRGFTILVWAQTPDLM/HPPALASQS 
AGITGVSHCARPI CLFFKRQGF/NSVAQ 
ARVQWWDHGSLQLQPLTLR * Y YHLS \S W 
D YRRM / P AMLG F F V F YAY PG I T LLP R W P 
WISGLNELP 


1119 


15020 


A 


1126 


2 


349 


STNHKDIGTLYLLFGA*AGVLGTDLSLL 
IRAELGQPGNLLGNDHTYNVIVTAHAFV 
IIFFIVIPIIIGGL\GIWILP 


1120 


15021 


A 


1127 


362 


2 


RVSLHCPGWSQTPELKLSSCLSLPKC*D 
YRCBPPHPAYLTS FITEDSKNFEYVTTL 
F*NNIY*TMFIEIPP*VHYIGAHLF*DQ 
LSTFF*SF*N*FFVCLFFRQSHSVAQAG 
\VQ*CDLGS 


1121 


15022 


A 


1128 


1 


349 


I YFLTRSHS VSRAG VQWHS SG S LQP * P P 
RFKRS S P P LSLLS S WDHRTWG / HMPP / H 
SSSFSSSLFLRSGWGGKGVLWS 


1122 


15023 


A 


1129 


367 


24 


I NCVF Y P CKGVTKKP W YT / HF*RKGFII 
INI FHG P FKLTF VCPEGGKNS ETL YP FC 
FLPLSIiAI KKSRPLGVFLV* KGPLSPPL 
QGNYG VG WVGFF FFS AFVI F I KKLVLS P 
YYKN 


1123 


15024 


A 


1130 


61 


299 


I PRVDN YCG YVREHLFSFLFFFKRSLV / 
SVTQAGA*WRDLSLLQPLPPGFKQF\SC 
FNLLKNHCYRDVPLLLNTLCI I FKT 


1124 


15025 


A 


1131 


2 


261 


FFFFLVFSFFLLRLFLLPSPSSPPPSVF 
FFLPSSFSL/ CLVSRDLLTLSQTKVQWR 
DLGSLQPLPSRFKRFSCLSLPSS*DYGR 
TPLW 


1125 


15026 


A 


1132 


2 


381 


EFYFFF* SSQMESPSIAQAGVHWRDLG/ 
S XAPYAS WVQV 1 1 LPQPPPPG FES FSCL 
RFPSTWDNRHAPPRLAKKRNKI 


1126 


15027 


A 


1133 


2 


221 


PSLLKKLARHSGRCL* SQLLRNLRNENR 
/CVPAWVTK/GETPPSKKKKKNPPPKGP 
GAQTFETPGFGKPKGKIKV 


1127 


15028 


A 


1134 


331 


2 


RG PPP PLKE PSGVFR I FQFKNLES RGGG 
ERGKQSPPLGPPIRRGLSPKPPPPEKGL 
TVFFFFFFRCKDGVS FCCPG / W ISRTPG 
LK* SSCLGLPKCWDYRHEPPHPAPAL 


1128 


15029 


A 


1135 


3 


391 


AVNTQMMRK*KSLIADVEEV*WWIEDQ 
TSHNI PLRQSLVQSKAL/T*RAKPSMKA 
ERGKEAAKGKLEASRG* FMRFKENN\RL 
HNIKVQGDTASADVEAAASYS * DQAKI T 
' GGCGYTKQQI FNTDETAFY 


1129 


15030 


A 


1136 


107 


350 


TYSIVAIVMRFYFFIIFYFLRWSLAWI 
QACCCHPGNWHDGSLQPLPPGFIIKFSCL 
SLLSS*GYRCPPPCQA\IFIFLVEMG 


1130 


15031 


A 


1137 


35 


297 


TLMHYTNRVKEKNI I IS I EAEKAFDRIQ 
HPHM/ 1 KYLNTI KAVYNRPTAS 1 1 LSG* 
NLKAFPLKSVTQQGCPLSPLLFNIILEV 
LSTRP 


1131 


15032 


A 


1138 


378 


I 


PFTKINLKW IIDLNI KHKTI KLLED I IG 
ENLDNLGHDYDILDPTPKA*AMKKILIN 
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nucleotide deletion, \=possible 
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VALC*NHESFCSENDTVIRMRK*ATDRK 
KIFAGDMIKDCYSKC/NEKAEVNNMKKN 
NPIYKWAKDLNMLL 


1132 


15033 


A 


1139 


271 


361 


KW/YWNPIHIISQVCL*GPEIYQHVYGQ 
MTKQRCQGNSM/WAKDSLFNKWC*NKWI 
FF/ C/R I * NLNS YLTPYRKI K * KWI RDQ 
NITVTTKLLEENMRFSFAFG IGKD 


1133 


15034 


A 


1140 


28 


340 


LLYF* YKRGFTMLSRLVSNSRPQ/CDPP 
TSAS HTAG I ADGSHHARLL F FLE K\ E PA 
FGPPAGRKGANFG*REPSPPGFRGIPP/ 
LPPPGNWD\YGGPPPPKPNFGFF 


1134 


15035 


A 


3141 


94 


128 


GSQMPRHLVD * MTRHLATLRES \ CYSR \ 
VYPRFIEFLHFDIQSTGQKSHR 


1135 


15036 


A 


1142 


85 


492 


VWVGLLSLEGSPSKFGNFIEFGVLLSSG 
GFS AWRLFFFVY FLRQSL /NS VAQAGVQ 
QWRDLSSLQPLPPGFK*VLKQRGVCLFV 
CFETESHSIAQAGTQWCDIiGSLQPIjSPE 
FKRFSCLRNSRSLRRDIEPSEGNQC 


1136 


15037 


A 


1143 


372 


3 


KMNR*PISIKEIDFIVKNLPK\KFGPDG 
FTGILY\RHFKKEI IQTVCNLFQKTEKE 
GMLS \ I YKAS I AQ I PKPEKDKQTKATD / 
YKPSGIEAKIINRIIiANGIQQYl\HDQV 
RFTPGMQGWSNIQI 


1337 


15038 


A 


1144 


56 


482 


TMKTLLYWQKNG*VDQWNGIESPEIDPY 
K\YIQLVFDRKAKTCNV/RKDSLVNKWC 
T YAKKKKT LNL F FT P FTK I TS KT YLKNW 
N/SVNFLNTPLGKTLGDLGFPRDFKFLN 
TPKAKSLEKH/MDTLNFFKGKICS*KNM 
VKKNKKT 


1138 


15039 


A 


1145 


190 


482 • 


RQGLALS PRLECSGVI IAYRSLKLVGS S 
DPPTLASQIAGITGIRHCPWPKTLFLAS 
VIMPAHNS*PSLSPVPSP\SLPSPPLLA 
SQSRRSQ 


1139 


15040 


A 


3146 


138 


485 


I FFPS V * TI FLLLALFFS * * MYLI FVKS 
SLSIYSVYQF/SFLCFWSPISDPKSQRF 
SLLSFIVCFFVFPRNRVLLCHPGWSAW 
* S+LTAVSNS \LLKQSS 


1140 


15041 


A 


1147 


101 


426 


GDWKKFYIYKHSESKSPLILFEKKKGVL 
EEYSSFDI**AIKVIYHISRKRK\KNQL 
ANLTDAEKALNKI *HPFMRKTTQQFSNR 
S FLHLRKG I YKKPTANMI I KEQ 1 1 F 


1141 


15042 


A 


3148 


458 


15 


VFVCLKI CKHRKGTAKKWY YNFMGLPLY 
MRS WDQNGTM * KMT I YAPN I GAPKYI E 
QILKGANREVNSNTILLGDFSIPLSTL/ 
DKELPELNFT*NKTDLTDIYRTFHPMAA 
KYTYFAGTHGTFSKMCPVGFDIRVILVE 
FRRSTYGLDW 


1142 


15043 


A 


1149 


1 


507 


KGPPAPPPYYKKKFQGGPKKFPP*SHPF 
KRPRGEDP/YKPRNLKPPWAKKKNPPFP 
KKKQRGKG?KNPPPWKVKPEKSF*PSPK 
KTKIWPPPPPGGQKKKKKPPPPKKKKKK 
KSVSSSPKNI/YRSLFCTNLKKSFPT*F 
*NLMP/TKLPV*EFPPPPYNSF*SAP 


1143 


15044 


A 


1150 


436 


32 


NLCM YVYM YLI YVRTYVCI YS I YVSIYL 
I DLSLYHHH YLS I CMCVS I YPI YLSLI Y 
LCISLIYHLFNLCIYISIYLIYLS/YVC 
M/SSI*SMYVCIYLIYVCIFSISLYYLY 
I YLS 1 1 T 1 1 YLiYLCMYCLFYltS S I E F 
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Amino acid sequence (A=Alanine 
OCysteine, D=Aspartic Acid, 
E=GIutamic Acid, F=Phenylalanine, 
(^Glycine, H=Histidine, J=Isoleucine, 
K=Lysine, L= Leu cine, M-IMethioninc, 
N=Asparagine, PHProline, 
Q^GIutamine, R=Arginine, S=Serine, 
T=Tbreonine, V=Valine, 
W=Tryptophan, Y=Tyrosine, 
X=Unknown, *=Stop codon,/=possible 
nucleotide deletion, V=possible 
nucleotide insertion 


1144 


15045 


A 


1151 


3 


657 


QDCKIQNEHKIQNTLFLYTRNAHI KIKF 
HLHSKKI LAVNLTKHV* NFYAENYTTLM 
KEKI*IERNKDLHRKQ\NLNPCIWIVKL 
NIVKIPVI\PHR*RSLTIPIIIPAK\FF 
GDKEKIILKFIWKGKGIR*LRF*KIRIK 
GGLNLPN\LRLTWTVI KIV* YWWKERD 
RYLNQ\WNKIENS/EKLKPRKYVQLISF 
VFDTSG 


1145 


15046 


A 


3152 


430 


438 


TFWVKKFFLLNLPK* INPGFKKKKNKRG 
G* KRP/SGSQVLKKLRGKIALTPEGKGK 
IRDCFCPPPPPLRKKKKPPIRP*KKKKK 
KRKRDPPFGNHYSNS YRHTSCYFTTiLHL 
TLQIFFTSRSPVAMSCRINL 


1146 


15047 


A • 


1153 


104 


478 


ELLLEGS P CLRAE S KAGPAGRLVPTLLS 
WRVQSPGVLCAWEEECEEPPSTGEDAPS 
LAIRETQI KFITRNHLSPLSMAI FQTNN 
DN\RTKRK*CWHGCGEIG/T/LLHCWWE 
/CKLTFP 


1147 


15048 


A 


1154 


171 


476 


NSSDYYYYFLRQSFTLVPQAGVQWHDLG 
SLQVTSDDPDLR* FARLSLPKCWDYRRE 
P/RMSDSNYP*LK*VPVN*KARA*LLFIP 
S S CQAG / AS AGQTLS VS 


1148 


15049 


A 


1155 


3 


562 


PDYQTARRRQAPADRCQPGPAATICPR* 
PKARS SS MNRSNP TVTRTAG P * PSWKTG 
AAS KS QTGDGDRKE LIP PNRTPNN + VST 
AAIK*QVRPYLTQKVPAG*TFCPHQKLQ 
GVRPLCRG P P \RPFGS PAVTDNRQAKLK 
TPTQ/HPADPPEQKRPPARPPVGRHAEV 
KQPGPPFPAGPRPAPSTDGL 


1149 


15050 


A 


1156 


67 


417 


TLSCETQPGQHGEAPS / PTKNA* IALPL 
S WARPL YF PAP AR FTARGGPVFT S KRVP 
SPPNRRGWRPPP\QFCHAWNPSPKFLAP 
KIPPT/GPLPPNKEPSKENVNPG/PLCP 
L 


1150 


15051 


A 


1157 


446 


87 


PDCINVISCFLTKIYHVFFFL*RQGLTK 
LPRLVSNS*AQAILPP/SASQSAGITGV 
S LHTR P I MYFSS Y YI I FGDTVLF\ ETQS 
HPAAQAGVQ* CNLGSLQPPPPGFKRFSC 
LGLPSRRMA 


1151 


15052 


A 


1 153 


1 


938 


FFFFIFATYLFNKGK\LrGKRQSD*SIC 
KHLKGY Y I KKDI LTAS KH / V/ KKCPTSL 
AI REMQ I LTG I IKCC * RCEGNG I FTHYW 
*ARALAQLLWKNV*QHILKLSMCITYNP 
TILFLGISNRKVYM/ CCPK/DPCSRMSR 
AAQFVI 


1152 


15053 


A 


1159 


370 


3 


AFKAAAEGAAMSVTGGQPVLNSWWLGG 
VTTTT/CPTTFIMPDNTV\RGDILELTR 
\PLGAQVAMAVHQWLDIPEK*NKHK/IiV 
VTEEDVELMYQKALMNMVQNNKKAAGIM 
YTFNAHAAID2FHR 


1153 


15054 


A 


1160 


55 


471 


S PP PGLPKKI FFWPLS FYVWP+ PQRFC P 
LFAPFKQESNPLKVWPPFGALQNKRSKG 
CSPSM/ SARQES*PLFPKNLETPPFGGK 
FLKFFFFFF *DGVSLGHPGWSAI / IDSL 
QPLPPGFKQ/SLCLSLPAS 


1154 


15055 


A 


1161 


3 


467 


G YTNQQI FP VDKTAFY* KMPSRTFMARE 
KSMSGFKPSK/DRAGDFKLRSMLIYHS3 
NPRALKNYPKSTLPVL\KNKAWMKHFCL 
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N=Asparagine, P=Proline, 
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W=Tryptophan, Y=Ty rosine, 
X=Un known, *=Stop codon, /=possible 
nucleotide deletion, V=possible 
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QPPVETYCSGKKIPFKILLVIDNVPCHP 
GALMEMYEEINWNTATNTTS IL*P/VT 
SGVIS 


1155 


15056 


A 


1162 


216 


464 


SSEGPGSPGELPYGAQEFVMKAPQGILV 
I R* T * FFETESHS VAEAGVQWCDLSLLQ 
LPPLRFNQFCLSLP\SWDYRRPERHPAN 


1156 


15057 


A 


1163 


29 


433 


AVEFGGDSCSPQHPLNPPLGSPQHSPPP 
LIGICT/REE+GWGGGLPVPCPPALPYP 
STPSWGGICVCYGRGGVAPPP*HPPLT* 
liGGGS TP TSAL'PAPGAPRHPGHPLMVLQ 
TLPWGPHTPARKPYINKVLSCVDF 


1157 


15058 


A 


1164 


486 


11 


STCLGLPKCWDYRREPPRPALRCPFFLN 
ILLFLKFTLSEINIPTPAFF*LVFAWYI 
FFSLFSF*P/DLEHYI*SGICVDTM*VG 
S S CF FNPT/ WS I S S F * LVCLDHL YFFLF 
FFFLRQSL/DSVAQAGVQGQDLGSLQPP 
PPWFKRFSCLSRI PAHFEWSRA 


1158 


15059 


A 


1165 


467 


131 


NRSLEW AKM YKTYDE I KLVTNLPT/RKS 
PGLCK ITAKFYHI YKDGLVLLLNILQE I 
QVGFHPNS *YQ\IILrI PKYSEGTTKKGN 
CRPIFLVNIETKILHEIRAI*VHKQIRT 
LE 


1159 


15060 


A 


1166 


455 


32 


EEGVLKAKRGCKSGLLHQTVNQWN/AN 
LEKFLKEIKSDTPVNI*MIRK*NNLTAD 
KEKVA*IQDQTSNNIPLTQSLIQSRALT 
LFNSMKTERGEEAGEEKFE ASRG * FMGF 
KE KSH PHKHKS AS KAAS ADVEAVAS YLN 
S 


1160 


15061 


A 


1167 


26 


418 


KIWDYVKQTNL*ITGIPERGGEKVNNLE 
NIFEAIVQ/ESVPSIFKEVDTQEQEIQR 
ASSSSSS 


1161 


15062 


A 


1168 


64 


313 


KWCKGNSYISKDLKELKYLGV/QLK*VQ 
/DL*SENYQILLKEIKEDLNKV?KDIPCS . 
* IRRLNIKMVIFSKLIYRFNAIPIKILA 
A 


1162 


15063 


A 


1169 


464 


36 


QQAEAAESIADPGGRGCSELRSCHCTPA 
WATEQSINK*SINQSIK*KSKLC/CWEN 
TLVKH I FHKRLTSR I YKEL\QQLNKKTN 
NSL*K*EKDVNRYFIKKI YEDI *MANEN 
IL\IKLVIREIQINLKEWLSWFCCCCCC 
FVLFVF 


1163 


15064 


A 


1170 


290 


487 


GSLPHHTPKR*PFLF/CVFETGSRSVT* 
AGVQWHNHGSLQP * PPGLKRSSHLSLPV 
IilFLFSVEMGV 


1164 


15065 


A 


1171 


2 


413 . 


GKVFI*FSTLH/GCNMK*SRS\LL*ALR 
FI FLFTARGLTGIVIxANS SLHI TLHDTY 
YMGTHFHYVLYIGAEFAI IGGFIH*LPL 
FSGYTLDQTYSKIHYTIILIDINLTFFP 
HHSLGLSGRPRRY*DYPDAYTTRYILS 


1165 


15066 


A 


1172 


381 


2 


PPKLQKNFFFSSTGKFFLGGGRAFSPPP 
KKGFFSQIPRRFFFPLPKKKKIYFCPPP 
CFGPPPTFFliRAPPFFFFFFLLLFCSFL 
VGVKFILFL/ FYLFI FRDTV*LCYPGWS 
AWQSWLTAALTPRP 


1166 


15067 


A 


1173 


9 


405 


NLDKKGRNRTPQS WFQANPMASMTFS KK 
KKKKKKKKKGGGALKKKPWGAQKKPGKK 
KKNFFLKGG\EKKTPRGILEKKPFFGGG 
KKGPNPPKKKKPLREKKKF*GEKGEKKP 
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